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<210> 1 

<211> 1668 

<212> DNA 

<213> Homo sapiens 

<400> 1 



1 



ggatcaatgc aaatggagag ttatgatgga 
atgtcaggaa tgtacagatg tcagaccagc 
gaagccttgg tgcagctcat cgttcagtat 
atccggcaag gacaggatcg aagtgtcact 
atacgggtgc tgacctatga gtggcgcttg 
gactctcagg aatacacaga gtacgctgtg 
tataactgta gcatcataaa tgaagctgga 
ggaaaggcct atgctccaga at tc tat tat 
caccgtgttt attcttacag tctacagtgg 
attgttgcat accggttggg catcaggcag 
attaaaataa atgggaatat tcaaaaggga 
attaaaccag aagcttatga agtccgactg 
tcaacaattc gtgtgatcaa atatagtcct 
ggatttgaag atggtaatat ttgtttgttc 
acaaagcaaa gtacagcaac aagaaataca 
gaccgtagtg gctccaaaga aggtttttat 
gaaggcgaaa aggctcgact tctcagccct 
gcaagacttc tcagecetyt Lcccagcata 
actgcatatt gtttcagctt cttttatcac 
gtttatctac gtttgaaagg gcaaacaaca 
aataaaggac aaagatggaa tgaggctcat 
ctcatttttg aaggtatccg aggtcctgga 
tcaattgcag aaggagaatg tgcaaaacaa 
gctgttggga ttttggttca tatatggctt 
agtcctcgaa ggtgacctta tcctggcaga 
gaagaaagag tctttgtaaa tggacattga 
actactgact caaaaataaa ataataaaaa 
acatcatgga agtataactt attcagacta 



acactgagga ttgtgaatgt atctagggaa 60 
caatacaatg gatttaacgt gaaaccaagg 120 
ccccctgcag tggaaccagc attcttggaa 180 
atgagttgca gagtactgag agcctatcca 240 
ggcaataaat tattacggac gggtcaattt 300 
aagagtcttt ccaatgaaaa ctatggggtt 360 
gctgggagat gcagctttct tgttacaggt 420 
gatacctaca atccagtatg gcagaacaga 480 
acacagatga atcctgatgc agtggatcgg 540 
gctggacagc agcgctggtg ggagcaggag 600 
gaattaatta catataactt gacagagcta 660 
actcctctca ccaaatttgg tgaaggagat 720 
gtaaatcctc atttgagtga atttcattgt 780 
actcaagatg atacagataa ttttgactgg 840 
aaatatactc ctaatacagg acctaatgct 900 
atgtacattg agacatcacg acccagattg 960 
gttttcagca tagctccagc cctgttttca 1020 
gctcccaaaa acccttatgg acccacaaac 1080 
atgtatggac aacatatagg tgtcttaaat 1140 
atagagaatc cactgtggtc ttcaagtggg 1200 
gttaatatat acccaattac ttcatttcag 1260 
atagaaggtg acattgctat tgatgatgta 1320 
gacctagcaa ctaagaattc cgttgatggt 1380 
tttcccatta tcgtcctcat ctctatctta 1440 
ggctataaaa gattcaccag gcactggcat 1500 
acaaacaaac taccaaagat tcctccactg 1560 
caaatttttt taagcactgg ggataaaaag 1620 
aacataaaga taatctga 1668 



<210> 2 

<211> 482 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Gin Met Glu Ser Tyr Asp Gly Thr Leu Arg lie Val Asn Val Ser 
1 5 10 15 

Arg Glu Met Ser Gly Met Tyr Arg Cys Gin Thr Ser Gin Tyr Asn Gly 
20 25 30 

Phe Asn Val Lys Pro Arg Glu Ala Leu Val Gin Leu lie Val Gin Tyr 
35 40 45 

Pro Pro Ala Val Glu Pro Ala Phe Leu Glu He Arg Gin Gly Gin Asp 
50 55 60 

Arg Ser Val Thr Met Ser Cys Arg Val Leu Arg Ala Tyr Pro He Arg 
65 70 75 80 

Val Leu Thr Tyr Glu Trp Arg Leu Gly Asn Lys Leu Leu Arg Thr Gly 
85 90 95 

Gin Phe Asp Ser Gin Glu Tyr Thr Glu Tyr Ala Val Lys Ser Leu Ser 
100 105 110 



2 



Asn Glu Asn Tyr Gly Val Tyr Asn Cys Ser lie He Asn Glu Ala Gly 
115 120 125 

Ala Gly Arg Cys Ser Phe Leu Val Thr Gly Gly Lys Ala Tyr Ala Pro 
130 135 140 

Glu Phe Tyr Tyr Asp Thr Tyr Asn Pro Val Trp Gin Asn Arg His Arg 
145 150 155 160 

Val Tyr Ser Tyr Ser Leu Gin Trp Thr Gin Met Asn Pro Asp Ala Val 
165 170 175 

Asp Arg He Val Ala Tyr Arg Leu Gly He Arg Gin Ala Gly Gin Gin 
180 185 190 

Arg Trp Trp Glu Gin Glu He Lys He Asn Gly Asn He Gin Lys Gly 
195 200 205 

Glu Leu He Thr Tyr Asn Leu Thr Glu Leu He Lys Pro Glu Ala Tyr 
210 215 220 

Glu Val Arg Leu Thr Pro Leu Thr Lys Phe Gly Glu Gly Asp Ser Thr 
225 230 235 240 

He Arg Val He Lys Tyr Ser Pro Val Asn Pro His Leu Ser Glu Phe 
245 250 255 

His Cys Gly Phe Glu Asp Gly Asn He Cys Leu Phe Thr Gin Asp Asp 
260 265 270 

Thr Asp Asn Phe Asp Trp Thr Lys Gin Ser Thr Ala Thr Arg Asn Thr 
275 280 285 

Lys Tyr Thr Pro Asn Thr Gly Pro Asn Ala Asp Arg Ser Gly Ser Lys 
290 295 300 

Glu Gly Phe Tyr Met Tyr He Glu Thr Ser Arg Pro Arg Leu Glu Gly 
305 310 315 320 

Glu Lys Ala Arg Leu Leu Ser Pro Val Phe Ser He Ala Pro Ala Leu 
325 330 335 

Phe Ser Ala Arg Leu Leu Ser Pro Val Phe Ser He Ala Pro Lys Asn 
340 345 350 

Pro Tyr Gly Pro Thr Asn Thr Ala Tyr Cys Phe Ser Phe Phe Tyr His 
355 360 365 

Met Tyr Gly Gin His He Gly Val Leu Asn Val Tyr Leu Arg Leu Lys 
370 375 380 

Gly Gin Thr Thr He Glu Asn Pro Leu Trp Ser Ser Ser Gly Asn Lys 
385 390 395 400 



Gly Gin Arg Trp Asn Glu Ala His Val Asn He Tyr Pro He Thr Ser 
405 410 415 



3 



Phe Gin Leu lie Phe Glu Gly He Arg Gly Pro Gly He Glu Gly Asp 
420 425 430 



He Ala He Asp Asp Val Ser He Ala Glu Gly Glu Cys Ala Lys Gin 
435 440 445 

Asp Leu Ala Thr Lys Asn Ser Val Asp Gly Ala Val Gly He Leu Val 
450 455 460 

His He Trp Leu Phe Pro He He Val Leu He Ser He Leu Ser Pro 
465 470 475 480 

Arg Arg 



<210> 3 

<21.1> 1608 

<212> DNA 

<213> Homo sapiens 

<400> 3 

gatcaatgca aatggagagt tatgatggaa 
tgtcaggaat gtacagatgt cagaccagcc 
aagccttggt gcagctcatc gttcagtatc 
tccggcaagg acaggatcga agtgtcacta 
tacgggtgct gacctatgag tggcgcttgg 
actctcagga atacacagag tacgctgtga 
ataactgtag catcataaat gaagctggag 
aggcctatgc tccagaattc tattatgata 
gtgtttattc ttacagtcta cagtggacac 
ttgcataccg gttgggcatc aggcaggctg 
aaataaatgg gaatattcaa aagggagaat 
aaccagaagc ttatgaagtc cgactgactc 
caattcgtgt gatcaaatat agtgctcctg 
gatttgaaga tggtaatatt tgtttgttca 
caaagcaaag tacagcaaca agaaatacaa 
accgtagtgg ctccaaagaa ggtttttata 
aaggcgaaaa ggctcgactt ctcagccctg 
gacccacaaa cactgcatat tgtttcagct 
gtgtcttaaa tgtttatcta cgtttgaaag 
cttcaagtgg gaataaagga caaagatgga 
cttcatttca gctcattttt gaaggtatcc 
ttgatgatgt atcaattgca gaaggagaat 
ccgttgatgg tgctgttggg attttggttc 
cctctatctt aagtcctcga aggtgacctt 
ggcactggca tgaagaaaga gtctttgtaa 
ttcctccact gactactgac tcaaaaataa 
gggataaaaa gacatcatgg aagtataact 



cactgaggat tgtgaatgta tctagggaaa 60 
aatacaatgg atttaacgtg aaaccaaggg 120 
cccctgcagt ggaaccagca ttcttggaaa ISO 
tgagttgcag agtactgaga gcctatccaa 240 
gcaataaatt attacggacg ggtcaatttg 300 
agagtctttc caatgaaaac tatggggttt 360 
ctgggagatg cagctttctt gttacaggaa 420 
cctacaatcc agtatggcag aacagacacc 480 
agatgaatcc tgatgcagtg gatcggattg 540 
gacagcagcg ctggtgggag caggagatta 600 
taattacata taacttgaca gagctaatta 660 
ctctcaccaa atttggtgaa ggagattcaa 720 
taaatcctca tttgagagaa tttcattgtg 780 
ctcaagatga tacagataat tttgactgga 840 
aatatactcc taatacagga cctaatgctg 900 
tgtacattga gacatcacga cccagattgg 960 
ttttcagcat agctcccaaa aacccttatg 1020 
tcttttatca catgtatgga caacatatag 1080 
ggcaaacaac aatagagaat ccactgtggt 1140 
atgaggctca tgttaatata tacccaatta 1200 
gaggtcctgg aatagaaggt gacattgcta 1260 
gtgcaaaaca agacctagca actaagaatt 1320 
atatatggct ttttcccatt atcgtcctca 1380 
atcctggcag aggctataaa agattcacca 1440 
atggacattg aacaaacaaa ctaccaaaga 1500 
aataataaaa acaaattttt ttaagcactg 1560 
tattcagact aaacataa 1608 



<210> 4 

<211> 466 

<212> PRT 

<213> Homo sapiens 

<400> 4 



4 



Met Gin Met Glu Ser Tyr Asp Gly Thr Leu Arg lie Val Asn Val Ser 
15 10 15 

Arg Glu Met Ser Gly Met Tyr Arg Cys Gin Thr Ser Gin Tyr Asn Gly 
20 25 30 

Phe Asn Val Lys Pro Arg Glu Ala Leu Val Gin Leu He Val Gin Tyr 
35 40 45 

Pro Pro Ala Val Glu Pro Ala Phe Leu Glu He Arg Gin Gly Gin Asp 
50 55 60 

Arg Ser Val Thr Met Ser Cys Arg Val Leu Arg Ala Tyr Pro He Arg 
65 70 75 80 

Val Leu Thr Tyr Glu Trp Arg Leu Gly Asn Lys Leu Leu Arg Thr Gly 
85 90 95 

Gin Phe Asp Ser Gin Glu Tyr Thr Glu Tyr Ala Val Lys Ser Leu Ser 
100 105 110 

Asn Glu Asn Tyr Gly Val Tyr Asn Cys Ser He He Asn Glu Ala Gly 
115 120 125 

Ala Gly Arg Cys Ser Phe Leu Val Thr Gly Lys Ala Tyr Ala Pro Glu 
130 135 140 

Phe Tyr Tyr Asp Thr Tyr Asn Pro Val Trp Gin Asn Arg His Arg Val 
145 150 155 160 

Tyr Ser Tyr Ser Leu Gin Trp Thr Gin Met Asn Pro Asp Ala Val Asp 
165 170 175 

Arg He Val Ala Tyr Arg Leu Gly He Arg Gin Ala Gly Gin Gin Arg 
180 185 190 

Trp Trp Glu Gin Glu He Lys He Asn Gly Asn He Gin Lys Gly Glu 
195 200 205 

Leu He Thr Tyr Asn Leu Thr Glu Leu He Lys Pro Glu Ala Tyr Glu 
210 215 220 

Val Arg Leu Thr Pro Leu Thr Lys Phe Gly Glu Gly Asp Ser Thr He 
225 230 235 240 

Arg Val He Lys Tyr Ser Ala Pro Val Asn Pro His Leu Arg Glu Phe 
245 250 255 

His Cys Gly Phe Glu Asp Gly Asn He Cys Leu Phe Thr Gin Asp Asp 
260 265 270 

Thr Asp Asn Phe Asp Trp Thr Lys Gin Ser Thr Ala Thr Arg Asn Thr 
275 280 285 



Lys Tyr Thr Pro Asn Thr Gly Pro Asn Ala Asp Arg Ser Gly Ser Lys 
290 295 300 
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Glu Gly Phe Tyr Met Tyr lie Glu Thr Ser Arg Pro Arg Leu Glu Gly 
305 310 315 320 



Glu Lys Ala Arg Leu Leu Ser Pro Val Phe Ser lie Ala Pro Lys Asn 
325 330 335 

Pro Tyr Gly Pro Thr Asn Thr Ala Tyr Cys Phe Ser Phe Phe Tyr His 
340 345 350 

Met Tyr Gly Gin His He Gly Val Leu Asn Val Tyr Leu Arg Leu Lys 
355 360 365 

Gly Gin Thr Thr He Glu Asn Pro Leu Trp Ser Ser Ser Gly Asn Lys 
370 375 380 

Gly Gin Arg Trp Asn Glu Ala His Val Asn lie Tyr Pro He Thr Ser 
385 390 395 400 

Phe Gin Leu He Phe Glu Gly He Arg Gly Pro Gly He Glu Gly Asp 
405 410 415 

He Ala He Asp Asp Val Ser He Ala Glu Gly Glu Cys Ala Lys Gin 
420 425 430 

Asp Leu Ala Thr Lys Asn Ser Val Asp Gly Ala Val Gly He Leu Val 
435 440 445 

His He Trp Leu Phe Pro He He Val Leu Thr Ser He Leu Ser Pro 
450 455 460 



Arg Arg 
465 



<210> 5 

<211> 9993 

<212> DNA 

<213> Homo sapiens 

<400> 5 

cctcccattc ctctcctctc tctcccatct 
tcccccccgg gaccctgctg cccttcccca 
cctcccactc aaagcttttc aagggctctt 
atgacactgc tatgcccact cctgcaacgc 
ctcccctccc ttccacttcc cactcccgtc 
acccttctct aacatcacac ctcctccagg 
gttggggctg gatgcctcct tgggctccca 
accctgccct cctcgttgtg ttgggtcccc 
tgactctgct tcctctccgc agcctccagg 
ttggcaaggg gccccctggc ccggctcctg 
ggtggccaag gccgctggga cggggccttg 
cggggcagcc caggcatctt gcaggggccg 
tgctgtccag gctggaggac attccctggc 
cgcgcctgcg gtgaaggctt ctgctcccag 
ctggctccca gctgcggggt gagccgaggg 
ggcacctgcc ggggggcgtc ctgtctgtgt 
cagcccatct gtgaccgcgg ctgccacaat 



ggacagcccc cagccttctg acaccctgtt 60 
caccacctaa catgcatttc tgaccttgct 120 
cattgtcctt gacgaatgag caaaagctgc 180 
ctggccccac ctggccccac ctggccctct 240 
ttgccttggc tgtgcaccct cagccccaag 300 
aagcctcctc tgactgttca ccgcttcccg 360 
gaggccccgg ggctgcccca tttggcaacc 420 
catggctagg gtggggggct catctagggc 480 
ggacacgcca tgactctgga gggtctgtat 540 
ctggcctggt cggccctgtt gtgcatggca 600 
gaggctgcag gtcctggacg tgtgcggagg 660 
aatgtgtgcg gctcccggtt ccatgcctac 720 
aggagccagt gtgtcgtacc catctgtagg 780 
cccaacctgt gcacctgtgc ggatgggacg 840 
tcagggtgca gtgtgagctg tatgaatggg 900 
cagaagggct acacaggcac cgtgtgtggg 960 
gggggtcgct gcattgggcc caaccgctgc 1020 



6 



gcctgtgtgt atggcttcat gggacctcaa 
tttggccaag taggccccga ggggtgccag 
gcactttgct gtgccactgt gggccgtgcc 
cagccacacc cctgccgccg cggcttcatc 
gtggatgagt gccaggctgt gccaggcctg 
ggctccttcc attgccgctg tccagttgga 
gaagactacg atgaatgcag caccattcct 
acagtcagca gttacttttg caaatgtcct 
cttcatggac agtcgcgggc cggcgcctgc 
ggagacctcg ccggccacta cactcgcagg 
gcagctggcc cggtccctga gctgtgtcct 
tgcgcccagc ggctgccgct gctacccggc 
ttcggatcca atggcatggg tccccctctt 
gatgcgcgtg ggatccccag cctgggccct 
aaccagacca ttgacatctg ccgacacttc 
cccacgcctt ccagctaccg ctgcgagtgt 
gagtgcattg atgtagacga atgcaccagc 
atccccggca cctaccaoLg ccggtgctac 
gcatgcgtgg atgtggacga gtgcattgtc 
gtcaacacag agggcagctt ccagtgtgtc 
ggcaagaact gtgtggacca caacgagtgt 
tgtctcaacg aggatggcag cttctcctgc 
ggcggccact actgcatgga cattgacgag 
cactgtacca acaccgaggg ctccttccgc 
acggatggcc gcgtgtgcgt ggacacccac 
aagggctcct gtgcccgccc cttccctggc 
aatccggacc acggttttgg ggagccctgc 
ttccaggcac tgtgcagcag tgggcttggc 
tgtgctctgg atcctgaggt ttgtgccaat 
cgctgtgtct gcaacctggg ttatgaggca 
gatgagtgtg ccctcaacag cctcctgtgt 
agctacagct gctcctgccc ccccggcttc 
gatgtcgacg aatgcctgtc cagcccgtgt 
tcctacacct gcaaatgtgg ccctggcagc 
gacagcacca agggcacctg ctggctgaag 
cagggagcca gcctgcggtc tgagtgctgt 
tgcgaacgct gcgagatcga ccctgcctgt 
acctgcgatg atgtgaacga gtgtgagtcc 
gtcaacactg ctgggtcttt ccgctgtgag 
ggccggctgt gcgtggatgt gagattggaa 
tgtggggtca ccctgcctgg caagtaccgg 
gtgtggggag tcgagtgcga ggcctgcccg 
tgcccgcggg ggctgggctt cgccagccgg 
gatgtgaatg aatgcaaggt gttccctggc 
gtgggcagct tccactgcgc ctgtgcgggg 
tgcacagata tcgacgagtg tcgcatctct 
aacacgccgg gcagctttga gtgcgagtgt 
atgaagaact gcatggacgt ggacgagtgt 
acttgcacca acacggatgg gagctacaag 
gccaagggca ctgcctgtga ggacatcgat 
catggccagt gtgtcaatgt catcggtgcc 
agcacacctg accgcggagc tacaagtgcc 
gtcctggggc ctggggagca gatgtgtact 
gtccccaacc ctgctccccc agacgtggac 
caaggccact gcaccaacat gccagggggt 
gccacgccag acatgaggac atgtgttgat 
tgcctccatg gggactgcga gaacacgaag 



tgtgagagag attaccggac gggaccctgc 1080 
catcagctga cgggcctcgt gtgcaccaag 1140 
tggggccttc catgtgaact ttgccctgca 1200 
cccaatatcc acacgggggc ctgccaagat 1260 
tgccagggag gcagctgcgt caacatggtg 1320 
caccggctca gtgacagcag cgccgcatgt 1380 
ggaatctgtg aagggggtga atgtacaaac 1440 
cctggttttt acacctctcc agatggtact 1500 
ttctcagtgc ttttcggggg ccgctgtgct 1560 
cagtgctgct gtgacagggg caggtgctgg 1620 
cctcggggct ccaatgaatt ccagcaactg 1680 
caccctggcc tcttccctgg cctcctgggc 1740 
gggccagcgc gactcaaccc ccatggctct 1800 
ggcaactcta atattggcac tgctaccctg 1860 
accaacctgt gtctgaatgg ccgctgcctg 1920 
aacgtgggct acacccagga cgtgcgcggc 1980 
agcccctgcc accacggtga ctgcgtcaac 2040 
ccgggcttcc aggccacgcc caccaggcag 2100 
agtggtggcc tttgtcacct gggccgctgt 2160 
tgcaatgcag gcttcgagct cagccctgac 2220 
gccaccagca ccatgtgcgt caacggcgtg 2280 
ctctgcaaac ccggcttcct gctggcgcct 2340 
tgccagacgc ccggcatctg cgtgaacggc 2400 
tgccagtgcc tgggggggct ggcggtaggc 2460 
gtgcgcagca cctgctatgg ggccatcgag 2520 
actgtcacca agtccgagtg ctgctgtgcc 2580 
cagctttgtc ctgccaaaga ctccgctgag 2640 
attaccacgg atggtcgaga catcaacgag 2700 
ggcgtgtgcg agaaccttcg gggcagctac 2760 
ggtgcctcag gcaaggactg cacagacgtg 2820 
gacaacgggt ggtgccagaa tagccctggc 2880 
cacttctggc aggacacgga gatctgcaaa 2940 
gtgagtggcg tctgtcggaa cctggccggc 3000 
cggctggacc cctctggtac cttctgtcta 3060 
atccaggaga gccgctgtga ggtgaacctt 3120 
gccaccctcg gggcagcctg ggggagcccc 3180 
gcccggggct ttgcccggat gacgggtgtc 3240 
ttcccgggag tctgtcccaa cgggcgttgc 3300 
tgtccagagg gcctgatgct ggacgcctca 3360 
ccatgtttcc tgcgatggga tgaggatgag 3420 
atggacgtct gctgctgctc catcggggcc 3480 
gatcccgagt ctctggagtt cgccagcctg 3540 
gacttcctgt ctggccgacc attctataaa 3600 
ctctgcacgc acggtacctg cagaaacacg 3660 
ggcttcgccc tggatgccca ggaacggaac 3720 
cctgacctct gcggccaggg cacctgtgtc 3780 
tttcccggct acgagagtgg cttcatgctg 3840 
gcaagggacc cgctgctctg ccggggaggc 3900 
tgccagtgtc cccctgggca tgagctgacg 3960 
gagtgctccc tgagtgatgg cctgtgtccc 4020 
ttccagtgct cctgccatgc cggcttccag 4080 
agttgcccga cggaagggca tgtgcaggtc 4140 
gggtggtcta tcagggcaaa gctaagcaca 4200 
gagtgtgaag agaacccccg cgtttgtgac 4260 
caccgctgcc tgtgctatga tggcttcatg 4320 
gtggatgagt gtgacctgaa ccctcacatc 4380 
ggttcctttg tctgccactg tcagctgggc 4440 
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tacatggtca ggaagggggc cacaggctgc 
cacaactgtg acagtcacgc ctcctgtctc 
ctgccaggct gggtggggga tggcttcgaa 
gagcaccggt gcagcccaag aggtgactgt 
tgccgccagg gctttgccgg ggatggcttc 
aacgtggacc tctgtgacaa cgggcagtgc 
tgtgagatgg gctttgaccc caccgaggac 
gcgcaagaga acctctgtgc atttgggagc 
atctgcaatg gtggctacga actggaccga 
tgtgcagacc cagtaaactg catcaacggc 
tgcagctgcc cccaggattt tgagctgaac 
gccgggaact gtttcctgga gacgcatgac 
gagatcggag ttggtgtcac ccgagcttcc 
aatccctgtg agctgtgccc tatggccaac 
ggtgagggct tccagcctaa ccgcatcact 
gagctgccag ggctgtgtca ggggggtgac 
gagtgcccac ctggctacca cctcagtgag 
tgctccacac actccggcat ctgtggccct 
acctgtgtct gccctgcaga gtacctccaa 
aggaagagtg tctgcttccg gcactataac 
gtgacccgga aaatgtgttg ctgctcctac 
gaggcctgcc ccactcccat cagtcctgac 
ggattcctca ctgacatcca cacggggaag 
cccgccatct gtgccaatgg catctgcata 
cccgcaggct tcaactacaa cagcatcctg 
agcagggaga gtccctgcca gcagaatgct 
tgcaagtgca cccgagggta caaactgtcg 
tgtcgggaga tcccgaatgt ctgtagccat 
atgtgtctgt gtcaccgtgg attccaggcc 
gacgagtgtg accggcagcc ttgtggaaat 
aactgcctct gcttccctgg ctttgtggtg 
gagtgtacta ccctggtggg gcaggtgtgc 
tccttccact gcctctgcca ggatggcttt 
gacaccaatg agtgcctcag ccttgcagga 
gagggctcct tccgctgcat ctgtccccct 
gatatcgacg agtgctcaga ggagcccaac 
cctgggagct tccagtgcct ctgcccacct 
tgctttgaca cacggcagag tttctgcttc 
cccaaagctt tcaacaccac caagacccgc 
tggggagacc cctgcgaact gtgtccccag 
ccctttggcc acggggcagt cccaggcccg 
gcagagaacc ctggcgtctg cactaacggc 
tgtgagtgtc cctttggcta cagcctggac 
gagtgctctg tcggccaccc ctgtgggcaa 
gaatgtgcct gtgctgacgg ctttgagcct 
gaatgctccc tgaacccgct gctctgtgcc 
ctgtgcacct gtccagccgg ctacaccctg 
gacgagtgtg cagatggtca gcaggactgc 
atcggtacct tcgcgtgcgt ctgtccccca 
ggctgcacag atgacaatga atgccacgct 
gtcaacaccg cgggcagctt ccggtgcgac 
cttaccgagt gccacgacat ccggcagggg 
tgccggtctc tgtccagcag cagtgaggct 
ggccggggct gggggccccg ctgcgagctc 
aagctgtgcc cccatggctc aggctacact 
atgcttgctc acctgtgtgc tcatggggag 
cactgtcagg ccgggtacac accggatgct 



tctgatgtgg atgaatgcga ggttggagga 4500 
aacatcccag ggagtttcag ctgtaggtgc 4560 
tgtcacgacc tggatgaatg cgtctcccag 4620 
ctcaatgtcc ctggctccta ccgctgcacc 4680 
ttctgcgaag acagggatga atgtgccgag 4740 
ctcaatgcgc ccggcgggta ccgctgtgaa 4800 
caccgggcct gccaggatgt ggacgagtgt 4860 
tgtgagaacc tgcctggaat gttccgctgc 4920 
gggggtggca actgcacaga catcaacgag 4980 
gtgtgcatta acacccccgg cagctacctc 5040 
cccagcggag tgggctgcgt ggacactcgg 5100 
cgaggggaca gtggcatttc ctgcagtgcc 5160 
tgctgttgct ccctgggccg ggcttggggc 5220 
accactgagt acagaaccct gtgcccgggt 5280 
gtcattctgg aagacatcga cgagtgccaa 5340 
tgcgtcaaca cgtttggcag tttccagtgt 5400 
cacacccgca tctgtgagga tattgacgaa 5460 
ggcacctgct acaacaccct ggggaactac 5520 
gtcaatggtg gcaacaactg catggatatg 5580 
ggcacatgtc aaaatgagct ggccttcaac 5640 
aacattggcc aggcctggaa tagaccctgt 5700 
taccagatcc tgtgtggaaa tcaggccccg 5760 
ccccttgaca ttgatgagtg tggggagatc 5820 
aaccagatcg ggagtttccg ctgcgagtgc 5880 
ctggcttgtg aagatgtcga tgagtgtggc 5940 
gactgcatca acatccccgg tagctaccgc 6000 
ccaggcgggg cttgtgtggg acggaatgag 6060 
ggtgactgca tggacacaga aggcagctac 6120 
tctgcagacc agaccctgtg catggacatt 6180 
gggacctgca agaacatcat tggctcctac 6240 
acacacaatg gggattgtgt ggattttgat 6300 
cgatttggcc attgcctcaa cacagctggt 6360 
gagctcacag ctgatgggaa gaactgtgtg 6420 
acctgcctac ccggcacttg ccagaacctc 6480 
ggcttccagg tgcagagtga ccactgcatt 6540 
ctctgcctct ttggcacctg taccaacagc 6600 
ggctttgtcc tctctgacaa tgggcaccgt 6660 
acccgttttg aggctgggaa gtgctcggtg 6720 
tgctgctgca gtaagaggcc tggggagggc 6780 
gagggcagcg ctgcctttca ggagctctgc 6840 
gatgactccc gagaagacgt gaatgagtgt 6900 
gtctgtgtca acaccgatgg atccttccgc 6960 
ttcactggca tcaactgtgt ggacacagac 7020 
gggacatgca ccaatgtcat cggaggcttc 7080 
ggcctcatga tgacctgcga ggagatcgac 7140 
ttccgctgcc acaataccga gggctcctac 7200 
cgggaggatg gggccatgtg tgaagatgtg 7260 
cacgcccggg gcatggagtg caagaacctc 7320 
ggcatgcggc ccctgcctgg ctctggggag 7380 
cagcctgacc tctgtgtcaa cggccgctgt 7440 
tgtgatgagg gattccagcc cagccccacc 7500 
ccctgctttg ccgaggtgct gcagaccatg 7560 
gtcaccaggg ccgagtgctg ctgtgggggt 7620 
tgtcccctgc ccggcacctc tgcctacagg 7680 
gctgagggcc gagatgtaga tgaatgccgt 7740 
tgcatcaaca gccttggctc cttccgctgc 7800 
actgctacta cctgcctgga tatggatgag 7860 
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tgcagccagg tccccaagcc atgtaccttc 
tgcagctgtc cccgaggcta cctgctggag 
gaatgcacct cccggcagca caactgtcag 
acctgccgct gtccgcccgg cttcacccag 
tgctcagccc agcctggccc atgtggtgcc 
ttccgctgtg aatgccacca aggcttcacc 
gtgaatgaat gtgatgggcc ccaccgctgc 
taccgctgca gctgccccca gggtttcacc 
gagaatgagt gtgccctgtc gccccccacc 
ggtggcttcc gctgcgtctg cccctctggc 
caggaggtgg atgagtgcgc cggacggcgt 
cctggtggct tcctgtgcgg ctgtcctcaa 
gtctccggcc tgggcttcag ccccggaccc 
tcgtctgaag cctgctacga atgcaagatc 
cgcagtgccc acagggacca ccaggtgaac 
accttgggcc tgaacctctc acacctgggc 
gccctggagg gtctagaggg ccggatccgc 
ttctttcgca tgcatcacct ccgtggcgtc 
gggcctggaa cctaccggct ggaggtggtg 
caagaggggc agccagggcc atggggccag 
gctttagttg ggaggagcct cagtgggccc 
tgggaaggac tgatccccag aagcgatggc 
agtgaaatgc tacacgacaa cctcaggcaa 
ccccgggggc cccccagtta ctcagtcttt 
atccccctgc ccccacagcc aaggtcagga 
tctcaggctt tcacttctgt actgcactgt 
caggacatgg caatgggcaa ctggggtggg 
gtacaggggg cccagactcc acagtgactt 
tttatatcaa aagtggagac gataataaag 
gcaagttctt gaagtaagta gatgctgccc 
gggaagcaga aggccttatg ggctccccag 
acgtactaca taccagacac cattcgattt 
ctctgttgcc taggttggag tgcagtggcg 
cgggctcgag caatcctccc acctcagcct 
ccaccacacc cagctaattt ttttaaattt 
cccggccaac atgacgaaac cccatctcta 



ctctgcaaaa acacgaaggg cagtttcctg 7920 
gaggatggca ggacctgcaa agacctggac 7980 
ttcctctgtg tcaacactgt gggcgccttc 8040 
caccaccagg cctgcttcga caatgatgag 8100 
cacgggcact gccacaacac cccgggcagc 8160 
ctggtcagct caggccatgg ctgtgaagat 8220 
cagcatggct gtcagaacca gctagggggc 8280 
cagcactccc agtgggccca gtgtgtggat 8340 
tgcgggagcg cctcctgtcg caacactctt 8400 
tttgactttg atcaggccct cgggggctgc 8460 
ggcccctgta gctacagctg tgccaacacg 8520 
ggctacttcc gggctgggca agggcactgt 8580 
caggacaccc cggacaaaga ggagctgctc 8640 
aatggcctct cccctcggga ccggccacga 8700 
ctggccaccc ttgactccga ggccctgctg 8760 
cgggccgagc gcatcctgga gctccggccg 8820 
tacgtcatcg tccgcggaaa cgagcaaggt 8880 
agctccccgc agctggggcg gaggcggccg 8940 
agccacatgg caggaccctg gggtgtccag 9000 
gccttgaggc tgaaggtgca actgtcagtt 9060 
cagctgtcca gagaaggggg attctggaac 9120 
tgaccagatt gaaccccgaa actcaggaag 9180 
gcccggcctc tgcctgggcc tctgtgccag 9240 
cctggagaca gcaagaagct gcaatgtgca 9300 
agaggccctg tggtcaccgt gtctggccaa 9360 
ggcttgccct ggcggggggc agggggttgg 9420 
cacagggctt attcctcgga gtagaagggt 9480 
gccacatttg ccccccattt ggagaatgct 9540 
ttattttggg ttaagtctgc ctgccctttg 9600 
tcggactggg cgaggcagat cttgtgcctg 9660 
aatggtaata atggctcacg cttcctgacc 9720 
tttttttatt ttttctgaga cagggtcttg 9780 
cgatcgtggc tccctgtggt cgccactttc 9840 
ctcccaagta gctgggacca aaggtgcacg 9900 
ctttttcttt ctctttcttt ttgagaccag 9960 
ata 9993 



<210> 6 

<211> 2995 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 
<222> (49) 

<223> Wherein Xaa is any amino acid as defined in the 
specification. 

<220> 

<221> VARIANT 
<222> (98) 

<223> Wherein Xaa is any amino acid as defined in the 
specification. 



<220> 

<221> VARIANT 
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<222> (104) 

<223> Wherein Xaa is any amino acid as defined in the 
specification. 

<220> 

<221> VARIANT 
<222> (106) 

<223> Wherein Xaa is any amino acid as defined in the 
specification. . 

<400> 6 

Met Ser Lys Ser Cys Met Thr Leu Leu Cys Pro Leu Leu Gin Arg Leu 
15 10 15 

Ala Pro Pro Gly Pro Thr Trp Pro Ser Leu Pro Ser Leu Pro Leu Pro 
20 25 30 

Thr Pro val Leu Pro Trp Leu Cys Thr Leu Ser Pro Lys Thr Leu Leu 
35 40 45 . 

Xaa His His Thr Ser Ser Arg Lys Pro Pro Leu Thr Val His Arg Phe 
50 55 60 

Pro Val Gly Ala Gly Cys Leu Leu Gly Leu Pro Glu Ala Pro Gly Leu 
65 70 75 80 

Pro His Leu Ala Thr Thr Leu Pro Ser Ser Leu Cys Trp Val Pro His 
85 90 95 

Gly Xaa Gly Gly Gly Leu He Xaa Gly Xaa Leu Cys Phe Leu Ser Ala 
100 105 110 

Ala Ser Arg Gly His Ala Met Thr Leu Glu Gly Leu Tyr Leu Ala Arg 
115 120 125 

Gly Pro Leu Ala Arg Leu Leu Leu Ala Trp Ser Ala Leu Leu Cys Met 
130 135 140 

Ala Gly Gly Gin Gly Arg Trp Asp Gly Ala Leu Glu Ala Ala Gly Pro 
145 150 155 160 

Gly Arg Val Arg Arg Arg Gly Ser Pro Gly He Leu Gin Gly Pro Asn 
165 170 175 

Val Cys Gly Ser Arg Phe His Ala Tyr Cys Cys Pro Gly Trp Arg Thr 
180 185 190 

Phe Pro Gly Arg Ser Gin Cys Val Val Pro He Cys Arg Arg Ala Cys 
195 . 200 205 

Gly Glu Gly Phe Cys Ser Gin Pro Asn Leu Cys Thr Cys Ala Asp Gly 
210 215 220 

Thr Leu Ala Pro Ser Cys Gly Val Ser Arg Gly Ser Gly Cys Ser Val 
225 230 235 240 

Ser Cys Met Asn Gly Gly Thr Cys Arg Gly Ala Ser Cys Leu Cys Gin 
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245 250 255 

Lys Gly Tyr Thr Gly Thr Val Cys Gly Gin Pro lie Cys Asp Arg Gly 
260 265 270 

Cys His Asn Gly Gly Arg Cys He Gly Pro Asn Arg Cys Ala Cys Val 
275 280 285 

Tyr Gly Phe Met Gly Pro Gin Cys Glu Arg Asp Tyr Arg Thr Gly Pro 
290 295 300 

Cys Phe Gly Gin Val Gly Pro Glu Gly Cys Gin His Gin Leu Thr Gly 
305 310 315 320 

Leu Val Cys Thr Lys Ala Leu Cys Cys Ala Thr Val Gly Arg Ala Trp 
325 330 335 

Gly Lau Pro Cys Glu Leu Cys Pro Ala Gin Pro His Pro Cys Arg Arg 
340 345 

Gly Phe He Pro Asn He His Thr Gly Ala Cys Gin Asp Val Asp Glu 
355 360 365 

Cys Gin Ala Val Pro Gly Leu Cys Gin Gly Gly Ser Cys Val Asn Met 
370 375 380 

Val Gly Ser Phe His Cys Arg Cys Pro Val Gly His Arg Leu Ser Asp 
385 390 395 400 

Ser Ser Ala Ala Cys Glu Asp Tyr Asp Glu Cys Ser Thr He Pro Gly 
405 410 415 

He Cys Glu Gly Gly Glu Cys Thr Asn Thr Val Ser Ser Tyr Phe Cys 
420 425 430 

Lys Cys Pro Pro Gly Phe Tyr Thr Ser Pro Asp Gly Thr Leu His Gly 
435 440 445 

Gin Ser Arg Ala Gly Ala Cys Phe Ser Val Leu Phe Gly Gly Arg Cys 
450 455 460 

Ala Gly Asp Leu Ala Gly His Tyr Thr Arg Arg Gin Cys Cys Cys Asp 

470 475 480 

Arg Gly Arg Cys Trp Ala Ala Gly Pro Val Pro Glu Leu Cys Pro Pro 
485 490 495 

Arg Gly Ser Asn Glu Phe Gin Gin Leu Cys Ala Gin Arg Leu Pro Leu 
500 505 510 

Leu Pro Gly His Pro Gly Leu Phe Pro Gly Leu Leu Gly Phe Gly Ser 
515 520 525 

Asn Gly Met Gly Pro Pro Leu Gly Pro Ala Arg Leu Asn Pro His Gly 
530 535 540 

Ser Asp Ala Arg Gly He Pro Ser Leu Gly Pro Gly Asn Ser Asn He 
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545 



550 



555 



560 



Gly Thr Ala Thr Leu Asn Gin Thr He Asp He Cys Arg His Phe Thr 
565 570 



575 



Asn Leu Cys Leu Asn Gly Arg Cys Leu Pro Thr Pro Ser Ser Tyr Aro 
580 585 



590 



Cys Glu Cys Asn Val Gly Tyr Thr Gin Asp Val Arg Gly Glu Cys He 
595 600 605 

Asp Val Asp Glu Cys Thr Ser Ser Pro Cys His His Gly Asp Cys Val 



615 



620 



Asn He Pro Gly Thr Tyr His Cys Arg Cys Tyr Pro Gly Phe Gin Ala 



630 



635 



640 



Thr Pro Thr Arg Gin Ala Cys Val Asp vai Asp Glu Cys He Val Ser 
645 650 655 

Gly Gly Leu Cys His Leu Gly Arg Cys Val Asn Thr Glu Gly Ser Phe 

665 670 

Gin Cys Val Cys Asn Ala Gly Phe Glu Leu Ser Pro Asp Gly Lys Asn 

680 685 

Cys Val Asp His Asn Glu Cys Ala Thr Ser Thr Met Cys Val Asn Gly 

695 700 

Val Cys Leu Asn Glu Asp Gly Ser Phe Ser Cys Leu Cys Lys Pro Gly 



710 



715 



720 



Phe Leu Leu Ala Pro Gly Gly His Tyr Cys Met Asp He Asp Glu Cys 
725 730 

Gin Thr Pro Gly He Cys Val Asn Gly His Cys Thr Asn Thr Glu Gly 
740 745 



750 



Ser Phe Arg Cys Gin Cys Leu Gly Gly Leu Ala Val Gly Thr Asp Gly 
755 760 765 

111 ^^"^ Thr Cys Tyr Gly Ala He 



775 780 
Glu Lys Gly Ser Cys Ala Arg Pro Phe Pro Gly Thr Val Thr Lys Ser 



790 



795 



800 



Glu Cys Cys Cys Ala Asn Pro Asp His Gly Phe Gly Glu Pro Cys Gin 
805 810 815 

Leu Cys Pro Ala Lys Asp Ser Ala Glu Phe Gin Ala Leu Cys Ser Ser 
820 825 830 

Gly Leu Gly He Thr Thr Asp Gly Arg Asp He Asn Glu Cys Ala Leu 
835 840 845 

Asp Pro Glu Val Cys Ala Asn Gly Val Cys Glu Asn Leu Arg Gly Ser 
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850 855 860 

Tyx Arg Cys Val Cys Asn Leu Gly Tyr Glu Ala Gly Ala Ser Gly Lys 
865 870 875 880 

Asp Cys Thr Asp Val Asp Glu Cys Ala Leu Asn Ser Leu Leu Cys Asp 
885 890 895 

Asn Gly Trp Cys Gin Asn Ser Pro Gly Ser Tyr Ser Cys Ser Cys Pro 
900 905 910 

Pro Gly Phe His Phe Trp Gin Asp Thr Glu lie Cys Lys Asp Val Asp 
915 920 925 

Glu Cys Leu Ser Ser Pro Cys Val Ser Gly Val Cys Arg Asn Leu Ala 
930 935 940 

Gly Ser Tyr Thr Cys Lys Cys Gly Pro Gly Ser Arg Leu Asp Pro Ser 
945 950 955 960 

Gly Thr Phe Cys Leu Asp Ser Thr Lys Gly Thr Cys Trp Leu Lys lie 
965 970 975 

Gin Glu Ser Arg Cys Glu Val Asn Leu Gin Gly Ala Ser Leu Arg Ser 
980 985 990 

Glu Cys Cys Ala Thr Leu Gly Ala Ala Trp Gly Ser Pro Cys Glu Arg 
995 1000 1005 

Cys Glu lie Asp Pro Ala Cys Ala Arg Gly Phe Ala Arg Met Thr Gly 
1010 1015 1020 

Val Thr Cys Asp Asp Val Asn Glu Cys Glu Ser Phe Pro Gly Val Cys 
1025 1030 1035 1040 

Pro Asn Gly Arg Cys Val Asn Thr Ala Gly Ser Phe Arg Cys Glu Cys 
1045 1050 1055 

Pro Glu Gly Leu Met Leu Asp Ala Ser Gly Arg Leu Cys Val Asp Val 
1060 1065 1070 

Arg Leu Glu Pro Cys Phe Leu Arg Trp Asp Glu Asp Glu Cys Gly Val 
1075 1080 1085 

Thr Leu Pro Gly Lys Tyr Arg Met Asp Val Cys Cys Cys Ser lie Gly 
1090 1095 1100 

Ala Val Trp Gly Val Glu Cys Glu Ala Cys Pro Asp Pro Glu Ser Leu 
1105 1110 1115 1120 

Glu Phe Ala Ser Leu Cys Pro Arg Gly Leu Gly Phe Ala Ser Arg Asp 
1125 1130 1135 

Phe Leu Ser Gly Arg Pro Phe Tyr Lys Asp Val Asn Glu Cys Lys Val 
1140 1145 1150 

Phe Pro Gly Leu Cys Thr His Gly Thr Cys Arg Asn Thr Val Gly Ser 
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1155 1160 1165 

Phe His Cys Ala Cys Ala Gly Gly Phe Ala Leu Asp Ala Gin Glu Arg 
1170 1175 1180 

Asn Cys Thr Asp He Asp Glu Cys Arg He Ser Pro Asp Leu Cys Gly 
1185 1190 1195 1200 

Gin Gly Thr Cys Val Asn Thr Pro Gly Ser Phe Glu Cys Glu Cys Phe 
1205 1210 1215 

Pro Gly Tyr Glu Ser Gly Phe Met Leu Met Lys Asn Cys Met Asp Val 
1220 1225 1230 

Asp Glu Cys Ala Arg Asp Pro Leu Leu Cys Arg Gly Gly Thr Cys Thr 
1235 1240 1245 

Asn Thr Asp Gly Ser Tyr Lys Cys Gin Cys Pro Pro Gly His Glu Leu 
1250 1255 1260 

Thr Ala Lys Gly Thr Ala Cys Glu Asp He Asp Glu Cys Ser Leu Ser 
1265 1270 1275 1280 

Asp Gly Leu Cys Pro His Gly Gin Cys Val Asn Val He Gly Ala Phe 
1285 1290 1295 

Gin Cys Ser Cys His Ala Gly Phe Gin Ser Thr Pro Asp Arg Gly Ala 
1300 1305 1310 

Thr Ser Ala Ser Cys Pro Thr Glu Gly His Val Gin Val Val Leu Gly 
1315 1320 1325 

Pro Gly Glu Gin Met Cys Thr Gly Trp Ser He Arg Ala Lys Leu Ser 
1330 1335 1340 

Thr Val Pro Asn Pro Ala Pro Pro Asp Val Asp Glu Cys Glu Glu Asn 
1345 1350 1355 1360 

Pro Arg Val Cys Asp Gin Gly His Cys Thr Asn Met Pro Gly Gly His 
1365 1370 1375 

Arg Cys Leu Cys Tyr Asp Gly Phe Met Ala Thr Pro Asp Met Arg Thr 
1380 1385 1390 

Cys Val Asp Val Asp Glu Cys Asp Leu Asn Pro His He Cys Leu His 
1395 1400 1405 

Gly Asp Cys Glu Asn Thr Lys Gly Ser Phe Val Cys His Cys Gin Leu 
1410 1415 1420 

Gly Tyr Met Val Arg Lys Gly Ala Thr Gly Cys Ser Asp Val Asp Glu 
1425 1430 1435 1440 

Cys Glu Val Gly Gly His Asn Cys Asp Ser His Ala Ser Cys Leu Asn 
1445 1450 1455 

He Pro Gly Ser Phe Ser Cys Arg Cys Leu Pro Gly Trp Val Gly Asp 
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1460 1465 1470 

Gly Phe Glu Cys His Asp Leu Asp Glu Cys Val Ser Gin Glu His Arg 
1475 1480 1485 

Cys Ser Pro Arg Gly Asp Cys Leu Asn Val Pro Gly Ser Tyr Arg Cys 
1490 1495 1500 

Thr Cys Arg Gin Gly Phe Ala Gly Asp Gly Phe Phe Cys Glu Asp Arg 
1505 1510 1515 1520 

Asp Glu Cys Ala Glu Asn Val Asp Leu Cys Asp Asn Gly Gin Cys Leu 
1525 1530 1535 

Asn Ala Pro Gly Gly Tyr Arg Cys Glu Cys Glu Met Gly Phe Asp Pro 
1540 1545 1550 

Thr Glu Asp His Arg Ala Cys Gin Asp Val Asp Glu Cys Ala Gin Glu 
1555 1560 1565 

Asn Leu Cys Ala Phe Gly Ser Cys Glu Asn Leu Pro Gly Met Phe Arg 
1570 1575 1580 

Cys He Cys Asn Gly Gly Tyr Glu Leu Asp Arg Gly Gly Gly Asn Cys 
1585 1590 1595 1600 

Thr Asp He Asn Glu Cys Ala Asp Pro Val Asn Cys He Asn Gly Val 
1605 1610 1615 

Cys He Asn Thr Pro Gly Ser Tyr Leu Cys Ser Cys Pro Gin Asp Phe 
1620 1625 1630 

Glu Leu Asn Pro Ser Gly Val Gly Cys Val Asp Thr Arg Ala Gly Asn 
1635 1640 1645 

Cys Phe Leu Glu Thr His Asp Arg Gly Asp Ser Gly He Ser Cys Ser 
1650 1655 1660 

Ala Glu He Gly Val Gly Val Thr Arg Ala Ser Cys Cys Cys Ser Leu 
1665 1670 1675 1680 

Gly Arg Ala Trp Gly Asn Pro Cys Glu Leu Cys Pro Met Ala Asn Thr 
1685 1690 1695 

Thr Glu Tyr Arg Thr Leu Cys Pro Gly Gly Glu Gly Phe Gin Pro Asn 
1700 1705 1710 

Arg He Thr Val He Leu Glu Asp He Asp Glu Cys Gin Glu Leu Pro 
1715 1720 1725 

Gly Leu Cys Gin Gly Gly Asp Cys Val Asn Thr Phe Gly Ser Phe Gin 
1730 1735 1740 

Cys Glu Cys Pro Pro Gly Tyr His Leu Ser Glu His Thr Arg He Cys 
1745 1750 1755 1760 

Glu Asp He Asp Glu Cys Ser Thr His Ser Gly He Cys Gly Pro Gly 
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1765 1770 1775 

Thr Cys Tyr Asn Thr Leu Gly Asn Tyr Thr Cys Val Cys Pro Ala Glu 
1780 1785 1790 

Tyr Leu Gin Val Asn Gly Gly Asn Asn Cys Met Asp Met Arg Lys Ser 
1795 1800 1805 

Val Cys Phe Arg His Tyr Asn Gly Thr Cys Gin Asn Glu Leu Ala Phe 
1810 1815 1820 

Asn Val Thr Arg Lys Met Cys Cys Cys Ser Tyr Asn He Gly Gin Ala 
1825 1830 1835 1840 

Trp Asn Arg Pro Cys Glu Ala Cys Pro Thr Pro He Ser Pro Asp Tyr 
1845 1850 1855 

Gin He Leu Cys Giy Asn Gin Ala Pro Gly Phe Leu Thr Asp He His 
I860 1865 1870 

Thr Gly Lys Pro Leu Asp He Asp Glu Cys Gly Glu He Pro Ala He 
1875 1880 1885 

Cys Ala Asn Gly He Cys He Asn Gin He Gly Ser Phe Arg Cys Glu 
1890 1895 1900 

Cys Pro Ala Gly Phe Asn Tyr Asn Ser He Leu Leu Ala Cys Glu Asp 
1905 1910 1915 1920 

Val Asp Glu Cys Gly Ser Arg Glu Ser Pro Cys Gin Gin Asn Ala Asp 
1925 1930 1935 

Cys He Asn He Pro Gly Ser Tyr Arg Cys Lys Cys Thr Arg Gly Tyr 
1940 1945 1950 

Lys Leu Ser Pro Gly Gly Ala Cys Val Gly Arg Asn Glu Cys Arg Glu 
1955 I960 1965 

He Pro Asn Val Cys Ser His Gly Asp Cys Met Asp Thr Glu Gly Ser 
1970 1975 1980 

Tyr Met Cys Leu Cys His Arg Gly Phe Gin Ala Ser Ala Asp Gin Thr 
1985 1990 1995 2000 

Leu Cys Met Asp He Asp Glu Cys Asp Arg Gin Pro Cys Gly Asn Gly 
2005 2010 2015 

Thr Cys Lys Asn He He Gly Ser Tyr Asn Cys Leu Cys Phe Pro Gly 
2020 2025 2030 

Phe Val Val Thr His Asn Gly Asp Cys Val Asp Phe Asp Glu Cys Thr 
2035 2040 2045 

Thr Leu Val Gly Gin Val Cys Arg Phe Gly His Cys Leu Asn Thr Ala 
2050 2055 2060 

Gly Ser Phe His Cys Leu Cys Gin Asp Gly Phe Glu Leu Thr Ala Asp 
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2065 2070 2075 2080 

Gly Lys Asn Cys Val Asp Thr Asn Glu Cys Leu Ser Leu Ala Gly Thr 
2085 2090 2095 

Cys Leu Pro Gly Thr Cys Gin Asn Leu Glu Gly Ser Phe Arg Cys lie 
2100 2105 2110 

Cys Pro Pro Gly Phe Gin Val Gin Ser Asp His Cys lie Asp He Asp 
2115 2120 2125 

Glu Cys Ser Glu Glu Pro Asn Leu Cys Leu Phe Gly Thr Cys Thr Asn 
2130 2135 2140 

Ser Pro Gly Ser Phe Gin Cys Leu Cys Pro Pro Gly Phe Val Leu Ser 
2145 2150 2155 2160 

Asp Asn Gly His Arg Cys Phe Asp Thr Arg Gin Ser Phe Cys Phe Thr 
2165 2170 2175 

Arg Phe Glu Ala Gly Lys Cys Ser Val Pro Lys Ala Phe Asn Thr Thr 
2180 2185 2190 

Lys Thr Arg Cys Cys Cys Ser Lys Arg Pro Gly Glu Gly Trp Gly Asp 
2195 2200 2205 

Pro Cys Glu Leu Cys Pro Gin Glu Gly Ser Ala Ala Phe Gin Glu Leu 
2210 2215 2220 

Cys Pro Phe Gly His Gly Ala Val Pro Gly Pro Asp Asp Ser Arg Glu 
2225 2230 2235 2240 

Asp Val Asn Glu Cys Ala Glu Asn Pro Gly Val Cys Thr Asn Gly Val 
2245 2250 2255 

Cys Val Asn Thr Asp Gly Ser Phe Arg Cys Glu Cys Pro Phe Gly Tyr 
2260 2265 2270 

Ser Leu Asp Phe Thr Gly lie Asn Cys Val Asp Thr Asp Glu Cys Ser 
2275 2280 2285 

Val Gly His Pro Cys Gly Gin Gly Thr Cys Thr Asn Val He Gly Gly 
2290 2295 2300 

Phe Glu Cys Ala Cys Ala Asp Gly Phe Glu Pro Gly Leu Met Met Thr 
2305 2310 2315 2320 

Cys Glu Glu He Asp Glu Cys Ser Leu Asn Pro Leu Leu Cys Ala Phe 
2325 2330 2335 

Arg Cys His Asn Thr Glu Gly Ser Tyr Leu Cys Thr Cys Pro Ala Gly 
2340 2345 2350 

Tyr Thr Leu Arg Glu Asp Gly Ala Met Cys Glu Asp Val Asp Glu Cys 
2355 2360 2365 

Ala Asp Gly Gin Gin Asp Cys His Ala Arg Gly Met Glu Cys Lys Asn 
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2370 



2375 



2380 



Leu lie Gly Thr Phe Ala Cys Val Cys Pro Pro Gly Met Arg Pro Leu 
2385 2390 2395 2400 

Pro Gly Ser Gly Glu Gly Cys Thr Asp Asp Asn Glu Cys His Ala Gin 
2405 2410 2415 

Pro Asp Leu Cys Val Asn Gly Arg Cys Val Asn Thr Ala Gly Ser Phe 
2420 2425 2430 

Arg Cys Asp Cys Asp Glu Gly Phe Gin Pro Ser Pro Thr Leu Thr Glu 
2435 2440 2445 

Cys His Asp lie Arg Gin Gly Pro Cys Phe Ala Glu Val Leu Gin Thr 
2450 2455 2460 

Met Cys Arg Ser Leu Ser Ser Ser Ser Glu Ala Val Thr Arg Ala Glu 
2465 2470 2475 2480 

Cys Cys Cys Gly Gly Gly Arg Gly Trp Gly Pro Arg Cys Glu Leu Cys 
2485 2490 2495 

Pro Leu Pro Gly Thr Ser Ala Tyr Arg Lys Leu Cys Pro His Gly Ser 
2500 2505 2510 

Gly Tyr Thr Ala Glu Gly Arg Asp Val Asp Glu Cys Arg Met Leu Ala 
2515 2520 2525 

His Leu Cys Ala His Gly Glu Cys lie Asn Ser Leu Gly Ser Phe Arg 
2530 2535 2540 

Cys His Cys Gin Ala Gly Tyr Thr Pro Asp Ala Thr Ala Thr Thr Cys 
2545 2550 2555 2560 

Leu Asp Met Asp Glu Cys Ser Gin Val Pro Lys Pro Cys Thr Phe Leu 
2565 2570 2575 

Cys Lys Asn Thr Lys Gly Ser Phe Leu Cys Ser Cys Pro Arg Gly Tyr 
2580 2585 2590 

Leu Leu Glu Glu Asp Gly Arg Thr Cys Lys Asp Leu Asp Glu Cys Thr 
2595 2600 2605 

Ser Arg Gin His Asn Cys Gin Phe Leu Cys Val Asn Thr Val Gly Ala 
2610 2615 2620 

Phe Thr Cys Arg Cys Pro Pro Gly Phe Thr Gin His His Gin Ala Cys 
2625 2630 2635 2640 

Phe Asp Asn Asp Glu Cys Ser Ala Gin Pro Gly Pro Cys Gly Ala His 
2645 2650 2655 

Gly His Cys His Asn Thr Pro Gly Ser Phe Arg Cys Glu Cys His Gin 
2660 2665 2670 

Gly Phe Thr Leu Val Ser Ser Gly His Gly Cys Glu Asp Val Asn Glu 
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2675 2680 2685 

Cys Asp Gly Pro His Arg Cys Gin His Gly Cys Gin Asn Gin Leu Gly 
2690 2695 2700 

Gly Tyr Arg Cys Ser Cys Pro Gin Gly Phe Thr Gin His Ser Gin Trp 
2705 2710 2715 2720 

Ala Gin Cys Val Asp Glu Asn Glu Cys Ala Leu Ser Pro Pro Thr Cys 
2725 2730 2735 

Gly Ser Ala Ser Cys Arg Asn Thr Leu Gly Gly Phe Arg Cys Val Cys 
2740 2745 2750 

Pro Ser Gly Phe Asp Phe Asp Gin Ala Leu Gly Gly Cys Gin Glu Val 
2755 2760 2765 

Asp Glu Cys Ala Gly Arg Arg Gly Pro Cys Ser Tyr Ser Cys Ala Asn 
2770 2775 2780 

Thr Pro Gly Gly Phe Leu Cys Gly Cys Pro Gin Gly Tyr Phe Arg Ala 
2785 2790 2795 2800 

Gly Gin Gly His Cys Val Ser Gly Leu Gly Phe Ser Pro Gly Pro Gin 
2805 2810 2815 

Asp Thr Pro Asp Lys Glu Glu Leu Leu Ser Ser Glu Ala Cys Tyr Glu 
2820 2825 2830 

Cys Lys lie Asn Gly Leu Ser Pro Arg Asp Arg Pro Arg Arg Ser Ala 
2835 2840 2845 

His Arg Asp His Gin Val Asn Leu Ala Thr Leu Asp Ser Glu Ala Leu 
2850 2855 2860 

Leu Thr Leu Gly Leu Asn Leu Ser His Leu Gly Arg Ala Glu Arg lie 
2865 2870 2875 2880 

Leu Glu Leu Arg Pro Ala Leu Glu Gly Leu Glu Gly Arg lie Arg Tyr 
2885 2890 2895 

Val He Val Arg Gly Asn Glu Gin Gly Phe Phe Arg Met His His Leu 
2900 2905 2910 

Arg Gly Val Ser Ser Pro Gin Leu Gly Arg Arg Arg Pro Gly Pro Gly 
2915 2920 2925 

Thr Tyr Arg Leu Glu Val Val Ser His Met Ala Gly Pro Trp Gly Val 
2930 2935 2940 

Gin Gin Glu Gly Gin Pro Gly Pro Trp Gly Gin Ala Leu Arg Leu Lys 
2945 2950 2955 2960 

Val Gin Leu Ser Val Ala Leu Val Gly Arg Ser Leu Ser Gly Pro Gin 
2965 2970 2975 

Leu Ser Arg Glu Gly Gly Phe Trp Asn Trp Glu Gly Leu He Pro Arg 
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2980 



2985 



2990 



Ser Asp Gly 
2995 



<210> 7 

<211> 9894 

<212> DNA 

<213> Homo sapiens 

<400> 7 

cctcccattc ctctcctctc tctcccatct 
tcccccccgg gaccctgctg cccttcccca 
cctcccactc aaagcttttc aagggctctt 
atgacactgc tatgcccact cctgcaacgc 
ctcccctccc ttccacttcc cactcccgtc 
acccttctct aacatcacac ctcctccagg 
gttggggctg gatgcctcct tgggctccca 
accctgccct cctcgttgtg ttgggtcccc 
tgactctgct tcctctccgc agcctccagg 
ttggcaaggg gccccctggc ccggctcctg 
ggtggccaag gccgctggga cggggccttg 
cggggcagcc caggcatctt gcaggggccg 
tgctgtccag gctggaggac attccctggc 
cgcgcctgcg gtgaaggctt ctgctcccag 
ctggctccca gctgcggggt gagccgaggg 
ggcacctgcc ggggggcgtc ctgtctgtgt 
cagcccatct gtgaccgcgg ctgccacaat 
gcctgtgtgt atggcttcat gggacctcaa 
tttggccaag taggccccga ggggtgccag 
gcactttgct gtgccactgt gggccgtgcc 
cagccacacc cctgccgccg cggcttcatc 
gtggatgagt gccaggctgt gccaggcctg 
ggctccttcc attgccgctg tccagttgga 
gaagactacc gggccggcgc ctgcttctca 
ctcgccggcc actacactcg caggcagtgc 
ggcccggtcc ctgagctgtg tcctcctcgg 
cagcggctgc cgctgctacc cggccaccct 
tccaatggca tgggtccccc tcttgggcca 
cgtgggatcc ccagcctggg ccctggcaac 
accattgaca tctgccgaca cttcaccaac 
ccttccagct accgctgcga gtgtaacgtg 
attgatgtag acgaatgcac cagcagcccc 
ggcacctacc actgccggtg ctacccgggc 
gtggatgtgg acgagtgcat tgtcagtggt 
acagagggca gcttccagtg tgtctgcaat 
aactgtgtgg accacaacga gtgtgccacc 
aacgaggatg gcagcttctc ctgcctctgc 
cactactgca tggacattga cgagtgccag 
accaacaccg agggctcctt ccgctgccag 
ggccgcgtgt gcgtggacac ccacgtgcgc 
tcctgtgccc gccccttccc tggcactgtc 
gaccacggtt ttggggagcc ctgccagctt 
gcactgtgca gcagtgggct tggcattacc 
ctggatcctg aggtttgtgc caatggcgtg 
gtctgcaacc tgggttatga ggcaggtgcc 



ggacagcccc cagccttctg acaccctgtt 60 
caccacctaa catgcatttc tgaccttgct 120 
cattgtcctt gacgaatgag caaaagctgc 180 
ctggccccac ctggccccac ctggccctct 240 
ttgccttggc tgtgcaccct cagccccaag 300 
aagcctcctc tgactgttca ccgcttcccg 360 
gaggccccgg ggctgcccca tttggcaacc 420 
catggctagg gtggggggct catctagggc 480 
ggacacgcca tgactctgga gggtctgtat 540 
ctggcctggt cggccctgtt gtgcatggca 600 
gaggctgcag gtcctggacg tgtgcggagg 660 
aatgtgtgcg gctcccggtt ccatgcctac 720 
aggagccagt gtgtcgtacc catctgtagg 780 
cccaacctgt gcacctgtgc ggatgggacg 840 
tcagggtgca gtgtgagctg tatgaatggg 900 
cagaagggct acacaggcac cgtgtgtggg 960 
gggggtcgct gcattgggcc caaccgctgc 1020 
tgtgagagag attaccggac gggatcctgc 1080 
catcagctga cgggcctcgt gtgcaccaag 1140 
tggggccttc catgtgaact ttgccctgca 1200 
cccaatatcc acacgggggc ctgccaagat 1260 
tgccagggag gcagctgcgt caacatggtg 1320 
caccggctca gtgacagcag cgccgcatgt 1380 
gtgcttttcg ggggccgctg tgctggagac 1440 
tgctgtgaca ggggcaggtg ctgggcagct 1500 
ggctccaatg aattccagca actgtgcgcc 1560 
ggcctcttcc ctggcctcct gggcttcgga 1620 
gcgcgactca acccccatgg ctctgatgcg 1680 
tctaatattg gcactgctac cctgaaccag 1740 
ctgtgtctga atggccgctg cctgcccacg 1800 
ggctacaccc aggacgtgcg cggcgagtgc 1860 
tgccaccacg gtgactgcgt caacatcccc 1920 
ttccaggcca cgcccaccag gcaggcatgc 1980 
ggcctttgtc acctgggccg ctgtgtcaac 2040 
gcaggcttcg agctcagccc tgacggcaag 2100 
agcaccatgt gcgtcaacgg cgtgtgtctc 2160 
aaacccggct tcctgctggc gcctggcggc 2220 
acgcccggca tctgcgtgaa cggccactgt 2280 
tgcctggggg ggctggcggt aggcacggat 2340 
agcacctgct atggggccat cgagaagggc 2400 
accaagtcgg agtgctgctg tgccaatccg 2460 
tgtcctgcca aaaactccgc tgagttccag 2520 
acggatggtc gagacatcaa cgagtgtgct 2580 
tgcgagaacc ttcggggcag ctaccgctgt 2640 
tcaggcaagg actgcacaga cgtggatgag 2700 
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tgtgccctca acagcctcct gtgtgacaac 
agctgctcct gcccccccgg cttccacttc 
gacgaatgcc tgtccagccc gtgtgtgagt 
acctgcaaat gtggccctgg cagccggctg 
accaagggca cctgctggct gaagatccag 
gccagcctgc ggtctgagtg ctgtgccacc 
cgctgcgaga tcgaccctgc ctgtgcccgg 
gatgatgtga acgagtgtga gtccttcccg 
actgctgggt ctttccgctg tgagtgtcca 
ctgtgcgtgg atgtgagatt ggaaccatgt 
gtcaccctgc ctggcaagta ccggatggac 
ggagtcgagt gcgaggcctg cccggatccc 
cgggggctgg gcttcgccag ccgggacttc 
aatgaatgca aggtgttccc tggcctctgc 
agcttccact gcgcctgtgc ggggggcttc 
gatatcgacg agtgtcgcat ctctcctgac 
ccgggcagct ttgagtgcga gtgttttccc 
aactgcatgg acgtggacga gtgtgcaagg 
accaacacgg atgggagcta caagtgccag 
ggcactgcct gtgaggacat cgatgagtgc 
cagtgtgtca atgtcatcgg tgccttccag 
cctgaccgcc agggctgcgt ggacatcaac 
gtgcaccgta ttaacactga gggcagctac 
atgcccgacg gaagggcatg tgcagacgtg 
gaccaaggcc actgcaccaa catgccaggg 
atggccacgc cagacatgag gacatgtgtt 
atctgcctcc atggggactg cgagaacacg 
ggctacatgg tcaggaaggg ggccacaggc 
ggacacaact gtgacagtca cgcctcctgt 
tgcctgccag gctgggtggg ggatggcttc 
caggagcacc ggtgcagccc aagaggtgac 
acctgccgcc agggctttgc cggggatggc 
gagaacgtgg acctctgtga caacgggcag 
gaatgtgaga tgggctttga ccccaccgag 
tgtgcgcaag agaacctctg tgcatttggg 
tgcatctgca atggtggcta cgaactggac 
gagtgtgcag acccagtaaa ctgcatcaac 
ctctgcagct gcccccagga ttttgagctg 
cgggccggga actgtttcct ggagacgcat 
gccgagatcg gagttggtgt cacccgagct 
ggcaatccct gtgagctgtg ccctatggcc 
ggtggtgagg gcttccagcc taaccgcatc 
caagagctgc cagggctgtg tcaggggggt 
tgtgagtgcc cacctggcta ccacctcagt 
gaatgctcca cacactccgg catctgtggc 
tacacctgtg tctgccctgc agagtacctc 
atgaggaaga gtgtctgctt ccggcactat 
aacgtgaccc ggaaaatgtg ttgctgctcc 
tgtgaggcct gccccactcc catcagtcct 
ccgggattcc tcactgacat ccacacgggg 
atccccgcca tctgtgccaa tggcatctgc 
tgccccgcag gcttcaacta caacagcatc 
ggcagcaggg agagtccctg ccagcagaat 
cgctgcaagt gcacccgagg gtacaaactg 
gagtgtcggg agatcccgaa tgtctgtagc 
tacatgtgtc tgtgtcaccg tggattccag 
attgacgagt gtgaccggca gccttgtgga 



gggtggtgcc agaatagccc tggcagctac 2760 
tggcaggaca cggagatctg caaagatgtc 2820 
ggcgtttgtc ggaacctggc cggctcctac 2880 
gacccctctg gtaccttctg tctagacagc 2940 
gagagccgct gtgaggtgaa ccttcaggga 3000 
ctcggggcag cctgggggag cccctgcgaa 3060 
ggctttgccc ggatgacggg tgtcacctgc 3120 
ggagtctgtc ccaacgggcg ttgcgtcaac 3180 
gagggcctga tgctggacgc ctcaggccgg 3240 
ttcctgcgat gggatgagga tgagtgtggg 3300 
gtctgctgct gctccatcgg ggccgtgtgg 3360 
gagtctctgg agttcgccag cctgtgcccg 3420 
ctgtctggcc gaccattcta taaagatgtg 3480 
acgcacggta cctgcagaaa cacggtgggc 3540 
gccctggatg cccaggaacg gaactgcaca 3600 
ctctgcggcc agggcacctg tgtcaacacg 3660 
ggctacgaga gtggcttcat gctgatgaag 3720 
gacccgctgc tctgccgggg aggcacttgc 3780 
tgtccccctg ggcatgagct gacggccaag 3840 
tccctgagtg atggcctgtg tccccatggc 3900 
tgctcctgcc atgccggctt ccagagcaca 3960 
gaatgccggg tccagaatgg tgggtgtgac 4020 
cggtgcagct gtgggcaggg ctactcgctg 4080 
gacgagtgtg aagagaaccc ccgcgtttgt 4140 
ggtcaccgct gcctgtgcta tgatggcttc 4200 
gatgtggatg agtgtgacct gaaccctcac 4260 
aagggttcct ttgtctgcca ctgtcagctg 4320 
tgctctgatg tggatgaatg cgaggttgga 4380 
ctcaacatcc cggggagttt cagctgtagg 4440 
gaatgtcacg acctggatga atgcgtctcc 4500 
tgtctcaatg tccctggctc ctaccgctgc 4560 
ttcttctgcg aagacaggga tgaatgtgcc 4620 
tgcctcaatg cgcccggcgg gtaccgctgt 4680 
gaccaccggg cctgccagga tgtggacgag 4740 
agctgtgaga acctgcctgg aatgttccgc 4800 
cgagggggtg gcaactgcac agacatcaac 4860 
ggcgtgtgca ttaacacccc cggcagctac 4920 
aaccccagcg gagtgggctg cgtggacact 4980 
gaccgagggg acagtggcat ttcctgcagt 5040 
tcctgctgtt gctccctggg ccgggcttgg 5100 
aacaccactg agtacagaac cctgtgcccg 5160 
actgtcattc tggaagacat cgacgagtgc 5220 
gactgcgtca acacgtttgg cagtttccag 5280 
gagcacaccc gcatctgtga ggatattgac 5340 
cctggcacct gctacaacac cctggggaac 5400 
caagtcaatg gtggcaacaa ctgcatggat 5460 
aacggcacat gtcaaaatga gctggccttc 5520 
tacaacattg gccaggcctg gaatagaccc 5580 
gactaccaga tcctgtgtgg aaatcaggcc 5640 
aagccccttg acattgatga gtgtggggag 5700 
ataaaccaga tcgggagttt ccgctgcgag 5760 
ctgctggctt gtgaagatgt cgatgagtgt 5820 
gctgactgca tcaacatccc cggtagctac 5880 
tcgccaggcg gggcttgtgt gggacggaat 5940 
catggtgact gcatggacac agaaggcagc 6000 
gcctctgcag accagaccct gtgcatggac 6060 
aatgggacct gcaagaacat cattggctcc 6120 
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tacaactgcc tctgcttccc tggctttgtg 
gatgagtgta ctaccctggt ggggcaggtg 
ggttccttcc actgcctctg ccaggatggc 
gtggacacca atgagtgcct cagccttgca 
ctcgagggct ccttccgctg catctgtccc 
attgatatcg acgagtgctc agaggagccc 
agccctggga gcttccagtg cctctgccca 
cgttgctttg acacacggca gagtttctgc 
gtgcccaaag ctttcaacac caccaagacc 
ggctggggag acccctgcga actgtgtccc 
gctgcctttc aggagctctg cccctttggc 
cgagaagacg tgaatgagtg tgcagagaac 
aacaccgatg gatccttccg ctgtgagtgt 
atcaactgtg aggacacaga cgagtgctct 
accaatgtca tcggaggctt cgaatgtgcc 
atgacctgcg aggacatcga cgaatgctcc 
cacaataccg agggctccta cctgtgcacc 
ggggccatgt gtcgagatgt ggacgagtgt 
ggcatggagt gcaagaacct catcggtacc 
cccctgcctg gctctgggga gggctgcaca 
ctctgtgtca acggccgctg tgtcaacacc 
ggattccagc ccagccccac ccttaccgag 
gccgaggtgc tgcagaccat gtgccggtct 
gccgagtgct gctgtggggg tggccggggc 
cccggcacct ctgcctacag gaagctgtgc 
cgagatgtag atgaatgccg tatgcttgct 
agccttggct ccttccgctg ccactgtcag 
acctgcctgg atatggatga gtgcagccag 
aacacgaagg gcagtttcct gtgcagctgt 
aggacctgca aagacctgga cgaatgcacc 
gtcaacactg tgggcgcctt cacctgccgc 
gcctgcttcg acaatgatga gtgctcagcc 
tgccacaaca ccccgggcag cttccgctgt 
tcaggccatg gctgtgaaga tgtgaatgaa 
tgtcagaacc agctaggggg ctaccgctgc 
cagtgggccc agtgtgtgga tgagaatgag 
gcctcctgtc gcaacactct tggtggcttc 
gatcaggccc tcgggggctg ccaggaggtg 
agctacagct gtgccaacac gcctggtggc 
cgggttgggc aagggcactg tgtctccggc 
ccggacaaag aggagctgct ctcgtctgaa 
tcccctcggg accggccacg acgcagtgcc 
cttgactccg aggccctgct gaccttgggc 
cgcatcctgg agctccggcc ggccctggag 
gtccgcggaa acgagcaagg tttctttcgc 
cagctggggc ggaggcggcc ggggcctgga 
gcaggaccct ggggtgtcca gcaagagggg 
ctgaaggtgc aactgtcagt tgctttagtt 
agagaagggg gattctggaa ctgggaagga 
tgaaccccga aactcaggaa gagtgaaatg 
ctgcctgggc ctctgtgcca gccccggggg 
agcaagaagc tgcaatgtgc aatccccctg 
gtggtcaccg tgtctggcca atctcaggct 
tggcgggggg cagggggttg gcaggacatg 
tattcctcgg agtagaaggg tgtacagggg 
gccccccatt tggagaatgc ttttatatca 
gttaagtctg cctgcccttt ggcaagttct 



gtgacacaca atggggattg tgtggatttt 6180 
tgccgatttg gccattgcct caacacagct 6240 
tttgagctca cagctgatgg gaagaactgt 6300 
ggaacctgcc tacccggcac ttgccagaac 6360 
cctggcttcc aggtgcagag tgaccactgc 6420 
aacctctgcc tctttggcac ctgtaccaac 6480 
cctggctttg tcctctctga caatgggcac 6540 
ttcacccgtt ttgaggctgg gaagtgctcg 6600 
cgctgctgct gcagtaagag gcctggggag 6660 
caggaggact cccctccccc tctccgtcca 6720 
cacggggcag tcccaggccc ggatgactcc 6780 
cctggcgtct gcactaacgg cgtctgtgtc 6840 
ccctttggct acagcctgga cttcactggc 6900 
gtcggccacc cctgtgggca agggacatgc 6960 
tgtgctgacg gctttgagcc tggcctcatg 7020 
ctgaacccgc tgctctgtgc cttccgctgc 7080 
tgtccagccg gctacaccct gcgggaggat 7140 
gcagatggtc agcaggactg ccacgcccgg 7200 
ttcgcgtgcg tctgtccccc aggcatgcgg 7260 
gatgacaatg aatgccacgc tcagcctgac 7320 
gcgggcagct tccggtgcga ctgtgatgag 7380 
tgccacgaca tccggcaggg gccctgcttt 7440 
ctgtccagca gcagtgaggc tgtcaccagg 7500 
tgggggcccc gctgcgagct ctgtcccctg 7560 
ccccatggct caggctacac tgctgagggc 7620 
cacctgtgtg ctcatgggga gtgcatcaac 7680 
gccgggtaca caccggatgc tactgctact 7740 
gtccccaagc catgtacctt cctctgcaaa 7800 
ccccgaggct acctgctgga ggaggatggc 7860 
tcccggcagc acaactgtca gttcctctgt 7920 
tgtccacccg gcttcaccca gcaccaccag 7980 
cagcctggcc catgtggtgc ccacgggcac 8040 
gaatgccacc aaggcttcac cctggtcagc 8100 
tgtgatgggc cccaccgctg ccagcatggc 8160 
agctgccccc aggctttcac ccagcactcc 8220 
tgtgccctgt cgccccccac ctgcgggagc 8280 
cgctgcgtct gcccctccgg ctttgacttt 8340 
gatgagtgcg ccggacggcg tggcccctgt 8400 
ttcctgtgcg gctgtcctca aggctacttc 8460 
ctgggcttca gccccggacc ccaggacacc 8520 
gcctgctacg aatgcaagat caatggcctc 8580 
cacagggacc accaggtgaa cctggccacc 8640 
ctgaacctct cacacctggg ccgggccgag 8700 
ggtctagagg gccggatccg ctacgtcatc 8760 
atgcatcacc tccgtggcgt cagctccctg 8820 
acctaccggc tggaggtggt gagccacatg 8880 
cagccagggc catggggcca ggccttgagg 8940 
gggaggagcc tcagtgggcc ccagctgtcc 9000 
ctgatcccca gaagcgatgg ctgaccagat 9060 
ctacacgaca acctcaggca agcccggcct 9120 
ccccccagtt actcagtctt tcctggagac 9180 
cccccacagc caaggtcagg aagaggccct 9240 
ttcacttctg tactgcactg tggcttgccc 9300 
gcaatgggca actggggtgg gcacagggct 9360 
gcccagactc cacagtgact tgccacattt 9420 
aaagtggaga cgataataaa gttattttgg 9480 
tgaagtaagt agatgctgcc ctcggactgg 9540 
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gcgaggcaga tcttgtgcct ggggaagcag 
aatggctcac gcttcctgac cacgtactac 
tttttctgag acagggtctt gctctgttgc 
ctccctgtgg tcgccacttt ccgggctcga 
agctgggacc aaaggtgcac gccaccacac 
tctctttctt tttgagacca gcccggccaa 



aaggccttat gggctcccca gaatggtaat 9600 
ataccagaca ccattcgatt ttttttttat 9660 
ctaggttgga gtgcagtggc gcgatcgtgg 9720 
gcaatcctcc cacctcagcc tctcccaagt 9780 
ccagctaatt tttttaaatt tctttttctt 9840 
catgacgaaa ccccatctct aata 9894 



<210> 8 
<211> 2844 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Thr Leu Glu Gly Leu Tyr Leu Ala Arg Gly Pro Leu Ala Arg Leu 
15 10 15 

Leu Leu Ala Trp Ser Ala Leu Leu Cys Met Ala Gly Gly Gin Gly Arg 
20 25 30 

Trp Asp Gly Ala Leu Glu Ala Ala Gly Pro Gly Arg Val Arg Arg Arg 
35 40 45 

Gly Ser Pro Gly lie Leu Gin Gly Pro Asn Val Cys Gly Ser Arg Phe 
50 55 60 

His Ala Tyr Cys Cys Pro Gly Trp Arg Thr Phe Pro Gly Arg Ser Gin 
65 70 75 80 

Cys Val Val Pro He Cys Arg Arg Ala Cys Gly Glu Gly Phe Cys Ser 
85 90 95 

Gin Pro Asn Leu Cys Thr Cys Ala Asp Gly Thr Leu Ala Pro Ser Cys 
100 105 110 

Gly Val Ser Arg Gly Ser Gly Cys Ser Val Ser Cys Met Asn Gly Gly 
115 120 125 

Thr Cys Arg Gly Ala Ser Cys Leu Cys Gin Lys Gly Tyr Thr Gly Thr 
130 135 140 

Val Cys Gly Gin Pro He Cys Asp Arg Gly Cys His Asn Gly Gly Arg 
145 150 155 160 

Cys He Gly Pro Asn Arg Cys Ala Cys Val Tyr Gly Phe Met Gly Pro 
165 170 175 

Gin Cys Glu Arg Asp Tyr Arg Thr Gly Ser Cys Phe Gly Gin Val Gly 
180 185 190 

Pro Glu Gly Cys Gin His Gin Leu Thr Gly Leu Val Cys Thr Lys Ala 
195 200 205 

Leu Cys Cys Ala Thr Val Gly Arg Ala Trp Gly Leu Pro Cys Glu Leu 
210 215 220 

Cys Pro Ala Gin Pro His Pro Cys Arg Arg Gly Phe He Pro Asn He 
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225 230 235 240 

His Thr Gly Ala Cys Gin Asp Val Asp Glu Cys Gin Ala Val Pro Gly 
245 250 255 

Leu Cys Gin Gly Gly Ser Cys Val Asn Met Val Gly Ser Phe His Cys 
260 265 270 

Arg Cys Pro Val Gly His Arg Leu Ser Asp Ser Ser Ala Ala Cys Glu 
275 280 285 

Asp Tyr Arg Ala Gly Ala Cys Phe Ser Val Leu Phe Gly Gly Arg Cys 
290 295 300 

Ala Gly Asp Leu Ala Gly His Tyr Thr Arg Arg Gin Cys Cys Cys Asp 
305 310 315 320 

Arg Gly Arg Cys Trp Ala Ala Gly Pro Val Pro Glu Leu Cys Pro Pro 
325 330 335 

Arg Gly Ser Asn Glu Phe Gin Gin Leu Cys Ala Gin Arg Leu Pro Leu 
340 345 350 

Leu Pro Gly His Pro Gly Leu Phe Pro Gly Leu Leu Gly Phe Gly Ser 
355 360 365 

Asn Gly Met Gly Pro Pro Leu Gly Pro Ala Arg Leu Asn Pro His Gly 
370 375 380 

Ser Asp Ala Arg Gly lie Pro Ser Leu Gly Pro Gly Asn Ser Asn lie 
385 390 395 400 

Gly Thr Ala Thr Leu Asn Gin Thr lie Asp lie Cys Arg His Phe Thr 
405 410 415 

Asn Leu Cys Leu Asn Gly Arg Cys Leu Pro Thr Pro Ser Ser Tyr Arg 
420 425 430 

Cys Glu Cys Asn Val Gly Tyr Thr Gin Asp Val Arg Gly Glu Cys lie 
435 440 445 

Asp Val Asp Glu Cys Thr Ser Ser Pro Cys His His Gly Asp Cys Val 
450 455 460 

Asn lie Pro Gly Thr Tyr His Cys Arg Cys Tyr Pro Gly Phe Gin Ala 
465 470 475 480 

Thr Pro Thr Arg Gin Ala Cys Val Asp Val Asp Glu Cys lie Val Ser 
485 490 495 

Gly Gly Leu Cys His Leu Gly Arg Cys Val Asn Thr Glu Gly Ser Phe 
500 505 510 

Gin Cys Val Cys Asn Ala Gly Phe Glu Leu Ser Pro Asp Gly Lys Asn 
515 520 525 

Cys Val Asp His Asn Glu Cys Ala Thr Ser Thr Met Cys Val Asn Gly 
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530 535 540 

Val Cys Leu Asn Glu Asp Gly Ser Phe Ser Cys Leu Cys Lys Pro Gly 
545 550 555 560 

Phe Leu Leu Ala Pro Gly Gly His Tyr Cys Met Asp lie Asp Glu Cys 
565 570 575 

Gin Thr Pro Gly lie Cys Val Asn Gly His Cys Thr Asn Thr Glu Gly 
580 585 590 

Ser Phe Arg Cys Gin Cys Leu Gly Gly Leu Ala Val Gly Thr Asp Gly 
595 600 605 

Arg Val Cys Val Asp Thr His Val Arg Ser Thr Cys Tyr Gly Ala lie 
610 615 620 

Glu Lys Gly Ser Cys Ala Arg Pro Phe Pro Gly Thr Val Thr Lys Ser 
625 630 635 640 

Glu Cys Cys Cys Ala Asn Pro Asp His Gly Phe Gly Glu Pro Cys Gin 
645 650 655 

Leu Cys Pro Ala Lys Asn Ser Ala Glu Phe Gin Ala Leu Cys Ser Ser 
660 665 670 

Gly Leu Gly lie Thr Thr Asp Gly Arg Asp lie Asn Glu Cys Ala Leu 
675 680 685 

Asp Pro Glu Val Cys Ala Asn Gly Val Cys Glu Asn Leu Arg Gly Ser 
690 695 700 

Tyr Arg Cys Val Cys Asn Leu Gly Tyr Glu Ala Gly Ala Ser Gly Lys 
705 710 715 720 

Asp Cys Thr Asp Val Asp Glu Cys Ala Leu Asn Ser Leu Leu Cys Asp 
725 730 735 

Asn Gly Trp Cys Gin Asn Ser Pro Gly Ser Tyr Ser Cys Ser Cys Pro 
740 745 750 

Pro Gly Phe His Phe Trp Gin Asp Thr Glu lie Cys Lys Asp Val Asp 
755 760 765 

Glu Cys Leu Ser Ser Pro Cys Val Ser Gly Val Cys Arg Asn Leu Ala 
770 775 780 . 

Gly Ser Tyr Thr Cys Lys Cys Gly Pro Gly Ser Arg Leu Asp Pro Ser 
785 790 795 800 

Gly Thr Phe Cys Leu Asp Ser Thr Lys Gly Thr Cys Trp Leu Lys He 
805 810 815 

Gin Glu Ser Arg Cys Glu Val Asn Leu Gin Gly Ala Ser Leu Arg Ser 
820 825 830 



Glu Cys Cys Ala Thr Leu Gly Ala Ala Trp Gly Ser Pro Cys Glu Arg 
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835 840 845 

Cys Glu He Asp Pro Ala Cys Ala Arg Gly Phe Ala Arg Met Thr Gly 
850 855 860 

Val Thr Cys Asp Asp Val Asn Glu Cys Glu Ser Phe Pro Gly Val Cys 
865 870 875 880 

Pro Asn Gly Arg Cys Val Asn Thr Ala Gly Ser Phe Arg Cys Glu Cys 
885 890 895 

Pro Glu Gly Leu Met Leu Asp Ala Ser Gly Arg Leu Cys Val Asp Val 
900 905 910 

Arg Leu Glu Pro Cys Phe Leu Arg Trp Asp Glu Asp Glu Cys Gly Val 
915 920 925 

Thr Leu Pro Gly Lys T-yr Arg Met Asp Val Cys Cya Cys Ser He Gly 
930 935 940 

Ala Val Trp Gly Val Glu Cys Glu Ala Cys Pro Asp Pro Glu Ser Leu 
945 950 955 960 

Glu Phe Ala Ser Leu Cys Pro Arg Gly Leu Gly Phe Ala Ser Arg Asp 
965 970 975 

Phe Leu Ser Gly Arg Pro Phe Tyr Lys Asp Val Asn Glu Cys Lys Val 
980 985 990 

Phe Pro Gly Leu Cys Thr His Gly Thr Cys Arg Asn Thr Val Gly Ser 
995 1000 1005 

Phe His Cys Ala Cys Ala Gly Gly Phe Ala Leu Asp Ala Gin Glu Arg 
1010 1015 1020 

Asn Cys Thr Asp He Asp Glu Cys Arg He Ser Pro Asp Leu Cys Gly 
1025 1030 1035 1040 

Gin Gly Thr Cys Val Asn Thr Pro Gly Ser Phe Glu Cys Glu Cys Phe 
1045 1050 1055 

Pro Gly Tyr Glu Ser Gly Phe Met Leu Met Lys Asn Cys Met Asp Val 
1060 1065 1070 

Asp Glu Cys Ala Arg Asp Pro Leu Leu Cys Arg Gly Gly Thr Cys Thr 
1075 1080 1085 

Asn Thr Asp Gly Ser Tyr Lys Cys Gin Cys Pro Pro Gly His Glu Leu 
1090 1095 1100 

Thr Ala Lys Gly Thr Ala Cys Glu Asp He Asp Glu Cys Ser Leu Ser 
1105 1110 1115 1120 

Asp Gly Leu Cys Pro His Gly Gin Cys Val Asn Val He Gly Ala Phe 
1125 1130 1135 

Gin Cys Ser Cys His Ala Gly Phe Gin Ser Thr Pro Asp Arg Gin Gly 
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1140 1145 1150 

Cys Val Asp lie Asn Glu Cys Arg Val Gin Asn Gly Gly Cys Asp Val 
1155 1160 1165 

His Arg lie Asn Thr Glu Gly Ser Tyr Arg Cys Ser Cys Gly Gin Gly 
1170 1175 1180 

Tyr Ser Leu Met Pro Asp Gly Arg Ala Cys Ala Asp Val Asp Glu Cys 
1185 1190 1195 1200 

Glu Glu Asn Pro Arg Val Cys Asp Gin Gly His Cys Thr Asn Met Pro 
1205 1210 1215 

Gly Gly His Arg Cys Leu Cys Tyr Asp Gly Phe Met Ala Thr Pro Asp 
1220 1225 1230 

Met Arg Thr Cys Val Asp Val Asp Glu Cys Asp Leu Asn Pro His He 
1235 1240 1245 

Cys Leu His Gly Asp Cys Glu Asn Thr Lys Gly Ser Phe Val Cys His 
1250 1255 1260 

Cys Gin Leu Gly Tyr Met Val Arg Lys Gly Ala Thr Gly Cys Ser Asp 
1265 1270 1275 1280 

Val Asp Glu Cys Glu Val Gly Gly His Asn Cys Asp Ser His Ala Ser 
1285 1290 1295 

Cys Leu Asn He Pro Gly Ser Phe Ser Cys Arg Cys Leu Pro Gly Trp 
1300 1305 1310 

Val Gly Asp Gly Phe Glu Cys His Asp Leu Asp Glu Cys Val Ser Gin 
1315 1320 1325 

Glu His Arg Cys Ser Pro Arg Gly Asp Cys Leu Asn Val Pro Gly Ser 
1330 1335 1340 

Tyr Arg Cys Thr Cys Arg Gin Gly Phe Ala Gly Asp Gly Phe Phe Cys 
1345 1350 1355 1360 

Glu Asp Arg Asp Glu Cys Ala Glu Asn Val Asp Leu Cys Asp Asn Gly 
1365 1370 1375 

Gin Cys Leu Asn Ala Pro Gly Gly Tyr Arg Cys Glu Cys Glu Met Gly 
1380 1385 1390 

Phe Asp Pro Thr Glu Asp His Arg Ala Cys Gin Asp Val Asp Glu Cys 
1395 1400 1405 

Ala Gin Glu Asn Leu Cys Ala Phe Gly Ser Cys Glu Asn Leu Pro Gly 
1410 1415 1420 

Met Phe Arg Cys He Cys Asn Gly Gly Tyr Glu Leu Asp Arg Gly Gly 
1425 1430 1435 1440 

Gly Asn Cys Thr Asp He Asn Glu Cys Ala Asp Pro Val Asn Cys He 
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1445 1450 1455 

Asn Gly Val Cys lie Asn Thr Pro Gly Ser Tyr Leu Cys Ser Cys Pro 
1460 1465 1470 

Gin Asp Phe Glu Leu Asn Pro Ser Gly Val Gly Cys Val Asp Thr Arg 
1475 1480 1485 

Ala Gly Asn Cys Phe Leu Glu Thr His Asp Arg Gly Asp Ser Gly He 
1490 1495 1500 

Ser Cys Ser Ala Glu He Gly Val Gly Val Thr Arg Ala Ser Cys Cys 
1505 1510 1515 1520 

Cys Ser Leu Gly Arg Ala Trp Gly Asn Pro Cys Glu Leu Cys Pro Met 
1525 1530 1535 

Ala Asn Thr Thr Glu Tyr Arg Thr Leu Cys Pro Gly Gly Glu Gly Phe 
1540 1545 1550 

Gin Pro Asn Arg He Thr Val He Leu Glu Asp He Asp Glu Cys Gin 
1555 1560 1565 

Glu Leu Pro Gly Leu Cys Gin Gly Gly Asp Cys Val Asn Thr Phe Gly 
1570 1575 1580 

Ser Phe Gin Cys Glu Cys Pro Pro Gly Tyr His Leu Ser Glu His Thr 
1585 1590 1595 1600 

Arg He Cys Glu Asp He Asp Glu Cys Ser Thr His Ser Gly He Cys 
1605 1610 1615 

Gly Pro Gly Thr Cys Tyr Asn Thr Leu Gly Asn Tyr Thr Cys Val Cys 
1620 1625 1630 

Pro Ala Glu Tyr Leu Gin Val Asn Gly Gly Asn Asn Cys Met Asp Met 
1635 1640 1645 

Arg Lys Ser Val Cys Phe Arg His Tyr Asn Gly Thr Cys Gin Asn Glu 
1650 1655 1660 

Leu Ala Phe Asn Val Thr Arg Lys Met Cys Cys Cys Ser Tyr Asn He 
1665 1670 1675 1680 

Gly Gin Ala Trp Asn Arg Pro Cys Glu Ala Cys Pro Thr Pro He Ser 
1685 1690 1695 

Pro Asp Tyr Gin He Leu Cys Gly Asn Gin Ala Pro Gly Phe Leu Thr 
1700 1705 1710 

Asp He His Thr Gly Lys Pro Leu Asp He Asp Glu Cys Gly Glu He 
1715 1720 1725 

Pro Ala He Cys Ala Asn Gly He Cys He Asn Gin He Gly Ser Phe 
1730 1735 1740 

Arg Cys Glu Cys Pro Ala Gly Phe Asn Tyr Asn Ser He Leu Leu Ala 
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1745 1750 1755 



1760 



Cys Glu Asp Val Asp Glu Cys Gly Ser Arg Glu Ser Pro Cys Gin Gin 
1765 1770 1775 

Asn Ala Asp Cys He Asn He Pro Gly Ser Tyr Arg Cys Lys Cys Thr 
1780 1785 1790 

Arg Gly Tyr Lys Leu Ser Pro Gly Gly Ala Cys Val Gly Arg Asn Glu 
1795 1800 1805 

Cys Arg Glu He Pro Asn Val Cys Ser His Gly Asp Cys Met Asp Thr 
1810 1815 1820 

Glu Gly Ser Tyr Met Cys Leu Cys His Arg Gly Phe Gin Ala Ser Ala 
1825 1830 1835 1840 

Asp Gin Thr Leu Cys Met Asp He Asp Glu Cys Asp Arg Gin Pro Cys 
1845 1850 1855 

Gly Asn Gly Thr Cys Lys Asn He He Gly Ser Tyr Asn Cys Leu Cys 
I860 1865 1870 

Phe Pro Gly Phe Val Val Thr His Asn Gly Asp Cys Val Asp Phe Asp 
1875 1880 1885 

Glu Cys Thr Thr Leu Val Gly Gin Val Cys Arg Phe Gly His Cys Leu 
1890 1895 1900 

Asn Thr Ala Gly Ser Phe His Cys Leu Cys Gin Asp Gly Phe Glu Leu 
1905 1910 1915 1920 

Thr Ala Asp Gly Lys Asn Cys Val Asp Thr Asn Glu Cys Leu Ser Leu 
1925 1930 1935 

Ala Gly Thr Cys Leu Pro Gly Thr Cys Gin Asn Leu Glu Gly Ser Phe 
1940 1945 1950 

Arg Cys He Cys Pro Pro Gly Phe Gin Val Gin Ser Asp His Cys He 
1955 I960 1965 

Asp He Asp Glu Cys Ser Glu Glu Pro Asn Leu Cys Leu Phe Gly Thr 
1970 1975 1980 

Cys Thr Asn Ser Pro Gly Ser Phe Gin Cys Leu Cys Pro Pro Gly Phe 
1985 1990 1995 2000 

Val Leu Ser Asp Asn Gly His Arg Cys Phe Asp Thr Arg Gin Ser Phe 
2005 2010 2015 

Cys Phe Thr Arg Phe Glu Ala Gly Lys Cys Ser Val Pro Lys Ala Phe 
2020 2025 2030 

Asn Thr Thr Lys Thr Arg Cys Cys Cys Ser Lys Arg Pro Gly Glu Gly 
2035 2040 2045 

Trp Gly Asp Pro Cys Glu Leu Cys Pro Gin Glu Asp Ser Pro Pro Pro 
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2050 2055 2060 

Leu Arg Pro Ala Ala Phe Gin Glu Leu Cys Pro Phe Gly His Gly Ala 
2065 2070 2075 2080 

Val Pro Gly Pro Asp Asp Ser Arg Glu Asp Val Asn Glu Cys Ala Glu 
2085 2090 2095 

Asn Pro Gly Val Cys Thr Asn Gly Val Cys Val Asn Thr Asp Gly Ser 
2100 2105 2110 

Phe Arg Cys Glu Cys Pro Phe Gly Tyr Ser Leu Asp Phe Thr Gly He 
2115 2120 2125 

Asn Cys Glu Asp Thr Asp Glu Cys Ser Val Gly His Pro Cys Gly Gin 
2130 2135 2140 

Gly Thr Cys Thr Asn Val He Gly Gly Phe Glu Cys Ala Cys Ala Asp 
2145 2150 2155 2160 

Gly Phe Glu Pro Gly Leu Met Met Thr Cys Glu Asp He Asp Glu Cys 
2165 2170 2175 

Ser Leu Asn Pro Leu Leu Cys Ala Phe Arg Cys His Asn Thr Glu Gly 
2180 2185 2190 

Ser Tyr Leu Cys Thr Cys Pro Ala Gly Tyr Thr Leu Arg Glu Asp Gly 
2195 2200 2205 

Ala Met Cys Arg Asp Val Asp Glu Cys Ala Asp Gly Gin Gin Asp Cys 
2210 2215 2220 

His Ala Arg Gly Met Glu Cys Lys Asn Leu He Gly Thr Phe Ala Cys 
2225 2230 2235 2240 

Val Cys Pro Pro Gly Met Arg Pro Leu Pro Gly Ser Gly Glu Gly Cys 
2245 2250 2255 

Thr Asp Asp Asn Glu Cys His Ala Gin Pro Asp Leu Cys Val Asn Gly 
2260 2265 2270 

Arg Cys Val Asn Thr Ala Gly Ser Phe Arg Cys Asp Cys Asp Glu Gly 
2275 2280 2285 

Phe Gin Pro Ser Pro Thr Leu Thr Glu Cys His Asp He Arg Gin Gly 
2290 2295 2300 

Pro Cys Phe Ala Glu Val Leu Gin Thr Met Cys Arg Ser Leu Ser Ser 
2305 2310 2315 2320 

Ser Ser Glu Ala Val Thr Arg Ala Glu Cys Cys Cys Gly Gly Gly Arg 
2325 2330 2335 

Gly Trp Gly Pro Arg Cys Glu Leu Cys Pro Leu Pro Gly Thr Ser Ala 
2340 2345 2350 

Tyr Arg Lys Leu Cys Pro His Gly Ser Gly Tyr Thr Ala Glu Gly Arg 
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2355 2360 2365 

Asp Val Asp Glu Cys Arg Met Leu Ala His Leu Cys Ala His Gly Glu 
2370 2375 2380 

Cys lie Asn Ser Leu Gly Ser Phe Arg Cys His Cys Gin Ala Gly Tyr 
2385 2390 2395 2400 

Thr Pro Asp Ala Thr Ala Thr Thr Cys Leu Asp Met Asp Glu Cys Ser 
2405 2410 2415 

Gin Val Pro Lys Pro Cys Thr Phe Leu Cys Lys Asn Thr Lys Gly Ser 
2420 2425 2430 

Phe Leu Cys Ser Cys Pro Arg Gly Tyr Leu Leu Glu Glu Asp Gly Arg 
2435 2440 2445 



Thi. Cyt> Lys Asp Leu Asp Glu cys Thr ser Arg Gin His Asn Cys Gin 
2450 2455 2460 

Phe Leu Cys Val Asn Thr Val Gly Ala Phe Thr Cys Arg Cys Pro Pro 
2465 2470 2475 2480 

Gly Phe Thr Gin His His Gin Ala Cys Phe Asp Asn Asp Glu Cys Ser 
2485 2490 2495 

Ala Gin Pro Gly Pro Cys Gly Ala His Gly His Cys His Asn Thr Pro 
2500 2505 2510 

Gly Ser Phe Arg Cys Glu Cys His Gin Gly Phe Thr Leu Val Ser Ser 
2515 2520 2525 

Gly His Gly Cys Glu Asp Val Asn Glu Cys Asp Gly Pro His Arg Cys 
2530 2535 2540 

Gin His Gly Cys Gin Asn Gin Leu Gly Gly Tyr Arg Cys Ser Cys Pro 
2545 2550 2555 2560 

Gin Ala Phe Thr Gin His Ser Gin Trp Ala Gin Cys Val Asp Glu Asn 
2565 2570 2575 

Glu Cys Ala Leu Ser Pro Pro Thr Cys Gly Ser Ala Ser Cys Arg Asn 
2580 2585 2590 

Thr Leu Gly Gly Phe Arg Cys Val Cys Pro Ser Gly Phe Asp Phe Asp 
2595 2600 2605 

Gin Ala Leu Gly Gly Cys Gin Glu Val Asp Glu Cys Ala Gly Arg Arg 
2610 2615 2620 

Gly Pro Cys Ser Tyr Ser Cys Ala Asn Thr Pro Gly Gly Phe Leu Cys 
2625 2630 2635 2640 

Gly Cys Pro Gin Gly Tyr Phe Arg Val Gly Gin Gly His Cys Val Ser 
2645 2650 2655 

Gly Leu Gly Phe Ser Pro Gly Pro Gin Asp Thr Pro Asp Lys Glu Glu 
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2660 



2665 



2670 



Leu Leu Ser Ser Glu Ala Cys Tyr Glu Cys Lys lie Asn Gly Leu Ser 
2675 2680 2685 

Pro Arg Asp Arg Pro Arg Arg Ser Ala His Arg Asp His Gin Val Asn 
2690 2695 2700 

Leu Ala Thr Leu Asp Ser Glu Ala Leu Leu Thr Leu Gly Leu Asn Leu 
2705 2710 2715 2720 

Ser His Leu Gly Arg Ala Glu Arg lie Leu Glu Leu Arg Pro Ala Leu 
2725 2730 2735 

Glu Gly Leu Glu Gly Arg lie Arg Tyr Val lie Val Arg Gly Asn Glu 
2740 2745 2750 

Gin Gly Phe Phe Arg Met His His Leu Arg Gly Val Ser Ser Leu Gin 
2755 2760 2765 

Leu Gly Arg Arg Arg Pro Gly Pro Gly Thr Tyr Arg Leu Glu Val Val 
2770 2775 2780 

Ser His Met Ala Gly Pro Tip Gly Val Gin Gin Glu Gly Gin Pro Gly 
2785 2790 2795 2800 

Pro Trp Gly Gin Ala Leu Arg Leu Lys Val Gin Leu Ser Val Ala Leu 
2805 2810 2815 

Val Gly Arg Ser Leu Ser Gly Pro Gin Leu Ser Arg Glu Gly Gly Phe 
2820 2825 2830 

Trp Asn Trp Glu Gly Leu lie Pro Arg Ser Asp Gly 
2835 2840 



<210> 9 
<211> 9993 
<212> DNA 

<213> Homo sapiens 
<400> 9 

cctcccattc ctctcctctc tctcccatct 
tcccccccgg gaccctgctg cccttcccca 
cctcccactc aaagcttttc aagggctctt 
atgacactgc tatgcccact cctgcaacgc 
ctcccctccc ttccacttcc cactcccgtc 
acccttctct aacatcacac ctcctccagg 
gttggggctg gatgcctcct tgggctccca 
accctgccct cctcgttgtg ttgggtcccc 
tgactctgct tcctctccgc agcctccagg 
ttggcaaggg gccccctggc ccggctcctg 
ggtggccaag gccgctggga cggggccttg 
cggggcagcc caggcatctt gcaggggccg 
tgctgtccag gctggaggac attccctggc 
cgcgcctgcg gtgaaggctt ctgctcccag 
ctggctccca gctgcggggt gagccgaggg 



ggacagcccc cagccttctg acaccctgtt 60 
caccacctaa catgcatttc tgaccttgct 120 
cattgtcctt gacgaatgag caaaagctgc 180 
ctggccccac ctggccccac ctggccctct 240 
ttgccttggc tgtgcaccct cagccccaag 300 
aagcctcctc tgactgttca ccgcttcccg 360 
gaggccccgg ggctgcccca tttggcaacc 420 
catggctagg gtggggggct catctagggc 480 
ggacacgcca tgactctgga gggtctgtat 540 
ctggcctggt cggccctgtt gtgcatggca 600 
gaggctgcag gtcctggacg tgtgcggagg 660 
aatgtgtgcg gctcccggtt ccatgcctac 720 
aggagccagt gtgtcgtacc catctgtagg 780 
cccaacctgt gcacctgtgc ggatgggacg 840 
tcagggtgca gtgtgagctg tatgaatggg 900 
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ggcacctgcc ggggggcgtc ctgtctgtgt 
cagcccatct gtgaccgcgg ctgccacaat 
gcctgtgtgt atggcttcat gggacctcaa 
tttggccaag taggccccga ggggtgccag 
gcactttgct gtgccactgt gggccgtgcc 
cagccacacc cctgccgccg cggcttcatc 
gtggatgagt gccaggctgt gccaggcctg 
ggctccttcc attgccgctg tccagttgga 
gaagactacg atgaatgcag caccattcct 
acagtcagca gttacttttg caaatgtcct 
cttcatggac agtcgcgggc cggcgcctgc 
ggagacctcg ccggccacta cactcgcagg 
gcagctggcc cggtccctga gctgtgtcct 
tgcgcccagc ggctgccgct gctacccggc 
ttcggatcca atggcatggg tccccctctt 
gatgcgcgtg ggatccccag cctgggccct 
aaccagacca ttgacatctg ccgacacttc 
cccacgcctn ccagctaccg ctgcgagtgt 
gagtgcattg atgtagacga atgcaccagc 
atccccggca cctaccactg ccggtgctac 
gcatgcgtgg atgtggacga gtgcattgtc 
gtcaacacag agggcagctt ccagtgtgtc 
ggcaagaact gtgtggacca caacgagtgt 
tgtctcaacg aggatggcag cttctcctgc 
ggcggccact actgcatgga cattgacgag 
cactgtacca acaccgaggg ctccttccgc 
acggatggcc gcgtgtgcgt ggacacccac 
aagggctcct gtgcccgccc cttccctggc 
aatccggacc acggttttgg ggagccctgc 
ttccaggcac tgtgcagcag tgggcttggc 
tgtgctctgg atcctgaggt ttgtgccaat 
cgctgtgtct gcaacctggg ttatgaggca 
gatgagtgtg ccctcaacag cctcctgtgt 
agctacagct gctcctgccc ccccggcttc 
gatgtcgacg aatgcctgtc cagcccgtgt 
tcctacacct gcaaatgtgg ccctggcagc 
gacagcacca agggcacctg ctggctgaag 
cagggagcca gcctgcggtc tgagtgctgt 
tgcgaacgct gcgagatcga ccctgcctgt 
acctgcgatg atgtgaacga gtgtgagtcc 
gtcaacactg ctgggtcttt ccgctgtgag 
ggccggctgt gcgtggatgt gagattggaa 
tgtggggtca ccctgcctgg caagtaccgg 
gtgtggggag tcgagtgcga ggcctgcccg 
tgcccgcggg ggctgggctt cgccagccgg 
gatgtgaatg aatgcaaggt gttccctggc 
gtgggcagct tccactgcgc ctgtgcgggg 
tgcacagata tcgacgagtg tcgcatctct 
aacacgccgg gcagctttga gtgcgagtgt 
atgaagaact gcatggacgt ggacgagtgt 
acttgcacca acacggatgg gagctacaag 
gccaagggca ctgcctgtga ggacatcgat 
catggccagt gtgtcaatgt catcggtgcc 
agcacacctg accgcggagc tacaagtgcc 
gtcctggggc ctggggagca gatgtgtact 
gtccccaacc ctgctccccc agacgtggac 
caaggccact gcaccaacat gccagggggt 



cagaagggct acacaggcac cgtgtgtggg 960 
gggggtcgct gcattgggcc caaccgctgc 1020 
tgtgagagag attaccggac gggaccctgc 1080 
catcagctga cgggcctcgt gtgcaccaag 1140 
tggggccttc catgtgaact ttgccctgca 1200 
cccaatatcc acacgggggc ctgccaagat 1260 
tgccagggag gcagctgcgt caacatggtg 1320 
caccggctca gtgacagcag cgccgcatgt 1380 
ggaatctgtg aagggggtga atgtacaaac 1440 
cctggttttt acacctctcc agatggtact 1500 
ttctcagtgc ttttcggggg ccgctgtgct 1560 
cagtgctgct gtgacagggg caggtgctgg 1620 
cctcggggct ccaatgaatt ccagcaactg 1680 
caccctggcc tcttccctgg cctcctgggc 1740 
gggccagcgc gactcaaccc ccatggctct 1800 
ggcaactcta atattggcac tgctaccctg 1860 
accaacctgt gtctgaatgg ccgctgcctg 1920 
aacgtgggct acacccagga cgtgcgcggc 1980 
agcccctgcc accacggtga ctgcgtcaac 2040 
ccgggcttcc aggccacgcc caccaggcag 2100 
agtggtggcc tttgtcacct gggccgctgt 2160 
tgcaatgcag gcttcgagct cagccctgac 2220 
gccaccagca ccatgtgcgt caacggcgtg 2280 
ctctgcaaac ccggcttcct gctggcgcct 2340 
tgccagacgc ccggcatctg cgtgaacggc 2400 
tgccagtgcc tgggggggct ggcggtaggc 2460 
gtgcgcagca cctgctatgg ggccatcgag 2520 
actgtcacca agtccgagtg ctgctgtgcc 2580 
cagctttgtc ctgccaaaga ctccgctgag 2640 
attaccacgg atggtcgaga catcaacgag 2700 
ggcgtgtgcg agaaccttcg gggcagctac 2760 
ggtgcctcag gcaaggactg cacagacgtg 2820 
gacaacgggt ggtgccagaa tagccctggc 2880 
cacttctggc aggacacgga gatctgcaaa 2940 
gtgagtggcg tctgtcggaa cctggccggc 3000 
cggctggacc cctctggtac cttctgtcta 3060 
atccaggaga gccgctgtga ggtgaacctt 3120 
gccaccctcg gggcagcctg ggggagcccc 3180 
gcccggggct ttgcccggat gacgggtgtc 3240 
ttcccgggag tctgtcccaa cgggcgttgc 3300 
tgtccagagg gcctgatgct ggacgcctca 3360 
ccatgtttcc tgcgatggga tgaggatgag 3420 
atggacgtct gctgctgctc catcggggcc 3480 
gatcccgagt ctctggagtt cgccagcctg 3540 
gacttcctgt ctggccgacc attctataaa 3600 
ctctgcacgc acggtacctg cagaaacacg 3660 
ggcttcgccc tggatgccca ggaacggaac 3720 
cctgacctct gcggccaggg cacctgtgtc 3780 
tttcccggct acgagagtgg cttcatgctg 3840 
gcaagggacc cgctgctctg ccggggaggc 3900 
tgccagtgtc cccctgggca tgagctgacg 3960 
gagtgctccc tgagtgatgg cctgtgtccc 4020 
ttccagtgct cctgccatgc cggcttccag 4080 
agttgcccga cggaagggca tgtgcaggtc 4140 
gggtggtcta tcagggcaaa gctaagcaca 4200 
gagtgtgaag agaacccccg cgtttgtgac 4260 
caccgctgcc tgtgctatga tggcttcatg 4320 
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gccacgccag acatgaggac atgtgttgat 
tgcctccatg gggactgcga gaacacgaag 
tacatggtca ggaagggggc cacaggctgc 
cacaactgtg acagtcacgc ctcctgtctc 
ctgccaggct gggtggggga tggcttcgaa 
gagcaccggt gcagcccaag aggtgactgt 
tgccgccagg gctttgccgg ggatggcttc 
aacgtggacc tctgtgacaa cgggcagtgc 
tgtgagatgg gctttgaccc caccgaggac 
gcgcaagaga acctctgtgc atttgggagc 
atctgcaatg gtggctacga actggaccga 
tgtgcagacc cagtaaactg catcaacggc 
tgcagctgcc cccaggattt tgagctgaac 
gccgggaact gtttcctgga gacgcatgac 
gagatcggag ttggtgtcac ccgagcttcc 
aatccctgtg agctgtgccc tatggccaac 
ggtgagggct tccagcctaa ccgcatcact 
gagctgccag ggctgtgtca ggggggtgac 
gagtgcccac ctggctacca cctcagtgag 
tgctccacac actccggcat ctgtggccct 
acctgtgtct gccctgcaga gtacctccaa 
aggaagagtg tctgcttccg gcactataac 
gtgacccgga aaatgtgttg ctgctcctac 
gaggcctgcc ccactcccat cagtcctgac 
ggattcctca ctgacatcca cacggggaag 
cccgccatct gtgccaatgg catctgcata 
cccgcaggct tcaactacaa cagcatcctg 
agcagggaga gtccctgcca gcagaatgct 
tgcaagtgca cccgagggta caaactgtcg 
tgtcgggaga tcccgaatgt ctgtagccat 
atgtgtctgt gtcaccgtgg attccaggcc 
gacgagtgtg accggcagcc ttgtggaaat 
aactgcctct gcttccctgg ctt?tgtggtg 
gagtgtacta ccctggtggg gcaggtgtgc 
tccttccact gcctctgcca ggatggcttt 
gacaccaatg agtgcctcag ccttgcagga 
gagggctcct tccgctgcat ctgtccccct 
gatatcgacg agtgctcaga ggagcccaac 
cctgggagct tccagtgcct ctgcccacct 
tgctttgaca cacggcagag tttctgcttc 
cccaaagctt tcaacaccac caagacccgc 
tggggagacc cctgcgaact gtgtccccag 
ccctttggcc acggggcagt cccaggcccg 
gcagagaacc ctggcgtctg cactaacggc 
tgtgagtgtc cctttggcta cagcctggac 
gagtgctctg tcggccaccc ctgtgggcaa 
gaatgtgcct gtgctgacgg ctttgagcct 
gaatgctccc tgaacccgct gctctgtgcc 
ctgtgcacct gtccagccgg ctacaccctg 
gacgagtgtg cagatggtca gcaggactgc 
atcggtacct tcgcgtgcgt ctgtccccca 
ggctgcacag atgacaatga atgccacgct 
gtcaacaccg cgggcagctt ccggtgcgac 
cttaccgagt gccacgacat ccggcagggg 
tgccggtctc tgtccagcag cagtgaggct 
ggccggggct gggggccccg ctgcgagctc 
aagctgtgcc cccatggctc aggctacact 



gtggatgagt gtgacctgaa ccctcacatc 4380 
ggttcctttg tctgccactg tcagctgggc 4440 
tctgatgtgg atgaatgcga ggttggagga 4500 
aacatcccag ggagtttcag ctgtaggtgc 4560 
tgtcacgacc tggatgaatg cgtctcccag 4620 
ctcaatgtcc ctggctccta ccgctgcacc 4680 
ttctgcgaag acagggatga atgtgccgag 4740 
ctcaatgcgc ccggcgggta ccgctgtgaa 4800 
caccgggcct gccaggatgt ggacgagtgt 4860 
tgtgagaacc tgcctggaat gttccgctgc 4920 
gggggtggca actgcacaga catcaacgag 4980 
gtgtgcatta acacccccgg cagctacctc 5040 
cccagcggag tgggctgcgt ggacactcgg 5100 
cgaggggaca gtggcatttc ctgcagtgcc 5160 
tgctgttgct ccctgggccg ggcttggggc 5220 
accactgagt acagaaccct gtgcccgggt 5280 
gtcattctgg aagacatcga cgagtgccaa 5340 
tgcgtcaaca cgtttggcag tttccagtgt 5400 
cacacccgca tctgtgagga tattgacgaa 5460 
ggcacctgct acaacaccct ggggaactac 5520 
gtcaatggtg gcaacaactg catggatatg 5580 
ggcacatgtc aaaatgagct ggccttcaac 5640 
aacattggcc aggcctggaa tagaccctgt 5700 
taccagatcc tgtgtggaaa tcaggccccg 5760 
ccccttgaca ttgatgagtg tggggagatc 5820 
aaccagatcg ggagtttccg ctgcgagtgc 5880 
ctggcttgtg aagatgtcga tgagtgtggc 5940 
gactgcatca acatccccgg tagctaccgc 6000 
ccaggcgggg cttgtgtggg acggaatgag 6060 
ggtgactgca tggacacaga aggcagctac 6120 
tctgcagacc agaccctgtg catggacatt 6180 
gggacctgca agaacatcat tggctcctac 6240 
acacacaatg gggattgtgt ggattttgat 6300 
cgatttggcc attgcctcaa cacagctggt 6360 
gagctcacag ctgatgggaa gaactgtgtg 6420 
acctgcctac ccggcacttg ccagaacctc 6480 
ggcttccagg tgcagagtga ccactgcatt 6540 
ctctgcctct ttggcacctg taccaacagc 6600 
ggctttgtcc tctctgacaa tgggcaccgt 6660 
acccgttttg aggctgggaa gtgctcggtg 6720 
tgctgctgca gtaagaggcc tggggagggc 6780 
gaaggcagcg ctgcctttca ggagctctgc 6840 
gatgactccc gagaagacgt gaatgagtgt 6900 
gtctgtgtca acaccgatgg atccttccgc 6960 
ttcactggca tcaactgtgt ggacacagac 7020 
gggacatgca ccaatgtcat cggaggcttc 7080 
ggcctcatga tgacctgcga ggacatcgac 7140 
ttccgctgcc acaataccga gggctcctac 7200 
cgggaggatg gggccatgtg tcgagatgtg 7260 
cacgcccggg gcatggagtg caagaacctc 7320 
ggcatgcggc ccctgcctgg ctctggggag 7380 
cagcctgacc tctgtgtcaa cggccgctgt 7440 
tgtgatgagg gattccagcc cagccccacc 7500 
ccctgctttg ccgaggtgct gcagaccatg 7560 
gtcaccaggg ccgagtgctg ctgtgggggt 7620 
tgtcccctgc ccggcacctc tgcctacagg 7680 
gctgagggcc gagatgtaga tgaatgccgt 7740 
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atgcttgctc acctgtgtgc tcatggggag 
cactgtcagg ccgggtacac accggatgct 
tgcagccagg tccccaagcc atgtaccttc 
tgcagctgtc cccgaggcta cctgctggag 
gaatgcacct cccggcagca caactgtcag 
acctgccgct gtccacccgg cttcacccag 
tgctcagccc agcctggccc atgtggtgcc 
ttccgctgtg aatgccacca aggcttcacc 
gtgaatgaat gtgatgggcc ccaccgctgc 
taccgctgca gctgccccca ggctttcacc 
gagaatgagt gtgccctgtc gccccccacc 
ggtggcttcc gctgcgtctg cccctccggc 
caggaggtgg atgagtgcgc cggacggcgt 
cctggtggct tcctgtgcgg ctgtcctcaa 
gtctccggcc tgggcttcag ccccggaccc 
tcgtctgaag cctgctacga atgcaagatc 
cgcagtgccc acagggacca ccaggtgaac 
accttgggcc tgaacctctc acacctgggc 
gccctggagg gtctagaggg ccggatccgc 
ttctttcgca tgcatcacct ccgtggcgtc 
gggcctggaa cctaccggct ggaggtggtg 
caagaggggc agccagggcc atggggccag 
gctttagttg ggaggagcct cagtgggccc 
tgggaaggac tgatccccag aagcgatggc 
agtgaaatgc tacacgacaa cctcaggcaa 
ccccgggggc cccccagtta ctcagtcttt 
atccccctgc ccccacagcc aaggtcagga 
tctcaggctt tcacttctgt actgcactgt 
caggacatgg caatgggcaa ctggggtggg 
gtacaggggg cccagactcc acagtgactt 
tttatatcaa aagtggagac gataataaag 
gcaagttctt gaagtaagta gatgctgccc 
gggaagcaga aggccttatg ggctccccag 
acgtactaca taccagacac cattcgattt 
ctctgttgcc taggttggag tgcagtggcg 
cgggctcgag. caatcctccc acctcagcct 
ccaccacacc cagctaattt ttttaaattt 
cccggccaac atgacgaaac cccatctcta 



tgcatcaaca gccttggctc cttccgctgc 7800 
actgctacta cctgcctgga tatggatgag 7860 
ctctgcaaaa acacgaaggg cagtttcctg 7920 
gaggatggca ggacctgcaa agacctggac 7980 
ttcctctgtg tcaacactgt gggcgccttc 8040 
caccaccagg cctgcttcga caatgatgag 8100 
cacgggcact gccacaacac cccgggcagc 8160 
ctggtcagct caggccatgg ctgtgaagat 8220 
cagcatggct gtcagaacca gctagggggc 8280 
cagcactccc agtgggccca gtgtgtggat 8340 
tgcgggagcg cctcctgtcg caacactctt 8400 
tttgactttg atcaggccct cgggggctgc 8460 
ggcccctgta gctacagctg tgccaacacg 8520 
ggctacttcc gggttgggca agggcactgt 8580 
caggacaccc cggacaaaga ggagctgctc 8640 
aatggcctct cccctcggga ccggccacga 8700 
ctggccaccc ttgactccga ggccctgctg 8760 
cgggccgagc gcatcctgga gctccggccg 8820 
tacgtcatcg tccgcggaaa cgagcaaggt 8880 
agctccctgc agctggggcg gaggcggccg 8940 
agccacatgg caggaccctg gggtgtccag 9000 
gccttgaggc tgaaggtgca actgtcagtt 9060 
cagctgtcca gagaaggggg attctggaac 9120 
tgaccagatt gaaccccgaa actcaggaag 9180 
gcccggcctc tgcctgggcc tctgtgccag 9240 
cctggagaca gcaagaagct gcaatgtgca 9300 
agaggccctg tggtcaccgt gtctggccaa 9360 
ggcttgccct ggcggggggc agggggttgg 9420 
cacagggctt attcctcgga gtagaagggt 9480 
gccacatttg ccccccattt ggagaatgct 9540 
ttattttggg ttaagtctgc ctgccctttg 9600 
tcggactggg cgaggcagat cttgtgcctg 9660 
aatggtaata atggctcacg cttcctgacc 9720 
tttttttatt ttttctgaga cagggtcttg 9780 
cgategtggc tccctgtggt cgccactttc 9840 
ctcccaagta gctgggacca aaggtgcacg 9900 
ctttttcttt ctctttcttt ttgagaccag 9960 
ata 9993 



<210> 10 

<211> 2877 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Thr Leu Glu Gly Leu Tyr Leu Ala Arg Gly Pro Leu Ala Arg Leu 
15 10 15 

Leu Leu Ala Trp Ser Ala Leu Leu Cys Met Ala Gly Gly Gin Gly Arg 
20 25 30 

Trp Asp Gly Ala Leu Glu Ala Ala Gly Pro Gly Arg Val Arg Arg Arg 
35 40 45 

Gly Ser Pro Gly lie Leu Gin Gly Pro Asn Val Cys Gly Ser Arg Phe 
50 55 60 
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His Ala Tyr Cys Cys Pro Gly Trp Arg Thr Phe Pro Gly Arg Ser Gin 
65 70 75 80 

Cys Val Val Pro He Cys Arg Arg Ala Cys Gly Glu Gly Phe Cys Ser 
85 90 95 

Gin Pro Asn Leu Cys Thr Cys Ala Asp Gly Thr Leu Ala Pro Ser Cys 
100 105 110 

Gly Val Ser Arg Gly Ser Gly Cys Ser Val Ser Cys Met Asn Gly Gly 
115 120 125 

Thr Cys Arg Gly Ala Ser Cys Leu Cys Gin Lys Gly Tyr Thr Gly Thr 
130 135 140 

Val Cys Gly Gin Pro He Cys Asp Arg Gly Cys His Asn Gly Gly Arg 
145 150 155 160 

Cys He Gly Pro Asn Arg Cys Ala Cys Val Tyr Gly Phe Met Gly Pro 
165 170 175 

Gin Cys Glu Arg Asp Tyr Arg Thr Gly Pro Cys Phe Gly Gin Val Gly 
180 185 190 

Pro Glu Gly Cys Gin His Gin Leu Thr Gly Leu Val Cys Thr Lys Ala 
195 200 205 

Leu Cys Cys Ala Thr Val Gly Arg Ala Trp Gly Leu Pro Cys Glu Leu 
210 215 220 

Cys Pro Ala Gin Pro His Pro Cys Arg Arg Gly Phe He Pro Asn He 
225 230 235 240 

His Thr Gly Ala Cys Gin Asp Val Asp Glu Cys Gin Ala Val Pro Gly 
245 250 255 

Leu Cys Gin Gly Gly Ser Cys Val Asn Met Val Gly Ser Phe His Cys 
260 265 270 

Arg Cys Pro Val Gly His Arg Leu Ser Asp Ser Ser Ala Ala Cys Glu 
275 280 285 

Asp Tyr Asp Glu Cys Ser Thr He Pro Gly He Cys Glu Gly Gly Glu 
290 295 300 

Cys Thr Asn Thr Val Ser Ser Tyr Phe Cys Lys Cys Pro Pro Gly Phe 
305 310 315 320 

Tyr Thr Ser Pro Asp Gly Thr Leu His Gly Gin Ser Arg Ala Gly Ala 
325 330 335 

Cys Phe Ser Val Leu Phe Gly Gly Arg Cys Ala Gly Asp Leu Ala Gly 
340 345 350 



His Tyr Thr Arg Arg Gin Cys Cys Cys Asp Arg Gly Arg Cys Trp Ala 
355 360 365 
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Ala Gly Pro Val Pro Glu Leu Cys Pro Pro Arg Gly Ser Asn Glu Phe 
370 375 380 



Gin Gin Leu Cys Ala Gin Arg Leu Pro Leu Leu Pro Gly His Pro Gly 
385 390 395 400 

Leu Phe Pro Gly Leu Leu Gly Phe Gly Ser Asn Gly Met Gly Pro Pro 
405 . 410 415 

Leu Gly Pro Ala Arg Leu Asn Pro His Gly Ser Asp Ala Arg Gly lie 
420 425 430 

Pro Ser Leu Gly Pro Gly Asn Ser Asn lie Gly Thr Ala Thr Leu Asn 
435 440 445 

Gin Thr lie Asp lie Cys Arg His Phe Thr Asn Leu Cys Leu Asn Gly 
450 455 460 

Arg Cys Leu Pro Thr Pro Ser Ser Tyr Arg Cys Glu Cys Asn Val Gly 
465 470 475 480 

Tyr Thr Gin Asp Val Arg Gly Glu Cys lie Asp Val Asp Glu Cys Thr 
485 490 495 

Ser Ser Pro Cys His His Gly Asp Cys Val Asn lie Pro Gly Thr Tyr 
500 505 510 

His Cys Arg Cys Tyr Pro Gly Phe Gin Ala Thr Pro Thr Arg Gin Ala 
515 520 525 

Cys Val Asp Val Asp Glu Cys lie Val Ser Gly Gly Leu Cys His Leu 
530 535 540 

Gly Arg Cys Val Asn Thr Glu Gly Ser Phe Gin Cys Val Cys Asn Ala 
545 550 555 560 

Gly Phe Glu Leu Ser Pro Asp Gly Lys Asn Cys Val Asp His Asn Glu 
565 570 575 

Cys Ala Thr Ser Thr Met Cys Val Asn Gly Val Cys Leu Asn Glu Asp 
580 585 590 

Gly Ser Phe Ser Cys Leu Cys Lys Pro Gly Phe Leu Leu Ala Pro Gly 
595 600 605 

Gly His Tyr Cys Met Asp lie Asp Glu Cys Gin Thr Pro Gly He Cys 
610 615 620 

Val Asn Gly His Cys Thr Asn Thr Glu Gly Ser Phe Arg Cys Gin Cys 
625 630 635 640 

Leu Gly Gly Leu Ala Val Gly Thr Asp Gly Arg Val Cys Val Asp Thr 
645 650 655 

His Val Arg Ser Thr Cys Tyr Gly Ala He Glu Lys Gly Ser Cys Ala 
660 665 670 
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Arg Pro Phe Pro Gly Thr Val Thr Lys Ser Glu Cys Cys Cys Ala Asn 
675 680 685 

Pro Asp His Gly Phe Gly Glu Pro Cys Gin Leu Cys Pro Ala Lys Asp 
690 695 700 

Ser Ala Glu Phe Gin Ala Leu Cys Ser Ser Gly Leu Gly lie Thr Thr 
705 710 715 720 

Asp Gly Arg Asp lie Asn Glu Cys Ala Leu Asp Pro Glu Val Cys Ala 
725 730 735 

Asn Gly Val Cys Glu Asn Leu Arg Gly Ser Tyr Arg Cys Val Cys Asn 
740 745 750 

Leu Gly Tyr Glu Ala Gly Ala Ser Gly Lys Asp Cys Thr Asp Val Asp 
755 760 765 

Glu Cys Ala Leu Asn Ser Leu Leu Cys Asp Asn Gly Trp Cys Gin Asn 
770 775 780 

Ser Pro Gly Ser Tyr Ser Cys Ser Cys Pro Pro Gly Phe His Phe Trp 
785 790 795 800 

Gin Asp Thr Glu lie Cys Lys Asp Val Asp Glu Cys Leu Ser Ser Pro 
805 810 815 

Cys Val Ser Gly Val Cys Arg Asn Leu Ala Gly Ser Tyr Thr Cys Lys 
820 825 830 

Cys Gly Pro Gly Ser Arg Leu Asp Pro Ser Gly Thr Phe Cys Leu Asp 
835 840 845 

Ser Thr Lys Gly Thr Cys Trp Leu Lys lie Gin Glu Ser Arg Cys Glu 
850 855 860 

Val Asn Leu Gin Gly Ala Ser Leu Arg Ser Glu Cys Cys Ala Thr Leu 
865 870 875 880 

Gly Ala Ala Trp Gly Ser Pro Cys Glu Arg Cys Glu lie Asp Pro Ala 
885 890 895 

Cys Ala Arg Gly Phe Ala Arg Met Thr Gly Val Thr Cys Asp Asp Val 
900 905 910 

Asn Glu Cys Glu Ser Phe Pro Gly Val Cys Pro Asn Gly Arg Cys Val 
915 920 925 

Asn Thr Ala Gly Ser Phe Arg Cys Glu Cys Pro Glu Gly Leu Met Leu 
930 935 940 

Asp Ala Ser Gly Arg Leu Cys Val Asp Val Arg Leu Glu Pro Cys Phe 
945 950 955 960 

Leu Arg Trp Asp Glu Asp Glu Cys Gly Val Thr Leu Pro Gly Lys Tyr 
965 970 975 
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Arg Met Asp Val Cys Cys Cys Ser He Gly Ala Val Trp Gly Val Glu 
980 985 990 

Cys Glu Ala Cys Pro Asp Pro Glu Ser Leu Glu Phe Ala Ser Leu Cys 
995 1000 1005 

Pro Arg Gly Leu Gly Phe Ala Ser Arg Asp Phe Leu Ser Gly Arg Pro 
1010 1015 1020 

Phe Tyr Lys Asp Val Asn Glu Cys Lys Val Phe Pro Gly Leu Cys Thr 
1025 1030 1035 1040 

His Gly Thr Cys Arg Asn Thr Val Gly Ser Phe His Cys Ala Cys Ala 
1045 1050 1055 

Gly Gly Phe Ala Leu Asp Ala Gin Glu Arg Asn Cys Thr Asp He Asp 
1060 1065 1070 

Glu Cys Arg He Ser Pro Asp Leu Cys Gly Gin Gly Thr Cys Val Asn 
1075 1080 1085 

Thr Pro Gly Ser Phe Glu Cys Glu Cys Phe Pro Gly Tyr Glu Ser Gly 
1090 1095 1100 

Phe Met Leu Met Lys Asn Cys Met Asp Val Asp Glu Cys Ala Arg Asp 
1105 1110 1115 1120 

Pro Leu Leu Cys Arg Gly Gly Thr Cys Thr Asn Thr Asp Gly Ser Tyr 
1125 1130 1135 

Lys Cys Gin Cys Pro Pro Gly His Glu Leu Thr Ala Lys Gly Thr Ala 
1140 1145 1150 

Cys Glu Asp He Asp Glu Cys Ser Leu Ser Asp Gly Leu Cys Pro His 
1155 1160 1165 

Gly Gin Cys Val Asn Val He Gly Ala Phe Gin Cys Ser Cys His Ala 
1170 1175 1180 

Gly Phe Gin Ser Thr Pro Asp T^g Gly Ala Thr Ser Ala Ser Cys Pro 
1185 1190 1195 1200 

Thr Glu Gly His Val Gin Val Val Leu Gly Pro Gly Glu Gin Met Cys 
1205 1210 1215 

Thr Gly Trp Ser He Arg Ala Lys Leu Ser Thr Val Pro Asn Pro Ala 
1220 1225 1230 

Pro Pro Asp Val Asp Glu Cys Glu Glu Asn Pro Arg Val Cys Asp Gin 
1235 1240 1245 

Gly His Cys Thr Asn Met Pro Gly Gly His Arg Cys Leu Cys Tyr Asp 
1250 1255 1260 

Gly Phe Met Ala Thr Pro Asp Met Arg Thr Cys Val Asp Val Asp Glu 
1265 1270 1275 1280 

39 



Cys Asp Leu Asn Pro His lie Cys Leu His Gly Asp Cys Glu Asn Thr 
1285 1290 1295 

Lys Gly Ser Phe Val Cys His Cys Gin Leu Gly Tyr Met Val Arg Lys 
1300 1305 1310 

Gly Ala Thr Gly Cys Ser Asp Val Asp Glu Cys Glu Val Gly Gly His 
1315 1320 1325 

Asn Cys Asp Ser His Ala Ser Cys Leu Asn lie Pro Gly Ser Phe Ser 
1330 1335 1340 

Cys Arg Cys Leu Pro Gly Trp Val Gly Asp Gly Phe Glu Cys His Asp 
1345 1350 1355 1360 

Leu Asp Glu Cys Val Ser Gin Glu His Arg Cys Ser Pro Arg Gly Asp 
1365 1370 1375 

Cys Leu Asn Val Pro Gly Ser Tyr Arg Cys Thr Cys Arg Gin Gly Phe 
1380 1385 1390 

Ala Gly Asp Gly Phe Phe Cys Glu Asp Arg Asp Glu Cys Ala Glu Asn 
1395 1400 1405 

Val Asp Leu Cys Asp Asn Gly Gin Cys Leu Asn Ala Pro Gly Gly Tyr 
1410 1415 1420 

Arg Cys Glu Cys Glu Met Gly Phe Asp Pro Thr Glu Asp His Arg Ala 
1425 1430 1435 1440 

Cys Gin Asp Val Asp Glu Cys Ala Gin Glu Asn Leu Cys Ala Phe Gly 
1445 1450 1455 

Ser Cys Glu Asn Leu Pro Gly Met Phe Arg Cys He Cys Asn Gly Gly 
1460 1465 1470 

Tyr Glu Leu Asp Arg Gly Gly Gly Asn Cys Thr Asp He Asn Glu Cys 
1475 1480 1485 

Ala Asp Pro Val Asn Cys He Asn Gly Val Cys He Asn Thr Pro Gly 
1490 1495 1500 

Ser Tyr Leu Cys Ser Cys Pro Gin Asp Phe Glu Leu Asn Pro Ser Gly 
1505 1510 1515 1520 

Val Gly Cys Val Asp Thr Arg Ala Gly Asn Cys Phe Leu Glu Thr His 
1525 1530 1535 

Asp Arg Gly Asp Ser Gly He Ser Cys Ser Ala Glu He Gly Val Gly 
1540 1545 1550 

Val Thr Arg Ala Ser Cys Cys Cys Ser Leu Gly Arg Ala Trp Gly Asn 
1555 1560 1565 

Pro Cys Glu Leu Cys Pro Met Ala Asn Thr Thr Glu Tyr Arg Thr Leu 
1570 1575 1580 
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Cys Pro Gly Gly Glu Gly Phe Gin Pro Asn Arg lie Thr Val lie Leu 
1585 1590 1595 1600 

Glu Asp lie Asp Glu Cys Gin Glu Leu Pro Gly Leu Cys Gin Gly Gly 
1605 1610 1615 

Asp Cys Val Asn Thr Phe Gly Ser Phe Gin Cys Glu Cys Pro Pro Gly 
1620 1625 1630 

Tyr His Leu Ser Glu His Thr Arg lie Cys Glu Asp lie Asp Glu Cys 
1635 1640 1645 

Ser Thr His Ser Gly lie Cys Gly Pro Gly Thr Cys Tyr Asn Thr Leu 
1650 1655 1660 

Gly Asn Tyr Thr Cys Val Cys Pro Ala Glu Tyr Leu Gin Val Asn Gly 
1665 1670 167b 1680 

Gly Asn Asn Cys Met Asp Met Arg Lys Ser Val Cys Phe Arg His Tyr 
1685 1690 1695 

Asn Gly Thr Cys Gin Asn Glu Leu Ala Phe Asn Val Thr Arg Lys Met 
1700 1705 1710 

Cys Cys Cys Ser Tyr Asn lie Gly Gin Ala Trp Asn Arg Pro Cys Glu 
1715 1720 1725 

Ala Cys Pro Thr Pro lie Ser Pro Asp Tyr Gin lie Leu Cys Gly Asn 
1730 1735 1740 

Gin Ala Pro Gly Phe Leu Thr Asp lie His Thr Gly Lys Pro Leu Asp 
1745 1750 1755 1760 

lie Asp Glu Cys Gly Glu lie Pro Ala He Cys Ala Asn Gly He Cys 
1765 1770 1775 

He Asn Gin He Gly Ser Phe Arg Cys Glu Cys Pro Ala Gly Phe Asn 
1780 1785 1790 

Tyr Asn Ser He Leu Leu Ala Cys Glu Asp Val Asp Glu Cys Gly Ser 
1795 1800 1805 

Arg Glu Ser Pro Cys Gin Gin Asn Ala Asp Cys He Asn He Pro Gly 
1810 1815 1820 

Ser Tyr Arg Cys Lys Cys Thr Arg Gly Tyr Lys Leu Ser Pro Gly Gly 
1825 1830 1835 1840 

Ala Cys Val Gly Arg Asn Glu Cys Arg Glu He Pro Asn Val Cys Ser 
1845 1850 1855 

His Gly Asp Cys Met Asp Thr Glu Gly Ser Tyr Met Cys Leu Cys His 
1860 1865 1870 

Arg Gly Phe Gin Ala Ser Ala Asp Gin Thr Leu Cys Met Asp He Asp 
1875 1880 1885 
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Glu Cys Asp Arg Gin Pro Cys Gly Asn Gly Thr Cys Lys Asn He He 
1890 1895 1900 

Gly Ser Tyr Asn Cys Leu Cys Phe Pro Gly Phe Val Val Thr His Asn 
1905 1910 1915 1920 

Gly Asp Cys Val Asp Phe Asp Glu Cys Thr Thr Leu Val Gly Gin Val 
1925 1930 1935 

Cys Arg Phe Gly His Cys Leu Asn Thr Ala Gly Ser Phe His Cys Leu 
1940 1945 1950 

Cys Gin Asp Gly Phe Glu Leu Thr Ala Asp Gly Lys Asn Cys Val Asp 
1955 I960 1965 

Thr Asn Glu Cys Leu Ser Leu Ala Gly Thr Cys Leu Pro Gly Thr Cys 
1970 1975 1980 

Gin Asn Leu Glu Gly Ser Phe Arg Cys He Cys Pro Pro Gly Phe Gin 
1985 1990 1995 2000 

Val Gin Ser Asp His Cys He Asp He Asp Glu Cys Ser Glu Glu Pro 
2005 2010 2015 

Asn Leu Cys Leu Phe Gly Thr Cys Thr Asn Ser Pro Gly Ser Phe Gin 
2020 2025 2030 

Cys Leu Cys Pro Pro Gly Phe Val Leu Ser Asp Asn Gly His Arg Cys 
2035 2040 2045 

Phe Asp Thr Arg Gin Ser Phe Cys Phe Thr Arg Phe Glu Ala Gly Lys 
2050 2055 2060 

Cys Ser Val Pro Lys Ala Phe Asn Thr Thr Lys Thr Arg Cys Cys Cys 
2065 2070 2075 2080 

Ser Lys Arg Pro Gly Glu Gly Trp Gly Asp Pro Cys Glu Leu Cys Pro 
2085 2090 2095 

Gin Glu Gly Ser Ala Ala Phe Gin Glu Leu Cys Pro Phe Gly His Gly 
2100 2105 2110 

Ala Val Pro Gly Pro Asp Asp Ser Arg Glu Asp Val Asn Glu Cys Ala 
2115 2120 2125 

Glu Asn Pro Gly Val Cys Thr Asn Gly Val Cys Val Asn Thr Asp Gly 
2130 2135 2140 

Ser Phe Arg Cys Glu Cys Pro Phe Gly Tyr Ser Leu Asp Phe Thr Gly 
2145 2150 2155 2160 

He Asn Cys Val Asp Thr Asp Glu Cys Ser Val Gly His Pro Cys Gly 
2165 2170 2175 

Gin Gly Thr Cys Thr Asn Val He Gly Gly Phe Glu Cys Ala Cys Ala 
2180 2185 2190 
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Asp Gly Phe Glu Pro Gly Leu Met Met Thr Cys Glu Asp lie Asp Glu 
2195 2200 2205 

Cys Ser Leu Asn Pro Leu Leu Cys Ala Phe Arg Cys His Asn Thr Glu 
2210 2215 2220 

Gly Ser Tyr Leu Cys Thr Cys Pro Ala Gly Tyr Thr Leu Arg Glu Asp 
2225 2230 2235 2240 

Gly Ala Met Cys Arg Asp Val Asp Glu Cys Ala Asp Gly Gin Gin Asp 
2245 2250 2255 

Cys His Ala Arg Gly Met Glu Cys Lys Asn Leu lie Gly Thr Phe Ala 
2260 2265 2270 

Cys Val Cys Pro Pro Gly Met Arg Pro Leu Pro Gly Ser Gly Glu Gly 

2275 2280 228b 

Cys Thr Asp Asp Asn Glu Cys His Ala Gin Pro Asp Leu Cys Val Asn 
2290 2295 2300 

Gly Arg Cys Val Asn Thr Ala Gly Ser Phe Arg Cys Asp Cys Asp Glu 
2305 2310 2315 2320 

Gly Phe Gin Pro Ser Pro Thr Leu Thr Glu Cys His Asp lie Arg Gin 
2325 2330 2335 

Gly Pro Cys Phe Ala Glu Val Leu Gin Thr Met Cys Arg Ser Leu Ser 
2340 2345 2350 

Ser Ser Ser Glu Ala Val Thr Arg Ala Glu Cys Cys Cys Gly Gly Gly 
2355 2360 2365 

Arg Gly Trp Gly Pro Arg Cys Glu Leu Cys Pro Leu Pro Gly Thr Ser 
2370 2375 2380 

Ala Tyr Arg Lys Leu Cys Pro His Gly Ser Gly Tyr Thr Ala Glu Gly 
2385 2390 2395 2400 

Arg Asp Val Asp Glu Cys Arg Met Leu Ala His Leu Cys Ala His Gly 
2405 2410 2415 

Glu Cys He Asn Ser Leu Gly Ser Phe Arg Cys His Cys Gin Ala Gly 
2420 2425 2430 

Tyr Thr Pro Asp Ala Thr Ala Thr Thr Cys Leu Asp Met Asp Glu Cys 
2435 2440 2445 

Ser Gin Val Pro Lys Pro Cys Thr Phe Leu Cys Lys Asn Thr Lys Gly 
2450 2455 2460 

Ser Phe Leu Cys Ser Cys Pro Arg Gly Tyr Leu Leu Glu Glu Asp Gly 
2465 2470 2475 2480 

Arg Thr Cys Lys Asp Leu Asp Glu Cys Thr Ser Arg Gin His Asn Cys 
2485 2490 2495 
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Gin Phe Leu Cys Val Asn Thr Val Gly Ala Phe Thr Cys Arg Cys Pro 
2500 2505 2510 

Pro Gly Phe Thr Gin His His Gin Ala Cys Phe Asp Asn Asp Glu Cys 
2515 2520 2525 

Ser Ala Gin Pro Gly Pro Cys Gly Ala His Gly His Cys His Asn Thr 
2530 2535 2540 

Pro Gly Ser Phe Arg Cys Glu Cys His Gin Gly Phe Thr Leu Val Ser 
2545 2550 2555 2560 

Ser Gly His Gly Cys Glu Asp Val Asn Glu Cys Asp Gly Pro His Arg 
2565 2570 2575 

Cys Gin His Gly Cys Gin Asn Gin Leu Gly Gly Tyr Arg Cys Ser Cys 
2580 2585 2590 

Pro Gin Ala Phe Thr Gin His Ser Gin Trp Ala Gin Cys Val Asp Glu 
2595 2600 2605 

Asn Glu Cys Ala Leu Ser Pro Pro Thr Cys Gly Ser Ala Ser Cys Arg 
2610 2615 2620 

Asn Thr Leu Gly Gly Phe Arg Cys Val Cys Pro Ser Gly Phe Asp Phe 
2625 2630 2635 2640 

Asp Gin Ala Leu Gly Gly Cys Gin Glu Val Asp Glu Cys Ala Gly Arg 
2645 2650 2655 

Arg Gly Pro Cys Ser Tyr Ser Cys Ala Asn Thr Pro Gly Gly Phe Leu 
2660 2665 2670 

Cys Gly Cys Pro Gin Gly Tyr Phe Arg Val Gly Gin Gly His Cys Val 
2675 2680 2685 

Ser Gly Leu Gly Phe Ser Pro Gly Pro Gin Asp Thr Pro Asp Lys Glu 
2690 2695 2700 

Glu Leu Leu Ser Ser Glu Ala Cys Tyr Glu Cys Lys lie Asn Gly Leu 
2705 2710 2715 2720 

Ser Pro Arg Asp Arg Pro Arg Arg Ser Ala His Arg Asp His Gin Val 
2725 2730 2735 

Asn Leu Ala Thr Leu Asp Ser Glu Ala Leu Leu Thr Leu Gly Leu Asn 
2740 2745 2750 

Leu Ser His Leu Gly Arg Ala Glu Arg He Leu Glu Leu Arg Pro Ala 
2755 2760 2765 

Leu Glu Gly Leu Glu Gly Arg He Arg Tyr Val He Val Arg Gly Asn 
2770 2775 2780 

Glu Gin Gly Phe Phe Arg Met His His Leu Arg Gly Val Ser Ser Leu 
2785 2790 2795 2800 
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Gin Leu Gly Arg Arg 
2805 



Arg Pro Gly Pro Gly 
2810 



Thr Tyr Arg Leu Glu Val 
2815 



val Ser His Met Ala Gly Pro Trp Gly Val Gin Gin Glu Gly Gin Pro 
2820 2825 2830 

Gly Pro Trp Gly Gin Ala Leu Arg Leu Lys Val Gin Leu Ser Val Ala 
2835 2840 2845 

Leu Val Gly Arg Ser Leu Ser Gly Pro Gin Leu Ser Arg Glu Gly Gly 
2850 2855 2860 

Phe Trp Asn Trp Glu Gly Leu lie Pro Arg Ser Asp Gly 
2865 2870 2875 



<210> 11 

<211> 9418 

<212> DNA 

<213> Homo sapiens 

<400> 11 

ctgactctgc ttcctctccg cagcctccag gggacacgcc atgactctgg agggtctgta 60 
tttggcaagg ggccccctgg cccggctcct gctggcctgg tcggccctgt tgtgcatggc 120 
aggtggccaa ggccgctggg acggggcctt ggaggctgca ggtcctggac gtgtgcggag 180 
gcggggcagc ccaggcatct tgcaggggcc gaatgtgtgc ggctcccggt tccatgccta 240 
ctgctgtcca ggctggagga cattccctgg caggagccag tgtgtcgtac ccatctgtag 300 
gcgcgcctgc ggtgaaggct tctgctccca gcccaacctg tgcacctgtg cggatgggac 360 
gctggctccc agctgcgggg tgagccgagc catctgtgac cgcggctgcc acaatggggg 420 
tcgctgcatt gggcccaacc gctgcgcctg tgtgtatggc ttcatgggac ctcaatgtga 480 
gagagattac cggacgggac cctgctttgg ccaagtaggc cccgaggggt gccagcatca 540 
gctgacgggc ctcgtgtgca ccaaggcact ttgctgtgcc actgtgggcc gtgcctgggg 600 
ccttccatgt gaactttgcc ctgcacagcc acacccctgc cgccgcggct tcatccccaa 660 
tatccacacg ggggcctgcc aagatgtgga tgagtgccag gctgtgccag gcctgtgcca 720 
gggaggcagc tgcgtcaaca tggtgggctc cttccattgc cgctgtccag ttggacaccg 780 
gctcagtgac agcagcgccg catgtgaaga ctacgatgaa tgcagcacca ttcctggaat 840 
ctgtgaaggg ggtgaatgta caaacacagt cagcagttac ttttgcaaat gtcctcctgg 900 
tttttacacc tctccagatg gtactcttca tggacagtcg cgggccggcg cctgcttctc 960 
agtgcttttc gggggccgct gtgctggaga cctcgccggc cactacactc gcaggcagtg 1020 
ctgctgtgac aggggcaggt gctgggcagc tggcccggtc cctgagctgt gtcctcctcg 1080 
gggctccaat gaattccagc aactgtgcgc ccagcggctg ccgctgctac ccggccaccc 1140 
tggcctcttc cctggcctcc tgggcttcgg atccaatggc atgggtcccc ctcttgggcc 1200 
agcgcgactc aacccccatg gctctgatgc gcgtgggatc cccagcctgg gccctggcaa 1260 
ctctaatatt ggcactgcta ccctgaacca gaccattgac atctgccgac acttcaccaa 1320 
cctgtgtctg aatggccgct gcctgcccac gccttccagc taccgctgcg agtgtaacgt 1380 
gggctacacc caggacgtgc gcggcgagtg cattgatgta gacgaatgca ccagcagccc 1440 
ctgccaccac ggtgactgcg tcaacatccc cggcacctac cactgccggt gctacccggg 1500 
cttccaggcc acgcccacca ggcaggcatg cgtggatgtg gacgagtgca ttgtcagtgg 1560 
tggcctttgt cacctgggcc gctgtgtcaa cacagagggc agcttccagt gtgtctgcaa 1620 
tgcaggcttc gagctcagcc ctgacggcaa gaactgtgtg gaccacaacg agtgtgccac 1680 
cagcaccatg tgcgtcaacg gcgtgtgtct caacgaggat ggcagcttct cctgcctctg 1740 
caaacccggc ttcctgctgg cgcctggcgg ccactactgc atggacattg acgagtgcca 1800 
gacgcccggc atctgcgtga acggccactg taccaacacc gagggctcct tccgctgcca 1860 
gtgcctgggg gggctggcgg taggcacgga tggccgcgtg tgcgtggaca cccacgtgcg 1920 
cagcacctgc tatggggcca tcgagaaggg ctcctgtgcc cgccccttcc ctggcactgt 1980 
caccaagtcc gagtgctgct gtgccaatcc ggaccacggt tttggggagc cctgccagct 2040 
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ttgtcctgcc aaagactccg ctgagttcca 
cacggatggt cgagacatca acgagtgtgc 
gtgcgagaac cttcggggca gctaccgctg 
ctcaggcaag gactgcacag acgtggatga 
cgggtggtgc cagaatagcc ctggcagcta 
ctggcaggac acggagatct gcaaagatgt 
tggcgtctgt cggaacctgg ccggctccta 
ggacccctct ggtaccttct gtctagacag 
ggagagccgc tgtgaggtga accttcaggg 
cctcggggca gcctggggga gcccctgcga 
gggctttgcc cggatgacgg gtgtcacctg 
gggagtctgt cccaacgggc gttgcgtcaa 
agagggcctg atgctggacg cctcaggccg 
tttcctgcga tgggatgagg atgagtgtgg 
cgtctgctgc tgctccatcg gggccgtgtg 
cgagtctctg gagttcgcca gcctgtgccc 
cctgtctggc cgaccattct ataaagatgt 
cacgcacggt acctgcagaa acacggtggg 
cgccctggat gcccaggaac ggaactgcac 
cctctgcggc cagggcacct gtgtcaacac 
cggctacgag agtggcttca tgctgatgaa 
ggacccgctg ctctgccggg gaggcacttg 
gtgtccccct gggcatgagc tgacggccaa 
ctccctgagt gatggcctgt gtccccatgg 
gtgctcctgc catgccggct tccagagcac 
cccgacggaa gggcatgtgc aggtcgtcct 
gtctatcagg gcaaagctaa gcacagtccc 
tgaagagaac ccccgcgttt gtgaccaagg 
ctgcctgtgc tatgatggct tcatggccac 
tgagtgtgac ctgaaccctc acatctgcct 
ctttgtctgc cactgtcagc tgggctacat 
tgtggatgaa tgcgaggttg gaggacacaa 
cccagggagt ttcagctgta ggtgcctgcc 
cgacctggat gaatgcgtct cccaggagca 
tgtccctggc tcctaccgct gcacctgccg 
cgaagacagg gatgaatgtg ccgagaacgt 
tgcgcccggc gggtaccgct gtgaatgtga 
ggcctgccag gatgtggacg agtgtgcgca 
gaacctgcct ggaatgttcc gctgcatctg 
tggcaactgc acagacatca acgagtgtgc 
cattaacacc cccggcagct acctctgcag 
cggagtgggc tgcgtggaca ctcgggccgg 
ggacagtggc atttcctgca gtgccgagat 
ttgctccctg ggccgggctt ggggcaatcc 
tgagtacaga accctgtgcc cgggtggtga 
tctggaagac atcgacgagt gccaagagct 
caacacgttt ggcagtttcc agtgtgagtg 
ccgcatctgt gaggatattg acgaatgctc 
ctgctacaac accctgggga actacacctg 
tggtggcaac aactgcatgg atatgaggaa 
atgtcaaaat gagctggcct tcaacgtgac 
tggccaggcc tggaatagac cctgtgaggc 
gatcctgtgt ggaaatcagg ccccgggatt 
tgacattgat gagtgtgggg agatccccgc 
gatcgggagt ttccgctgcg agtgccccgc 
ttgtgaagat gtcgatgagt gtggcagcag 
catcaacatc cccggtagct accgctgcaa 



ggcactgtgc agcagtgggc ttggcattac 2100 
tctggatcct gaggtttgtg ccaatggcgt 2160 
tgtctgcaac ctgggttatg aggcaggtgc 2220 
gtgtgccctc aacagcctcc tgtgtgacaa 2280 
cagctgctcc tgcccccccg gcttccactt 2340 
cgacgaatgc ctgtccagcc cgtgtgtgag 2400 
cacctgcaaa tgtggccctg gcagccggct 2460 
caccaagggc acctgctggc tgaagatcca 2520 
agccagcctg cggtctgagt gctgtgccac 2580 
acgctgcgag atcgaccctg cctgtgcccg 2640 
cgatgatgtg aacgagtgtg agtccttccc 2700 
cactgctggg tctttccgct gtgagtgtcc 2760 
gctgtgcgtg gatgtgagat tggaaccatg 2820 
ggtcaccctg cctggcaagt accggatgga 2880 
gggagtcgag tgcgaggcct gcccggatcc 2940 
gcgggggctg ggcttcgcca gccgggactt 3000 
gaatgaatgc aaggtgttcc ctggcctctg 3060 
cagcttccac tgcgcctgtg cggggggctt 3120 
agatatcgac gagtgtcgca tctctcctga 3180 
gccgggcagc tttgagtgcg agtgttttcc 3240 
gaactgcatg gacgtggacg agtgtgcaag 3300 
caccaacacg gatgggagct acaagtgcca 3360 
gggcactgcc tgtgaggaca tcgatgagtg 3420 
ccagtgtgtc aatgtcatcg gtgccttcca 3480 
acctgaccgc ggagctacaa gtgccagttg 3540 
ggggcctggg gagcagatgt gtactgggtg 3600 
caaccctgct cccccagacg tggacgagtg 3660 
ccactgcacc aacatgccag ggggtcaccg 3720 
gccagacatg aggacatgtg ttgatgtgga 3780 
ccatggggac tgcgagaaca cgaagggttc 3840 
ggtca^gaag ggggccacag gctgctctga 3900 
ctgtgacagt cacgcctcct gtctcaacat 3960 
aggctgggtg ggggatggct tcgaatgtca 4020 
ccggtgcagc ccaagaggtg actgtctcaa 4080 
ccagggcttt gccggggatg gcttcttctg 4140 
ggacctctgt gacaacgggc agtgcctcaa 4200 
gatgggcttt gaccccaccg aggaccaccg 4260 
agagaacctc tgtgcatttg ggagctgtga 4320 
caatggtggc tacgaactgg accgaggggg 4380 
agacccagta aactgcatca acggcgtgtg 4440 
ctgcccccag gattttgagc tgaaccccag 4500 
gaactgtttc ctggagacgc atgaccgagg 4560 
cggagttggt gtcacccgag cttcctgctg 4620 
ctgtgagctg tgccctatgg ccaacaccac 4680 
gggcttccag cctaaccgca tcactgtcat 4740 
gccagggctg tgtcaggggg gtgactgcgt 4800 
cccacctggc taccacctca gtgagcacac 4860 
cacacactcc ggcatctgtg gccctggcac 4920 
tgtctgccct gcagagtacc tccaagtcaa 4980 
gagtgtctgc ttccggcact ataacggcac 5040 
ccggaaaatg tgttgctgct cctacaacat 5100 
ctgccccact cccatcagtc ctgactacca 5160 
cctcactgac atccacacgg ggaagcccct 5220 
catctgtgcc aatggcatct gcataaacca 5280 
aggcttcaac tacaacagca tcctgctggc 5340 
ggagagtccc tgccagcaga atgctgactg 5400 
gtgcacccga gggtacaaac tgtcgccagg 5460 
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cggggcttgt gtgggacgga atgagtgtcg 
ctgcatggac acagaaggca gctacatgtg 
agaccagacc ctgtgcatgg acattgacga 
ctgcaagaac atcattggct cctacaactg 
caatggggat tgtgtggatt ttgatgagtg 
tggccattgc ctcaacacag ctggttcctt 
cacagctgat gggaagaact gtgtggacac 
cctacccggc acttgccaga acctcgaggg 
ccaggtgcag agtgaccact gcattgatat 
cctctttggc acctgtacca acagccctgg 
tgtcctctct gacaatgggc accgttgctt 
ttttgaggct gggaagtgct cggtgcccaa 
ctgcagtaag aggcctgggg agggctgggg 
cagcgctgcc tttcaggagc tctgcccctt 
ctcccgagaa gacgtgaatg agtgtgcaga 
tgtcaacacc gatggatcct tccgctgtga 
tggcatcaac tgtgtggaca cagacgagtg 
atgcaccaat gtcatcggag gcttcgaatg 
catgatgacc tgcgaggaca tcgacgaatg 
ctgccacaat accgagggct cctacctgtg 
ggatggggcc atgtgtcgag atgtggacga 
ccggggcatg gagtgcaaga acctcatcgg 
gcggcccctg cctggctctg gggagggctg 
tgacctctgt gtcaacggcc gctgtgtcaa 
tgagggattc cagcccagcc ccacccttac 
ctttgccgag gtgctgcaga ccatgtgccg 
cagggccgag tgctgctgtg ggggtggccg 
cctgcccggc acctctgcct acaggaagct 
gggccgagat gtagatgaat gccgtatgct 
caacagcctt ggctccttcc gctgccactg 
tactacctgc ctggatatgg atgagtgcag 
caaaaacacg aagggcagtt tcctgtgcag 
tggcaggacc tgcaaagacc tggacgaatg 
ctgtgtcaac actgtgggcg ccttcacctg 
ccaggcctgc ttcgacaatg atgagtgctc 
gcactgccac aacaccccgg gcagcttccg 
cagctcaggc catggctgtg aagatgtgaa 
tggctgtcag aaccagctag ggggctaccg 
ctcccagtgg gcccagtgtg tggatgagaa 
gagcgcctcc tgtcgcaaca ctcttggtgg 
ctttgatcag gccctcgggg gctgccagga 
ctgtagctac agctgtgcca acacgcctgg 
cttccgggtt gggcaagggc actgtgtctc 
caccccggac aaagaggagc tgctctcgtc 
cctctcccct cgggaccggc cacgacgcag 
cacccttgac tccgaggccc tgctgacctt 
cgagcgcatc ctggagctcc ggccggccct 
catcgtccgc ggaaacgagc aaggtttctt 
cctgcagctg gggcggaggc ggccggggcc 
catggcagga ccctggggtg tccagcaaga 
gaggctgaag gtgcaactgt cagttgcttt 
gtccagagaa gggggattct ggaactggga 
agattgaacc ccgaaactca ggaagagtga 
gcctctgcct gggcctctgt gccagccccg 
agacagcaag aagctgcaat gtgcaatccc 
ccctgtggtc accgtgtctg gccaatctca 
gccctggcgg ggggcagggg gttggcagga 



ggagatcccg aatgtctgta gccatggtga 5520 
tctgtgtcac cgtggattcc aggcctctgc 5580 
gtgtgaccgg cagccttgtg gaaatgggac 5640 
cctctgcttc cctggctttg tggtgacaca 5700 
tactaccctg gtggggcagg tgtgccgatt 5760 
ccactgcctc tgccaggatg gctttgagct 5820 
caatgagtgc ctcagccttg caggaacctg 5880 
ctccttccgc tgcatctgtc cccctggctt 5940 
cgacgagtgc tcagaggagc ccaacctctg 6000 
gagcttccag tgcctctgcc cacctggctt 6060 
tgacacacgg cagagtttct gcttcacccg 6120 
agctttcaac accaccaaga cccgctgctg 6180 
agacccctgc gaactgtgtc cccaggaagg 6240 
tggccacggg gcagtcccag gcccggatga 6300 
gaaccctggc gtctgcacta acggcgtctg 6360 
gtgtcccttt ggctacagcc tggacttcac 6420 
ctctgtcggc cacccctgtg ggcaagggac 6480 
tgcctgtgct gacggctttg agcctggcct 6540 
ctccctgaac ccgctgctct gtgccttccg 6600 
cacctgtcca gccggctaca ccctgcggga 6660 
gtgtgcagat ggtcagcagg actgccacgc 6720 
taccttcgcg tgcgtctgtc ccccaggcat 6780 
cacagatgac aatgaatgcc acgctcagcc 6840 
caccgcgggc agcttccggt gcgactgtga 6900 
cgagtgccac gacatccggc aggggccctg 6960 
gtctctgtcc agcagcagtg aggctgtcac 7020 
gggctggggg ccccgctgcg agctctgtcc 7080 
gtgcccccat ggctcaggct acactgctga 7140 
tgctcacctg tgtgctcatg gggagtgcat 7200 
tcaggccggg tacacaccgg atgctactgc 7260 
ccaggtcccc aagccatgta ccttcctctg 7320 
ctgtccccga ggctacctgc tggaggagga 7380 
cacctcccgg cagcacaact gtcagttcct 7440 
ccgctgtcca cccggcttca cccagcacca 7500 
agcccagcct ggcccatgtg gtgcccacgg 7560 
ctgtgaatgc caccaaggct tcaccctggt 7620 
tgaatgtgat gggccccacc gctgccagca 7680 
ctgcagctgc ccccaggctt tcacccagca 7740 
tgagtgtgcc ctgtcgcccc ccacctgcgg 7800 
cttccgctgc gtctgcccct ccggctttga 7860 
ggtggatgag tgcgccggac ggcgtggccc 7920 
tggcttcctg tgcggctgtc ctcaaggcta 7980 
cggcctgggc ttcagccccg gaccccagga 8040 
tgaagcctgc tacgaatgca agatcaatgg 8100 
tgcccacagg gaccaccagg tgaacctggc 8160 
gggcctgaac ctctcacacc tgggccgggc 8220 
ggagggtcta gagggccgga tccgctacgt 8280 
tcgcatgcat cacctccgtg gcgtcagctc 8340 
tggaacctac cggctggagg tggtgagcca 8400 
ggggcagcca gggccatggg gccaggcctt 8460 
agttgggagg agcctcagtg ggccccagct 8520 
aggactgatc cccagaagcg atggctgacc 8580 
aatgctacac gacaacctca ggcaagcccg 8640 
ggggcccccc agttactcag tctttcctgg 8700 
cctgccccca cagccaaggt caggaagagg 8760 
ggctttcact tctgtactgc actgtggctt 8820 
catggcaatg ggcaactggg gtgggcacag 8880 
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ggcttattcc tcggagtaga agggtgtaca 
atttgccccc catttggaga atgcttttat 
ttgggttaag tctgcctgcc ctttggcaag 
ctgggcgagg cagatcttgt gcctggggaa 
taataatggc tcacgcttcc tgaccacgta 
ttattttttc tgagacaggg tcttgctctg 
gtggctccct gtggtcgcca ctttccgggc 
aagtagctgg gaccaaaggt gcacgccacc 
tctttctctt tctttttgag accagcccgg 



gggggcccag actccacagt gacttgccac 8940 
atcaaaagtg gagacgataa taaagttatt 9000 
ttcttgaagt aagtagatgc tgccctcgga 9060 
gcagaaggcc ttatgggctc cccagaatgg 9120 
ctacatacca gacaccattc gatttttttt 9180 
ttgcctaggt tggagtgcag tggcgcgatc 9240 
tcgagcaatc ctcccacctc agcctctccc 9300 
acacccagct aattttttta aatttctttt 9360 
ccaacatgac gaaaccccat ctctaata 9418 



<210> 12 

<211> 2845 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Thr Leu Glu Gly Leu Tyr Leu Ala Arg Gly Pro Leu Ala Arg Leu 
15 10 15 

Leu Leu Ala Trp Ser Ala Leu Leu Cys Met Ala Gly Gly Gin Gly Arg 

20 25 30 

Trp Asp Gly Ala Leu Glu Ala Ala Gly Pro Gly Arg Val Arg Arg Arg 
35 40 45 

Gly Ser Pro Gly lie Leu Gin Gly Pro Asn Val Cys Gly Ser Arg Phe 
50 55 60 

His Ala Tyr Cys Cys Pro Gly Trp Arg Thr Phe Pro Gly Arg Ser Gin 
65 70 75 80 

Cys Val Val Pro He Cys Arg Arg Ala Cys Gly Glu Gly Phe Cys Ser 
85 90 95 

Gin Pro Asn Leu Cys Thr Cys Ala Asp Gly Thr Leu Ala Pro Ser Cys 
100 105 110 

Gly Val Ser Arg Ala He Cys Asp Arg Gly Cys His Asn Gly Gly Arg 
115 120 125 

Cys He Gly Pro Asn Arg Cys Ala Cys Val Tyr Gly Phe Met Gly Pro 
130 135 140 

Gin Cys Glu Arg Asp Tyr Arg Thr Gly Pro Cys Phe Gly Gin Val Gly 
145 150 155 160 

Pro Glu Gly Cys Gin His Gin Leu Thr Gly Leu Val Cys Thr Lys Ala 
165 170 175 

Leu Cys Cys Ala Thr Val Gly Arg Ala Trp Gly Leu Pro Cys Glu Leu 
180 185 190 

Cys Pro Ala Gin Pro His Pro Cys Arg Arg Gly Phe He Pro Asn He 
195 200 205 



His Thr Gly Ala Cys Gin Asp Val Asp Glu Cys Gin Ala Val Pro Gly 
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210 215 220 

Leu Cys Gin Gly Gly Ser Cys Val Asn Met Val Gly Ser Phe His Cys 
225 230 235 240 

Arg Cys Pro Val Gly His Arg Leu Ser Asp Ser Ser Ala Ala Cys Glu 
245 250 255 

Asp Tyr Asp Glu Cys Ser Thr lie Pro Gly He Cys Glu Gly Gly Glu 
260 265 270 

Cys Thr Asn Thr Val Ser Ser Tyr Phe Cys Lys Cys Pro Pro Gly Phe 
275 280 285 

Tyr Thr Ser Pro Asp Gly Thr Leu His Gly Gin Ser Arg Ala Gly Ala 
290 295 300 



Cys Phe Sex Val Leu i-he uiy Gly Arg Cys Ala Gly Asp Leu Ala Gly 
305 310 315 320 

His Tyr Thr Arg Arg Gin Cys Cys Cys Asp Arg Gly Arg Cys Trp Ala 
325 330 335 

Ala Gly Pro Val Pro Glu Leu Cys Pro Pro Arg Gly Ser Asn Glu Phe 
340 345 350 

Gin Gin Leu Cys Ala Gin Arg Leu Pro Leu Leu Pro Gly His Pro Gly 
355 360 365 

Leu Phe Pro Gly Leu Leu Gly Phe Gly Ser Asn Gly Met Gly Pro Pro 
370 375 380 

Leu Gly Pro Ala Arg Leu Asn Pro His Gly Ser Asp Ala Arg Gly He 
385 390 395 400 

Pro Ser Leu Gly Pro Gly Asn Ser Asn He Gly Thr Ala Thr Leu Asn 
405 410 415 

Gin Thr He Asp He Cys Arg His Phe Thr Asn Leu Cys Leu Asn Gly 
420 425 430 

Arg Cys Leu Pro Thr Pro Ser Ser Tyr Arg Cys Glu Cys Asn Val Gly 
435 440 445 

Tyr Thr Gin Asp Val Arg Gly Glu Cys He Asp Val Asp Glu Cys Thr 
450 455 460 

Ser Ser Pro Cys His His Gly Asp Cys Val Asn He Pro Gly Thr Tyr 
465 470 475 480 

His Cys Arg Cys Tyr Pro Gly Phe Gin Ala Thr Pro Thr Arg Gin Ala 
485 490 495 

Cys Val Asp Val Asp Glu Cys He Val Ser Gly Gly Leu Cys His Leu 
500 505 510 

Gly Arg Cys Val Asn Thr Glu Gly Ser Phe Gin Cys Val Cys Asn Ala 
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515 



520 



525 



Gly Phe Glu Leu Ser Pro Asp Gly Lys Asn Cys Val Asp His Asn Glu 
530 535 540 

Cys Ala Thr Ser Thr Met Cys Val Asn Gly Val Cys Leu Asn Glu Asp 
545 550 555 560 

Gly Ser Phe Ser Cys Leu Cys Lys Pro Gly Phe Leu Leu Ala Pro Gly 
565 570 575 

Gly His Tyr Cys Met Asp lie Asp Glu Cys Gin Thr Pro Gly lie Cys 
580 585 590 

Val Asn Gly His Cys Thr Asn Thr Glu Gly Ser Phe Arg Cys Gin Cys 
595 600 605 

Leu Gly Gly Leu Ala Val Gly Thr Asp Gly Arg Val Cys Val Asp Thr 
610 615 620 

His Val Arg Ser Thr Cys Tyr Gly Ala lie Glu Lys Gly Ser Cys Ala 
625 630 635 640 

Arg Pro Phe Pro Gly Thr Val Thr Lys Ser Glu Cys Cys Cys Ala Asn 
645 650 655 

Pro Asp His Gly Phe Gly Glu Pro Cys Gin Leu Cys Pro Ala Lys Asp 
660 665 670 

Ser Ala Glu Phe Gin Ala Leu Cys Ser Ser Gly Leu Gly lie Thr Thr 
675 680 685 

Asp Gly Arg Asp lie Asn Glu Cys Ala Leu Asp Pro Glu Val Cys Ala 
690 695 700 

Asn Gly Val Cys Glu Asn Leu Arg Gly Ser Tyr Arg Cys Val Cys Asn 
705 710 715 720 

Leu Gly Tyr Glu Ala Gly Ala Ser Gly Lys Asp Cys Thr Asp Val Asp 
725 730 735 

Glu Cys Ala Leu Asn Ser Leu Leu Cys Asp Asn Gly Trp Cys Gin Asn 
740 745 750 

Ser Pro Gly Ser Tyr Ser Cys Ser Cys Pro Pro Gly Phe His Phe Trp 
755 760 765 

Gin Asp Thr Glu lie Cys Lys Asp Val Asp Glu Cys Leu Ser Ser Pro 
770 775 780 

Cys Val Ser Gly Val Cys Arg Asn Leu Ala Gly Ser Tyr Thr Cys Lys 
785 790 795 800 

Cys Gly Pro Gly Ser Arg Leu Asp Pro Ser Gly Thr Phe Cys Leu Asp 
805 810 815 

Ser Thr Lys Gly Thr Cys Trp Leu Lys lie Gin Glu Ser Arg Cys Glu 
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820 825 830 

Val Asn Leu Gin Gly Ala Ser Leu Arg Ser Glu Cys Cys Ala Thr Leu 
835 840 845 

Gly Ala Ala Trp Gly Ser Pro Cys Glu Arg Cys Glu lie Asp Pro Ala 
850 855 860 

Cys Ala Arg Gly Phe Ala Arg Met Thr Gly Val Thr Cys Asp Asp Val 
865 870 875 880 

Asn Glu Cys Glu Ser Phe Pro Gly Val Cys Pro Asn Gly Arg Cys Val 
885 890 895 

Asn Thr Ala Gly Ser Phe Arg Cys Glu Cys Pro Glu Gly Leu Met Leu 
900 905 910 

Asp Ala Ser Gly Arg Leu Cys Val Asp Val Arg Leu Glu Pro Cys Phe 
915 920 925 

Leu Arg Trp Asp Glu Asp Glu Cys Gly Val Thr Leu Pro Gly Lys Tyr 
930 935 940 

Arg Met Asp Val Cys Cys Cys Ser lie Gly Ala Val Trp Gly Val Glu 
945 950 955 960 

Cys Glu Ala Cys Pro Asp Pro Glu Ser Leu Glu Phe Ala Ser Leu Cys 
965 970 975 

Pro Arg Gly Leu Gly Phe Ala Ser Arg Asp Phe Leu Ser Gly Arg Pro 
980 985 990 

Phe Tyr Lys Asp Val Asn Glu Cys Lys Val Phe Pro Gly Leu Cys Thr 
995 1000 1005 

His Gly Thr Cys Arg Asn Thr Val Gly Ser Phe His Cys Ala Cys Ala 
1010 1015 1020 

Gly Gly Phe Ala Leu Asp Ala Gin Glu Arg Asn Cys Thr Asp lie Asp 
1025 1030 1035 1040 

Glu Cys Arg He Ser Pro Asp Leu Cys Gly Gin Gly Thr Cys Val Asn 
1045 1050 1055 

Thr Pro Gly Ser Phe Glu Cys Glu Cys Phe Pro Gly Tyr Glu Ser Gly 
1060 1065 1070 

Phe Met Leu Met Lys Asn Cys Met Asp Val Asp Glu Cys Ala Arg Asp 
1075 1080 1085 

Pro Leu Leu Cys Arg Gly Gly Thr Cys Thr Asn Thr Asp Gly Ser Tyr 
1090 1095 1100 

Lys Cys Gin Cys Pro Pro Gly His Glu Leu Thr Ala Lys Gly Thr Ala 
1105 1110 1115 1120 

Cys Glu Asp He Asp Glu Cys Ser Leu Ser Asp Gly Leu Cys Pro His 
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1125 1130 1135 

Gly Gin Cys Val Asn Val lie Gly Ala Phe Gin Cys Ser Cys His Ala 
1140 1145 1150 

Gly Phe Gin Ser Thr Pro Asp Arg Gly Ala Thr Ser Ala Ser Cys Pro 
1155 1160 1165 

Thr Glu Gly His Val Gin Val Val Leu Gly Pro Gly Glu Gin Met Cys 
1170 1175 1180 

Thr Gly Trp Ser He Arg Ala Lys Leu Ser Thr Val Pro Asn Pro Ala 
1185 1190 1195 1200 

Pro Pro Asp Val Asp Glu Cys Glu Glu Asn Pro Arg Val Cys Asp Gin 
1205 1210 1215 

Gly His Cys Thr Asn Met Pro Gly Gly His Arg Cys Leu Cys Tyr Asp 
1220 1225 1230 

Gly Phe Met Ala Thr Pro Asp Met Arg Thr Cys Val Asp Val Asp Glu 
1235 1240 1245 

Cys Asp Leu Asn Pro His He Cys Leu His Gly Asp Cys Glu Asn Thr 
1250 1255 1260 

Lys Gly Ser Phe Val Cys His Cys Gin Leu Gly Tyr Met Val Arg Lys 
1265 1270 1275 1280 

Gly Ala Thr Gly Cys Ser Asp Val Asp Glu Cys Glu Val Gly Gly His 
1285 1290 1295 

Asn Cys Asp Ser His Ala Ser Cys Leu Asn He Pro Gly Ser Phe Ser 
1300 1305 1310 

Cys Arg Cys Leu Pro Gly Trp Val Gly Asp Gly Phe Glu Cys His Asp 
1315 1320 1325 

Leu Asp Glu Cys Val Ser Gin Glu His Arg Cys Ser Pro Arg Gly Asp 
1330 1335 1340 

Cys Leu Asn Val Pro Gly Ser Tyr Arg Cys Thr Cys Arg Gin Gly Phe 
1345 1350 1355 1360 

Ala Gly Asp Gly Phe Phe Cys Glu Asp Arg Asp Glu Cys Ala Glu Asn 
1365 1370 1375 

Val Asp Leu Cys Asp Asn Gly Gin Cys Leu Asn Ala Pro Gly Gly Tyr 
1380 1385 1390 

Arg Cys Glu Cys Glu Met Gly Phe Asp Pro Thr Glu Asp His Arg Ala 
1395 1400 1405 

Cys Gin Asp Val Asp Glu Cys Ala Gin Glu Asn Leu Cys Ala Phe Gly 
1410 1415 1420 

Ser Cys Glu Asn Leu Pro Gly Met Phe Arg Cys He Cys Asn Gly Gly 
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1425 1430 1435 1440 

Tyr Glu Leu Asp Arg Gly Gly Gly Asn Cys Thr Asp lie Asn Glu Cys 
1445 1450 1455 

Ala Asp Pro Val Asn Cys lie Asn Gly Val Cys lie Asn Thr Pro Gly 
1460 1465 1470 

Ser Tyr Leu Cys Ser Cys Pro Gin Asp Phe Glu Leu Asn Pro Ser Gly 
1475 1480 1485 

Val Gly Cys Val Asp Thr Arg Ala Gly Asn Cys Phe Leu Glu Thr His 
1490 1495 1500 

Asp Arg Gly Asp Ser Gly He Ser Cys Ser Ala Glu He Gly Val Gly 
1505 1510 1515 1520 

Val Thr Arg Ala Ser Cys Cys Cys Ser Leu Gly Arg Ala Trp Gly Asn 
1525 1530 .1535 

Pro Cys Glu Leu Cys Pro Met Ala Asn Thr Thr Glu Tyr Arg Thr Leu 
1540 1545 1550 

Cys Pro Gly Gly Glu Gly Phe Gin Pro Asn Arg He Thr Val He Leu 
1555 1560 1565 

Glu Asp He Asp Glu Cys Gin Glu Leu Pro Gly Leu Cys Gin Gly Gly 
1570 1575 1580 

Asp Cys Val Asn Thr Phe Gly Ser Phe Gin Cys Glu Cys Pro Pro Gly 
1585 1590 1595 1600 

Tyr His Leu Ser Glu His Thr Arg He Cys Glu Asp He Asp Glu Cys 
1605 1610 1615 

Ser Thr His Ser Gly He Cys Gly Pro Gly Thr Cys Tyr Asn Thr Leu 
1620 1625 1630 

Gly Asn Tyr Thr Cys Val Cys Pro Ala Glu Tyr Leu Gin Val Asn Gly 
1635 1640 1645 

Gly Asn Asn Cys Met Asp Met Arg Lys Ser Val Cys Phe Arg His Tyr 
1650 1655 1660 

Asn Gly Thr Cys Gin Asn Glu Leu Ala Phe Asn Val Thr Arg Lys Met 
1665 1670 1675 1680 

Cys Cys Cys Ser Tyr Asn He Gly Gin Ala Trp Asn Arg Pro Cys Glu 
1685 1690 1695 

Ala Cys Pro Thr Pro He Ser Pro Asp Tyr Gin He Leu Cys Gly Asn 
1700 1705 1710 

Gin Ala Pro Gly Phe Leu Thr Asp He His Thr Gly Lys Pro Leu Asp 
1715 1720 1725 

He Asp Glu Cys Gly Glu He Pro Ala He Cys Ala Asn Gly He Cys 
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1730 1735 1740 

He Asn Gin He Gly Ser Phe Arg Cys Glu Cys Pro Ala Gly Phe Asn 
1745 1750 1755 1760 

Tyr Asn Ser He Leu Leu Ala Cys Glu Asp Val Asp Glu Cys Gly Ser 
1765 1770 1775 

Arg Glu Ser Pro Cys Gin Gin Asn Ala Asp Cys He Asn He Pro Gly 
1780 1785 1790 

Ser Tyr Arg Cys Lys Cys Thr Arg Gly Tyr Lys Leu Ser Pro Gly Gly 
1795 1800 1805 

Ala Cys Val Gly Arg Asn Glu Cys Arg Glu He Pro Asn Val Cys Ser 
1810 1815 1820 

Kis Gly Asp Cys Met Asp Thr Glu Gly Ser Tyr Met Cys Leu Cys His 
1825 1830 1835 1840 

Arg Gly Phe Gin Ala Ser Ala Asp Gin Thr Leu Cys Met Asp He Asp 
1845 1850 1855 

Glu Cys Asp Arg Gin Pro Cys Gly Asn Gly Thr Cys Lys Asn He He 
1860 1865 1870 

Gly Ser Tyr Asn Cys Leu Cys Phe Pro Gly Phe Val Val Thr His Asn 
1875 1880 1885 

Gly Asp Cys Val Asp Phe Asp Glu Cys Thr Thr Leu Val Gly Gin Val 
1890 1895 1900 

Cys Arg Phe Gly His Cys Leu Asn Thr Ala Gly Ser Phe His Cys Leu 
1905 1910 1915 1920 

Cys Gin Asp Gly Phe Glu Leu Thr Ala Asp Gly Lys Asn Cys Val Asp 
1925 1930 1935 

Thr Asn Glu Cys Leu Ser Leu Ala Gly Thr Cys Leu Pro Gly Thr Cys 
1940 1945 1950 

Gin Asn Leu Glu Gly Ser Phe Arg Cys He Cys Pro Pro Gly Phe Gin 
1955 1960 1965 

Val Gin Ser Asp His Cys He Asp He Asp Glu Cys Ser Glu Glu Pro 
1970 1975 1980 

Asn Leu Cys Leu Phe Gly Thr Cys Thr Asn Ser Pro Gly Ser Phe Gin 
1985 1990 1995 2000 

Cys Leu Cys Pro Pro Gly Phe Val Leu Ser Asp Asn Gly His Arg Cys 
2005 2010 2015 

Phe Asp Thr Arg Gin Ser Phe Cys Phe Thr Arg Phe Glu Ala Gly Lys 
2020 2025 2030 



Cys Ser Val Pro Lys Ala Phe Asn Thr Thr Lys Thr Arg Cys Cys Cys 
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2035 2040 2045 

Ser Lys Arg Pro Gly Glu Gly Trp Gly Asp Pro Cys Glu Leu Cys Pro 
2050 2055 2060 

Gin Glu Gly Ser Ala Ala Phe Gin Glu Leu Cys Pro Phe Gly His Gly 
2065 2070 2075 2080 

Ala Val Pro Gly Pro Asp Asp Ser Arg Glu Asp Val Asn Glu Cys Ala 
2085 2090 2095 

Glu Asn Pro Gly Val Cys Thr Asn Gly Val Cys Val Asn Thr Asp Gly 
2100 2105 2110 

Ser Phe Arg Cys Glu Cys Pro Phe Gly Tyr Ser Leu Asp Phe Thr Gly 
2115 2120 2125 

He Asn Cys Val Asp Thr Asp Glu Cys Ser Val Gly His Pro Cys Gly 
2130 2135 2140 

Gin Gly Thr Cys Thr Asn Val He Gly Gly Phe Glu Cys Ala Cys Ala 
2145 2150 2155 2160 

Asp Gly Phe Glu Pro Gly Leu Met Met Thr Cys Glu Asp He Asp Glu 
2165 2170 2175 

Cys Ser Leu Asn Pro Leu Leu Cys Ala Phe Arg Cys His Asn Thr Glu 
2180 2185 2190 

Gly Ser Tyr Leu Cys Thr Cys Pro Ala Gly Tyr Thr Leu Arg Glu Asp 
2195 2200 2205 

Gly Ala Met Cys Arg Asp Val Asp Glu Cys Ala Asp Gly Gin Gin Asp 
2210 2215 2220 

Cys His Ala Arg Gly Met Glu Cys Lys Asn Leu He Gly Thr Phe Ala 
2225 2230 2235 2240 

Cys Val Cys Pro Pro Gly Met Arg Pro Leu Pro Gly Ser Gly Glu Gly 
2245 2250 2255 

Cys Thr Asp Asp Asn Glu Cys His Ala Gin Pro Asp Leu Cys Val Asn 
2260 2265 2270 

Gly Arg Cys Val Asn Thr Ala Gly Ser Phe Arg Cys Asp Cys Asp Glu 
2275 2280 2285 

Gly Phe Gin Pro Ser Pro Thr Leu Thr Glu Cys His Asp He Arg Gin 
2290 2295 2300 

Gly Pro Cys Phe Ala Glu Val Leu Gin Thr Met Cys Arg Ser Leu Ser 
2305 2310 2315 2320 

Ser Ser Ser Glu Ala Val Thr Arg Ala Glu Cys Cys Cys Gly Gly Gly 
2325 2330 2335 

Arg Gly Trp Gly Pro Arg Cys Glu Leu Cys Pro Leu Pro Gly Thr Ser 
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2340 2345 2350 

Ala Tyr Arg Lys Leu Cys Pro His Gly Ser Gly Tyr Thr Ala Glu Gly 
2355 2360 2365 

Arg Asp Val Asp Glu Cys Arg Met Leu Ala His Leu Cys Ala His Gly 
2370 2375 2380 

Glu Cys lie Asn Ser Leu Gly Ser Phe Arg Cys His Cys Gin Ala Gly 
2385 2390 2395 2400 

Tyr Thr Pro Asp Ala Thr Ala Thr Thr Cys Leu Asp Met Asp Glu Cys 
2405 2410 2415 

Ser Gin Val Pro Lys Pro Cys Thr Phe Leu Cys Lys Asn Thr Lys Gly 
2420 2425 2430 

Ser Phe Lsu Cys Ser Cys Fro Arg Gly Tyr Leu Leu Glu Glu Asp Gly 
2435 2440 2445 

Arg Thr Cys Lys Asp Leu Asp Glu Cys Thr Ser Arg Gin His Asn Cys 
2450 2455 2460 

Gin Phe Leu Cys Val Asn Thr Val Gly Ala Phe Thr Cys Arg Cys Pro 
2465 2470 2475 2480 

Pro Gly Phe Thr Gin His His Gin Ala Cys Phe Asp Asn Asp Glu Cys 
2485 2490 2495 

Ser Ala Gin Pro Gly Pro Cys Gly Ala His Gly His Cys His Asn Thr 
2500 2505 2510 

Pro Gly Ser Phe Arg Cys Glu Cys His Gin Gly Phe Thr Leu Val Ser 
2515 2520 2525 

Ser Gly His Gly Cys Glu Asp Val Asn Glu Cys Asp Gly Pro His Arg 
2530 2535 2540 

Cys Gin His Gly Cys Gin Asn Gin Leu Gly Gly Tyr Arg Cys Ser Cys 
2545 2550 2555 2560 

Pro Gin Ala Phe Thr Gin His Ser Gin Trp Ala Gin Cys Val Asp Glu 
2565 2570 2575 

Asn Glu Cys Ala Leu Ser Pro Pro Thr Cys Gly Ser Ala Ser Cys Arg 
2580 2585 2590 

Asn Thr Leu Gly Gly Phe Arg Cys Val Cys Pro Ser Gly Phe Asp Phe 
2595 2600 2605 

Asp Gin Ala Leu Gly Gly Cys Gin Glu Val Asp Glu Cys Ala Gly Arg 
2610 2615 2620 

Arg Gly Pro Cys Ser Tyr Ser Cys Ala Asn Thr Pro Gly Gly Phe Leu 
2625 2630 2635 2640 

Cys Gly Cys Pro Gin Gly Tyr Phe Arg Val Gly Gin Gly His Cys Val 
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2645 



2650 



2655 



Ser Gly Leu Gly Phe Ser Pro Gly Pro Gin Asp Thr Pro Asp Lys Glu 
2660 2665 2670 

Glu Leu Leu Ser Ser Glu Ala Cys Tyr Glu Cys Lys lie Asn Gly Leu 
2675 2680 2685 

Ser Pro Arg Asp Arg Pro Arg Arg Ser Ala His Arg Asp His Gin Val 
2690 2695 2700 

Asn Leu Ala Thr Leu Asp Ser Glu Ala Leu Leu Thr Leu Gly Leu Asn 
2705 2710 2715 2720 

Leu Ser His Leu Gly Arg Ala Glu Arg lie Leu Glu Leu Arg Pro Ala 
2725 2730 2735 

Leu Glu Gly Leu Glu Gly Arg lie Arg Tyr Val lie Val Arg Gly Asn 
2740 2745 2750 



Glu Gin Gly Phe Phe 
2755 

Gin Leu Gly Arg Arg 
2770 

Val Ser His Met Ala 
2785 : 

Gly Pro Trp Gly Gin 
2805 

Leu Val Gly Arg Ser 
2820 

Phe Trp Asn Trp Glu Gly Leu lie 
2835 2840 



' Val Ser Ser Leu 
2765 

Arg Leu Glu Val 



Glu Gly Gin Pro 
2800 

Leu Ser Val Ala 
2815 

Arg Glu Gly Gly 
2830 

Pro Arg Ser Asp Gly 
2845 



Arg Met His His Leu Arg Gly 
2760 

Arg Pro Gly Pro Gly Thr Tyr 
2775 2780 

Gly Pro Trp Gly Val Gin Gin 
2790 2795 

Ala Leu Arg Leu Lys Val Gin 
2810 

Leu Ser Gly Pro Gin Leu Ser 
2825 



<210> 13 

<211> 8219 

<212> DNA 

<213> Homo sapiens 

<400> 13 

atctagggct gactctgctt cctctccgca 
ggtctgtatt tggcaagggg ccccctggcc 
tgcatggcag gtggccaagg ccgctgggac 
gtgcggaggc ggggcagccc aggcatcttg 
catgcctact gctgtccagg ctggaggaca 
atctgtaggc gcgcctgcgg tgaaggcttc 
gatgggacgc tggctcccag ctgcggggtg 
atgaatgggg gcacctgccg gggggcgtcc 
gtgtgtgggc agcccatctg tgaccgcggc 
aaccgctgcg cctgtgtgta tggcttcatg 
ggatcctgct ttggccaagt aggccccgag 
tgcaccaagg cactttgctg tgccactgtg 



gcctccaggg gacacgccat gactctggag 60 
cggctcctgc tggcctggtc ggccctgttg 120 
ggggccttgg aggctgcagg tcctggacgt 180 
caggggccga atgtgtgcgg ctcccggttc 240 
ttccctggca ggagccagtg tgtcgtaccc 300 
tgctcccagc ccaacctgtg cacctgtgcg 360 
agccgagggt cagggtgcag tgtgagctgt 420 
tgtctgtgtc agaagggcta cacaggcacc 480 
tgccacaatg ggggtcgctg cattgggccc 540 
ggacctcaat gtgagagaga ttaccggacg 600 
gggtgccagc atcagctgac gggcctcgtg 660 
ggccgtgcct ggggccttcc atgtgaactt 720 
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tgccctgcac agccacaccc ctgccgccgc 
tgccaagatg tggatgagtg ccaggctgtg 
aacatggtgg gctccttcca ttgccgctgt 
gccgcatgtg aagactaccg ggccggcgcc 
gctggagacc tcgccggcca ctacactcgc 
tgggcagctg gcccggtccc tgagctgtgt 
ctgtgcgccc agcggctgcc gctgctaccc 
ggcttcggat ccaatggcat gggtccccct 
tctgatgcgc gtgggatccc cagcctgggc 
ctgaaccaga ccattgacat ctgccgacac 
ctgcccacgc cttccagcta ccgctgcgag 
ggcgagtgca ttgatgtaga cgaatgcacc 
aacatccccg gcacctacca ctgccggtgc 
caggcatgcg tggatgtgga cgagtgcatt 
tgtgtcaaca cagagggcag cttccagtgt 
gacggcaaga actgtgtgga ccacaacgag 
gtgtgtctca acgaggatgg cagcttctcc 
cctggcggcc actactgcat ggacattgac 
ggccactgta ccaacaccga gggctccttc 
ggcacggatg gccgcgtgtg cgtggacacc 
gagaagggct cctgtgcccg ccccttccct 
gccaatccgg accacggttt tggggagccc 
gagttccagg cactgtgcag cagtgggctt 
gagtgtgctc tggatcctga ggtttgtgcc 
taccgctgtg tctgcaacct gggttatgag 
gtggatgagt gtgccctcaa cagcctcctg 
ggcagctaca gctgctcctg cccccccggc 
aaagatgtcg acgaatgcct gtccagcccg 
ggctcctaca cctgcaaatg tggccctggc 
ctagacagca ccaagggcac ctgctggctg 
cttcagggag ccagcctgcg gtctgagtgc 
ccctgcgaac gctgcgagat cgaccctgcc 
gtcacctgcg atgatgtgaa cgagtgtgag 
tgcgtcaaca ctgctgggtc tttccgctgt 
tcaggccggc tgtgcgtgga tgtgagattg 
gagtgtgcaa gggacccgct gctctgctgg 
tacaagtgcc agtgtccccc tgggcatgag 
atcgatgagt gctccctgag tgatggcctg 
ggtgccttcc agtgctcctg ccatgccggc 
gtggacatca acgaatgccg ggtccagaat 
gagggcagct accggtgcag ctgtgggcag 
tgtgcagacg tggacgagtg tgaagagaac 
aacatgccag ggggtcaccg ctgcctgtgc 
aggacatgtg ttgatgtgga tgagtgtgac 
tgcgagaaca cgaagggttc ctttgtctgc 
ggggccacag gctgctctga tgtggatgaa 
cacgcctcct gtctcaacat cccggggagt 
ggggatggct tcgaatgtca cgacctggat 
ccaagaggtg actgtctcaa tgtccctggc 
gccggggatg gcttcttctg ctcagacagg 
gacaacgggc agtgcctcaa tgcgcccggc 
gaccccaccg aggaccaccg ggcctgccag 
gcatttggga gctgtgagaa cctgcctgga 
gaactggacc gagggggtgg caactgcaca 
aactgcatca acggcgtgtg cattaacacc 
gattttgagc tgaaccccag cggagtgggc 
ctggagacgc atgaccgagg ggacagtggc 



ggcttcatcc ccaatatcca cacgggggcc 780 
ccaggcctgt gccagggagg cagctgcgtc 840 
ccagttggac accggctcag tgacagcagc 900 
tgcttctcag tgcttttcgg gggccgctgt 960 
aggcagtgct gctgtgacag gggcaggtgc 1020 
cctcctcggg gctccaatga attccagcaa 1080 
ggccaccctg gcctcttccc tggcctcctg 1140 
cttgggccag cgcgactcaa cccccatggc 1200 
cctggcaact ctaatattgg cactgctacc 1260 
ttcaccaacc tgtgtctgaa tggccgctgc 1320 
tgtaacgtgg gctacaccca ggacgtgcgc 1380 
agcagcccct gccaccacgg tgactgcgtc 1440 
tacccgggct tccaggccac gcccaccagg 1500 
gtcagtggtg gcctttgtca cctgggccgc 1560 
gtctgcaatg caggcttcga gctcagccct 1620 
tgtgccacca gcaccatgtg cgtcaacggc 1680 
tgcctctgca aacccggctt cctgctggcg 1740 
gagtgccaga cgcccggcat ctgcgtgaac 1800 
cgctgccagt gcctgggggg gctggcggta 1860 
cacgtgcgca gcacctgcta tggggccatc 1920 
ggcactgtca ccaagtcgga gtgctgctgt 1980 
tgccagcttt gtcctgccaa aaactccgct 2040 
ggcattacca cggatggtcg agacatcaac 2100 
aatggcgtgt gcgagaacct tcggggcagc 2160 
gcaggtgcct caggcaagga ctgcacagac 2220 
tgtgacaacg ggtggtgcca gaatagccct 2280 
ttccacttct ggcaggacac ggagatctgc 2340 
tgtgtgagtg gcgtttgtcg gaacctggcc 2400 
agccggctgg acccctctgg taccttctgt 2460 
aagatccagg agagccgctg tgaggtgaac 2520 
tgcgccaccc tcggggcagc ctgggggagc 2580 
tgtgcccggg gctttgcccg gatgacgggt 2640 
tccttcccgg gagtctgtcc caacgggcgt 2700 
gagtgtccag agggcctgat gctggacgcc 2760 
gaaccatgtt tcctgcgatg ggatgaggat 2820 
ggaggcactt gcaccaacac ggatgggagc 2880 
ctgacggcca agggcactgc ctgtgaggac 2940 
tgtccccatg gccagtgtgt caatgtcatc 3000 
ttccagagca cacctgaccg ccagggctgc 3060 
ggtgggtgtg acgtgcactg tattaacact 3120 
ggctactcgc tgatgcccga cggaagggca 3180 
ccccgcgttt gtgaccaagg ccactgcacc 3240 
tatgatggct tcatggccac gccagacatg 3300 
ctgaaccctc acatctgcct ccatggggac 3360 
cactgtcagc tgggctacat ggtcaggaag 3420 
tgcgaggttg gaggacacaa ctgtgacagt 3480 
ttcagctgta ggtgcctgcc aggctgggtg 3540 
gaatgcgtct cccaggagca ccggtgcagc 3600 
tcctaccgct gcacctgccg ccagggcttt 3660 
gatgaatgtg ccgagaacgt ggacctctgt 3720 
gggtaccgct gtgaatgtga gatgggcttt 3780 
atggacgagt gtgcgcaagg gaacctctgt 3840 
atgttccgct gcatctgcaa tggtggctac 3900 
acagacatca acgagtgtgc agacccagta 3960 
cccggcagct acctctgcag ctgcccccag 4020 
tgcgtggaca ctcgggccgg gaactgtttc 4080 
atttcctgca gtgccgagat cggagttggt 4140 



58 



gtcacccgag cttcctgctg ttgctccctg 
tgccctatgg ccaacaccac tgagtacaga 
cctaaccgca tcactgtcat tctggaagac 
tgtcaggggg gtgactgcgt caacacgttt 
taccacctca gtgagcacac ccgcatctgt 
ggcatctgtg gccctggcac ctgctacaac 
gcagagtacc tccaagtcaa tggtggcaac 
ttccggcact ataacggcac atgtcaaaat 
tgttgctgct cctacaacat tggccaggcc 
cccatcagtc ctgactacca gatcctgtgt 
atccacacgg ggaagcccct tgacattgat 
aatggcatct gcataaacca gatcgggagt 
tacaacagca tcctgctggc ttgtgaagat 
tgccagcaga atgctgactg catcaacatc 
gggtacaaac tgtcgccagg cggggcttgt 
aatgtctgta gccatggtga ctgcatggac 
cgtggattcc aggcctctgc agaccagacc 
cagccttgtg gaaatgggac ctgcaagaac 
cctggctttg tggtgacaca caatggggat 
gtggggcagg tgtgccgatt tggccattgc 
tgccaggatg gctttgagct cacagctgat 
ctcagccttg caggaacctg cctacccggc 
tgcatctgtc cccctggctt ccaggtgcag 
tcagaggagc ccaacctctg cctctttggc 
tgcctctgcc cacctggctt tgtcctctct 
cagagtttct gcttcacccg ttttgaggct 
accaccaaga cccgctgctg ctgcagtaag 
gaactgtgtc cccaggagga ctcccctccc 
tgcccctttg gccacggggc agtcccaggc 
tgtgcagaga accctggcgt ctgcactaac 
cgctgtgagt gtccctttgg ctacagcctg 
gacgagtgct ctgtcggcca cccctgtggg 
ttcgaatgtg cctgtgctga cggctttgag 
gacgaatgct ccctgaaccc gctgctctgt 
tacctgtgca cctgtccagc cggctacacc 
gtggacgagt gtgcagatgg tcagcaggac 
ctcatcggta ccttcgcgtg cgtctgtccc 
gagggctgca cagatgacaa tgaatgccac 
tgtgtcaaca ccgcgggcag cttccggtgc 
acccttaccg agtgccacga catccggcag 
atgtgccggt ctctgtccag cagcagtgag 
ggtggccggg gctgggggcc ccgctgcgag 
aggaagctgt gcccccatgg ctcaggctac 
cgtatgcttg ctcacctgtg tgctcatggg 
tgccactgtc aggccgggta cacaccggat 
gagtgcagcc aggtccccaa gccatgtacc 
ctgtgcagct gtccccgagg ctacctgctg 
gacgaatgca cctcccggca gcacaactgt 
ttcacctgcc gctgtccacc cggcttcacc 
gagtgctcag cccagcctgg cccatgtggt 
agcttccgct gtgaatgcca ccaaggcttc 
gatgtgaatg aatgtgatgg gccccaccgc 
ggctaccgct gcagctgccc ccaggctttc 
gatgagaatg agtgtgccct gtcgcccccc 
cttggtggct tccgctgcgt ctgcccctcc 
tgccaggagg tggatgagtg cgccggacgg 
acgcctggtg gcttcctgtg cggctgtcct 



ggccgggctt ggggcaatcc ctgtgagctg 4200 
accctgtgcc cgggtggtga gggcttccag 4260 
atcgacgagt gccaagagct gccagggctg 4320 
ggcagtttcc agtgtgagtg cccacctggc 4380 
gaggatattg acgaatgctc cacacactcc 4440 
accctgggga actacacctg tgtctgccct 4500 
aactgcatgg atatgaggaa gagtgtctgc 4560 
gagctggcct tcaacgtgac ccggaaaatg 4620 
tggaatagac cctgtgaggc ctgccccact 4680 
ggaaatcagg ccccgggatt cctcactgac 4740 
gagtgtgggg agatccccgc catctgtgcc 4800 
ttccgctgcg agtgccccgc aggcttcaac 4860 
gtcgatgagt gtggcagcag ggagagtccc 4920 
cccggtagct accgctgcaa gtgcacccga 4980 
gtgggacgga atgagtgtcg ggagatcccg 5040 
acagaaggca gctacatgtg tctgtgtcac 5100 
ctgtgcatgg acattgacga gtgtgaccgg 5160 
atcattggct cctacaactg cctctgcttc 5220 
tgtgtggatt ttgatgagtg tactaccctg 5280 
ctcaacacag ctggttcctt ccactgcctc 5340 
gggaagaact gtgtggacac caatgagtgc 5400 
acttgccaga acctcgaggg ctccttccgc 5460 
agtgaccact gcattgatat cgacgagtgc 5520 
acctgtacca acagccctgg gagcttccag 5580 
gacaatgggc accgttgctt tgacacacgg 5640 
gggaagtgct cggtgcccaa agctttcaac 5700 
aggcctgggg agggctgggg agacccctgc 5760 
cctctccgtc cagctgcctt tcaggagctc 5820 
ccggatgact cccgagaaga cgtgaatgag 5880 
ggcgtctgtg tcaacaccga tggatccttc 5940 
gacttcactg gcatcaactg tgaggacaca 6000 
caagggacat gcaccaatgt catcggaggc 6060 
cctggcctca tgatgacctg cgaggacatc 6120 
gccttccgct gccacaatac cgagggctcc 6180 
ctgcgggagg atggggccat gtgtcgagat 6240 
tgccacgccc ggggcatgga gtgcaagaac 6300 
ccaggcatgc ggcccctgcc tggctctggg 6360 
gctcagcctg acctctgtgt caacggccgc 6420 
gactgtgatg agggattcca gcccagcccc 6480 
gggccctgct ttgccgaggt gctgcagacc 6540 
gctgtcacca gggccgagtg ctgctgtggg 6600 
ctctgtcccc tgcccggcac ctctgcctac 6660 
actgctgagg gccgagatgt agatgaatgc 6720 
gagtgcatca acagccttgg ctccttccgc 6780 
gctactgcta ctacctgcct ggatatggat 6840 
ttcctctgca aaaacacgaa gggcagtttc 6900 
gaggaggatg gcaggacctg caaagacctg 6960 
cagttcctct gtgtcaacac tgtgggcgcc 7020 
cagcaccacc aggcctgctt cgacaatgat 7080 
gcccacgggc actgccacaa caccccgggc 7140 
accctggtca gctcaggcca tggctgtgaa 7200 
tgccagcatg gctgtcagaa ccagctaggg 7260 
acccagcact cccagtgggc ccagtgtgtg 7320 
acctgcggga gcgcctcctg tcgcaacact 7380 
ggctttgact ttgatcaggc cctcgggggc 7440 
cgtggcccct gtagctacag ctgtgccaac 7500 
caaggctact tccgggttgg gcaagggcac 7560 
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tgtgtctccg gcctgggctt cagccccgga ccccaggaca ccccggacaa agaggagctg 7620 
ctctcgtctg aagcctgcta cgaatgcaag atcaatggcc tctcccctcg ggaccggcca 7680 
cgacgcagtg cccacaggga ccaccaggtg aacctggcca cccttgactc cgaggccctg 7740 
ctgaccttgg gcctgaacct ctcacacctg ggccgggccg agcgcatcct ggagctccgg 7800 
ccggccctgg agggtctaga gggccggatc cgctacgtca tcgtccgcgg aaacgagcaa 7860 
ggtttctttc gcatgcatca cctccgtggc gtcagctccc tgcagctggg gcggaggcgg 7920 
ccggggcctg gaacctaccg gctggaggtg gtgagccaca tggcaggacc ctggggtgtc 7980 
cagcaagagg ggcagccagg gccatggggc caggccttga ggctgaaggt gcaactgtca 8040 
gttgctttag ttgggaggag cctcagtggg ccccagctgt ccagagaagg gggattctgg 8100 
aactgggaag gactgatccc cagaagcgat ggctgaccag attgaacccc gaaactcagg 8160 
aagagtgaaa tgctacacga caacctcagg caagcccggc ctctgcctgg gcctctgtg 8219 



<210> 14 

<211> 2695 

<212> PRT 

<213> Homo sapiens 

<400> 14 

Met Thr Leu Glu Gly Leu Tyr Leu Ala Arg Gly Pro Leu Ala Arg Leu 
15 10 15 

Leu Leu Ala Trp Ser Ala Leu Leu Cys Met Ala Gly Gly Gin Gly Arg 
20 25 30 

Trp Asp Gly Ala Leu Glu Ala Ala Gly Pro Gly Arg Val Arg Arg Arg 
35 40 45 

Gly Ser Pro Gly lie Leu Gin Gly Pro Asn Val Cys Gly Ser Arg Phe 
50 55 60 

His Ala Tyr Cys Cys Pro Gly Trp Arg Thr Phe Pro Gly Arg Ser Gin 
65 70 75 80 

Cys Val Val Pro lie Cys Arg Arg Ala Cys Gly Glu Gly Phe Cys Ser 
85 90 95 

Gin Pro Asn Leu Cys Thr Cys Ala Asp Gly Thr Leu Ala Pro Ser Cys 
100 105 110 

Gly Val Ser Arg Gly Ser Gly Cys Ser Val Ser Cys Met Asn Gly Gly 
115 120 125 

Thr Cys Arg Gly Ala Ser Cys Leu Cys Gin Lys Gly Tyr Thr Gly Thr 
130 135 140 

Val Cys Gly Gin Pro lie Cys Asp Arg Gly Cys His Asn Gly Gly Arg 
145 150 155 160 

Cys lie Gly Pro Asn Arg Cys Ala Cys Val Tyr Gly Phe Met Gly Pro 
165 170 175 

Gin Cys Glu Arg Asp Tyr Arg Thr Gly Ser Cys Phe Gly Gin Val Gly 
180 185 190 

Pro Glu Gly Cys Gin His Gin Leu Thr Gly Leu Val Cys Thr Lys Ala 
195 200 205 
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Leu Cys Cys Ala Thr Val Gly Arg Ala Trp Gly Leu Pro Cys Glu Leu 
210 215 220 

Cys Pro Ala Gin Pro His Pro Cys Arg Arg Gly Phe He Pro Asn He 
225 230 235 240 

His Thr Gly Ala Cys Gin Asp Val Asp Glu Cys Gin Ala Val Pro Gly 
245 250 255 

Leu Cys Gin Gly Gly Ser Cys Val Asn Met Val Gly Ser Phe His Cys 
260 265 270 

Arg Cys Pro Val Gly His Arg Leu Ser Asp Ser Ser Ala Ala Cys Glu 
275 280 285 

Asp Tyr Arg Ala Gly Ala Cys Phe Ser Val Leu Phe Gly Gly Arg Cys 
290 235 300 

Ala fely Asp Leu Ala Gly His Tyr Thr Arg Arg Gin Cys Cys Cys Asp 
305 310 315 320 

Arg Gly Arg Cys Trp Ala Ala Gly Pro Val Pro Glu Leu Cys Pro Pro 
325 330 335 

Arg Gly Ser Asn Glu Phe Gin Gin Leu Cys Ala Gin Arg Leu Pro Leu 
340 345 350 

Leu Pro Gly His Pro Gly Leu Phe Pro Gly Leu Leu Gly Phe Gly Ser 
355 360 365 

Asn Gly Met Gly Pro Pro Leu Gly Pro Ala Arg Leu Asn Pro His Gly 
370 375 380 

Ser Asp Ala Arg Gly He Pro Ser Leu Gly Pro Gly Asn Ser Asn He 
385 390 395 400 

Gly Thr Ala Thr Leu Asn Gin Thr He Asp He Cys Arg His Phe Thr 
405 410 415 

Asn Leu Cys Leu Asn Gly Arg Cys Leu Pro Thr Pro Ser Ser Tyr Arg 
420 425 430 

Cys Glu Cys Asn Val Gly Tyr Thr Gin Asp Val Arg Gly Glu Cys He 
435 440 445 

Asp Val Asp Glu Cys Thr Ser Ser Pro Cys His His Gly Asp Cys Val 
450 455 460 



Asn He Pro Gly Thr Tyr His Cys Arg Cys Tyr Pro Gly Phe Gin Ala 
465 470 475 480 

Thr Pro Thr Arg Gin Ala Cys Val Asp Val Asp Glu Cys He Val Ser 
485 490 495 

Gly Gly Leu Cys His Leu Gly Arg Cys Val Asn Thr Glu Gly Ser Phe 
500 505 510 
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Gin Cys Val Cys Asn Ala Gly Phe Glu Leu Ser Pro Asp Gly Lys Asn 
515 520 525 

Cys Val Asp His Asn Glu Cys Ala Thr Ser Thr Met Cys Val Asn Gly 
530 535 540 

Val Cys Leu Asn Glu Asp Gly Ser Phe Ser Cys Leu Cys Lys Pro Gly 
545 550 555 560 

Phe Leu Leu Ala Pro Gly Gly His Tyr Cys Met Asp lie Asp Glu Cys 
565 570 575 

Gin Thr Pro Gly lie Cys Val Asn Gly His Cys Thr Asn Thr Glu Gly 
580 585 590 

Ser Phe Arg Cys Gin Cys Leu Gly Gly Leu Ala Val Gly Thr Asp Gly 
595 600 605 

Arg Val Cys Val Asp Thr His Val Arg Ser Thr Cys Tyr Gly Ala lie 
610 615 620 

Glu Lys Gly Ser Cys Ala Arg Pro Phe Pro Gly Thr Val Thr Lys Ser 
625 630 635 640 

Glu Cys Cys Cys Ala Asn Pro Asp His Gly Phe Gly Glu Pro Cys Gin 
645 650 655 

Leu Cys Pro Ala Lys Asn Ser Ala Glu Phe Gin Ala Leu Cys Ser Ser 
660 665 670 

Gly Leu Gly lie Thr Thr Asp Gly Arg Asp lie Asn Glu Cys Ala Leu 
675 680 685 

Asp Pro Glu Val Cys Ala Asn Gly Val Cys Glu Asn Leu Arg Gly Ser 
690 695 700 

Tyr Arg Cys Val Cys Asn Leu Gly Tyr Glu Ala Gly Ala Ser Gly Lys 
705 710 715 720 

Asp Cys Thr Asp Val Asp Glu Cys Ala Leu Asn Ser Leu Leu Cys Asp 
725 730 735 

Asn Gly Trp Cys Gin Asn Ser Pro Gly Ser Tyr Ser Cys Ser Cys Pro 
740 745 750 

Pro Gly Phe His Phe Trp Gin Asp Thr Glu lie Cys Lys Asp Val Asp 
755 760 765 

Glu Cys Leu Ser Ser Pro Cys Val Ser Gly Val Cys Arg Asn Leu Ala 
770 775 780 

Gly Ser Tyr Thr Cys Lys Cys Gly Pro Gly Ser Arg Leu Asp Pro Ser 
785 790 795 800 



Gly Thr Phe Cys Leu Asp Ser Thr Lys Gly Thr Cys Trp Leu Lys lie 
805 810 815 
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Gin Glu Ser Arg Cys Glu Val Asn Leu Gin Gly Ala Ser Leu Arg Ser 
820 825 830 



Glu Cys Cys Ala Thr Leu Gly Ala Ala Trp Gly Ser Pro Cys Glu Arg 
835 840 845 

Cys Glu lie Asp Pro Ala Cys Ala Arg Gly Phe Ala Arg Met Thr Gly 
850 855 860 

Val Thr Cys Asp Asp Val Asn Glu Cys Glu Ser Phe Pro Gly Val Cys 
865 870 875 880 

Pro Asn Gly Arg Cys Val Asn Thr Ala Gly Ser Phe Arg Cys Glu Cys 
885 890 895 

Pro Glu Gly Leu Met Leu Asp Ala Ser Gly Arg Leu Cys Val Asp Val 
900 905 910 

Arg Leu Glu Pro Cys Phe Leu Arg Trp Asp Glu Asp Glu Cys Ala Arg 
915 920 925 

Asp Pro Leu Leu Cys Trp Gly Gly Thr Cys Thr Asn Thr Asp Gly Ser 
930 935 940 

Tyr Lys Cys Gin Cys Pro Pro Gly His Glu Leu Thr Ala Lys Gly Thr 
945 950 955 960 

Ala Cys Glu Asp lie Asp Glu Cys Ser Leu Ser Asp Gly Leu Cys Pro 
965 970 975 

His Gly Gin Cys Val Asn Val lie Gly Ala Phe Gin Cys Ser Cys His 
980 985 990 

Ala Gly Phe Gin Ser Thr Pro Asp Arg Gin Gly Cys Val Asp lie Asn 
995 1000 1005 

Glu Cys Arg Val Gin Asn Gly Gly Cys Asp Val His Cys lie Asn Thr 
1010 1015 1020 

Glu Gly Ser Tyr Arg Cys Ser Cys Gly Gin Gly Tyr Ser Leu Met Pro 
1025 1030 1035 1040 

Asp Gly Arg Ala Cys Ala Asp Val Asp Glu Cys Glu Glu Asn Pro Arg 
1045 1050 1055 

Val Cys Asp Gin Gly His Cys Thr Asn Met Pro Gly Gly His Arg Cys 
1060 1065 1070 

Leu Cys Tyr Asp Gly Phe Met Ala Thr Pro Asp Met Arg Thr Cys Val 
1075 1080 1085 

Asp Val Asp Glu Cys Asp Leu Asn Pro His lie Cys Leu His Gly Asp 
1090 1095 1100 

Cys Glu Asn Thr Lys Gly Ser Phe Val Cys His Cys Gin Leu Gly Tyr 
1105 1110 1115 1120 
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Met Val Arg Lys Gly Ala Thr Gly Cys Ser Asp Val Asp Glu Cys Glu 
1125 1130 1135 

Val Gly Gly His Asn Cys Asp Ser His Ala Ser Cys Leu Asn lie Pro 
1140 1145 1150 

Gly Ser Phe Ser Cys Arg Cys Leu Pro Gly Trp Val Gly Asp Gly Phe 
1155 1160 1165 

Glu Cys His Asp Leu Asp Glu Cys Val Ser Gin Glu His Arg Cys Ser 
1170 1175 1180 

Pro Arg Gly Asp Cys Leu Asn Val Pro Gly Ser Tyr Arg Cys Thr Cys 
1185 1190 1195 1200 

Arg Gin Gly Phe Ala Gly Asp Gly Phe Phe Cys Ser Asp Arg Asp Glu 
1205 1210 1215 

Cys Ala Glu Asn Val Asp Leu Cys Asp Asn Gly Gin Cys Leu Asn Ala 
1220 1225 1230 

Pro Gly Gly Tyr Arg Cys Glu Cys Glu Met Gly Phe Asp Pro Thr Glu 
1235 1240 1245 

Asp His Arg Ala Cys Gin Met Asp Glu Cys Ala Gin Gly Asn Leu Cys 
1250 1255 1260 

Ala Phe Gly Ser Cys Glu Asn Leu Pro Gly Met Phe Arg Cys lie Cys 
1265 1270 1275 1280 

Asn Gly Gly Tyr Glu Leu Asp Arg Gly Gly Gly Asn Cys Thr Thr Asp 
1285 1290 1295 

lie Asn Glu Cys Ala Asp Pro Val Ash Cys lie Asn Gly Val Cys He 
1300 1305 1310 

Asn Thr Pro Gly Ser Tyr Leu Cys Ser Cys Pro Gin Asp Phe Glu Leu 
1315 1320 1325 

Asn Pro Ser Gly Val Gly Cys Val Asp Thr Arg Ala Gly Asn Cys Phe 
1330 1335 1340 

Leu Glu Thr His Asp Arg Gly Asp Ser Gly He Ser Cys Ser Ala Glu 
1345 1350 1355 1360 

He Gly Val Gly Val Thr Arg Ala Ser Cys Cys Cys Ser Leu Gly Arg 
1365 1370 1375 

Ala Trp Gly Asn Pro Cys Glu Leu Cys Pro Met Ala Asn Thr Thr Glu 
1380 1385 1390 

Tyr Arg Thr Leu Cys Pro Gly Gly Glu Gly Phe Gin Pro Asn Arg He 
1395 1400 1405 

Thr Val He Leu Glu Asp He Asp Glu Cys Gin Glu Leu Pro Gly Leu 
1410 1415 1420 
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Cys Gin Gly Gly Asp Cys Val Asn Thr Phe Gly Ser Phe Gin Cys Glu 
1425 1430 1435 1440 

Cys Pro Pro Gly Tyr His Leu Ser Glu His Thr Arg lie Cys Glu Asp 
1445 1450 1455 

He Asp Glu Cys Ser Thr His Ser Gly He Cys Gly Pro Gly Thr Cys 
1460 1465 1470 

Tyr Asn Thr Leu Gly Asn Tyr Thr Cys Val Cys Pro Ala Glu Tyr Leu 
1475 1480 1485 

Gin Val Asn Gly Gly Asn Asn Cys Met Asp Met Arg Lys Ser Val Cys 
1490 1495 1500 

Phe Arg His Tyr Asn Gly Thr Cys Gin Asn Glu Leu Ala Phe Asn Val 
1505 1510 1515 1520 

Thr Arg Lys Met Cys Cys Cys Ser Tyr Asn He Gly Gin Ala Trp Asn 
1525 1530 1535 

Arg Pro Cys Glu Ala Cys Pro Thr Pro He Ser Pro Asp Tyr Gin He 
1540 1545 1550 

Leu Cys Gly Asn Gin Ala Pro Gly Phe Leu Thr Asp He His Thr Gly 
1555 1560 1565 

Lys Pro Leu Asp He Asp Glu Cys Gly Glu He Pro Ala He Cys Ala 
1570 1575 1580 

Asn Gly He Cys He Asn Gin He Gly Ser Phe Arg Cys Glu Cys Pro 
1585 1590 1595 1600 

Ala Gly Phe Asn Tyr Asn Ser He Leu Leu Ala Cys Glu Asp Val Asp 
1605 1610 1615 

Glu Cys Gly Ser Arg Glu Ser Pro Cys Gin Gin Asn Ala Asp Cys He 
1620 1625 1630 

Asn He Pro Gly Ser Tyr Arg Cys Lys Cys Thr Arg Gly Tyr Lys Leu 
1635 1640 1645 

Ser Pro Gly Gly Ala Cys Val Gly Arg Asn Glu Cys Arg Glu He Pro 
1650 1655 1660 

Asn Val Cys Ser His Gly Asp Cys Met Asp Thr Glu Gly Ser Tyr Met 
1665 1670 1675 1680 

Cys Leu Cys His Arg Gly Phe Gin Ala Ser Ala Asp Gin Thr Leu Cys 
1685 1690 1695 

Met Asp He Asp Glu Cys Asp Arg Gin Pro Cys Gly Asn Gly Thr Cys 
1700 1705 1710 

Lys Asn He He Gly Ser Tyr Asn Cys Leu Cys Phe Pro Gly Phe Val 
1715 1720 1725 
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^^\7?n "^^^ Gl'^ Cys Thr Thr Leu 

1730 1735 ^^^Q 



Val^Gly Gin Val Cys Arg Phe Gly His Cys Leu Asn Thr Ala Gly Ser 

1760 



1745 1750 1755 



Phe His Cys Leu Cys Gin Asp Gly Phe Glu Leu Thr Ala Asp Gly Lys 
1765 1770 1775 

Asn Cys Val Asp Thr Asn Glu Cys Leu Ser Leu Ala Gly Thr Cys Leu 
1780 1785 ;^79Q 

Pro Gly Thr Cys Gin Asn Leu Glu Gly Ser Phe Arg Cys lie Cys Pro 
1795 1800 1805 

""^^ ""^m "'^ Glu Cys 

Ser Glu Glu Pro Asn Leu Cys Leu Phe Gly Thr Cys Thr Asn Ser Pro 
^^^^ ^830 1835 1840 

Gly ser Phe Gin Cys Leu Cys Pro Pro Gly Phe Val Leu Ser Asp Asn 
1845 1850 1855 

Gly His Arg Cys Phe Asp Thr Arg Gin Ser Phe Cys Phe Thr Arg Phe 
18^0 1865 1870 

Glu Ala Gly Lys Cys Ser Val Pro Lys Ala Phe Asn Thr Thr Lys Thr 
1875 1880 1885 

Arg^Cys Cys Cys Ser Lys^Arg Pro Gly Glu Glyjrp Gly Asp Pro Cys 

Gltx Leu cys Pro Gin Glu Asp Ser Pro Pro Pro Leu Arg Pro Ala Ala 
^^"^ 1910 1915 1920 

Phe Gin Glu Leu Cys Pro Phe Gly His Gly Ala Val Pro Gly Pro Asp 
1925 1930 1935 

Asp ser Arg Glu Asp Val Asn Glu Cys Ala Glu Asn Pro Gly Val Cys 
1940 1945 ig5Q 

Thr Asn Gly Val Cys Val Asn Thr Asp Gly Ser Phe Arg Cys Glu Cys 
1955 I960 1965 

ser Leu Asp Phe Thr Gly He Asn Cys Glu Asp Thr 
1970 1975 ^ggQ 

ASP Glu Cys Ser Val Gly His Pro Cys Gly Gin Gly Thr Cys Thr Asn 

1990 1995 2000 

Val He Gly Gly Phe Glu Cys Ala Cys Ala Asp Gly Phe Glu Pro Gly 
2005 2010 2015 

Leu Met Met Thr Cys Glu Asp He Asp Glu Cys Ser Leu Asn Pro Leu 
2020 2025 2030 
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Leu Cys Ala Phe Arg Cys His Asn Thr Glu Gly Ser Tyr Leu Cys Thr 
2035 2040 2045 



Cys Pro Ala Gly Tyr Thr Leu Arg Glu Asp Gly Ala Met Cys Arg Asp 
2050 2055 2060 

Val Asp Glu Cys Ala Asp Gly Gin Gin Asp Cys His Ala Arg Gly Met 
2065 2070 2075 2080 

Glu Cys Lys Asn Leu lie Gly Thr Phe Ala Cys Val Cys Pro Pro Gly 
2085 2090 2095 

Met Arg Pro Leu Pro Gly Ser Gly Glu Gly Cys Thr Asp Asp Asn Glu 
2100 2105 2110 

Cys His Ala Gin Pro Asp Leu Cys Val Asn Gly Arg Cys Val Asn Thr 
2115 2120 2125 

Ala Gly Ser Phe Arg Cys Asp Cys Asp Glu Gly Phe Gin Pro Ser Pro 
2130 2135 2140 

Thr Leu Thr Glu Cys His Asp lie Arg Gin Gly Pro Cys Phe Ala Glu 
2145 2150 2155 2160 

Val Leu Gin Thr Met Cys Arg Ser Leu Ser Ser Ser Ser Glu Ala Val 
2165 2170 2175 

Thr Arg Ala Glu Cys Cys Cys Gly Gly Gly Arg Gly Trp Gly Pro Arg 
2180 2185 2190 

Cys Glu Leu Cys Pro Leu Pro Gly Thr Ser Ala Tyr Arg Lys Leu Cys 
2195 2200 2205 

Pro His Gly Ser Gly Tyr Thr Ala Glu Gly Arg Asp Val Asp Glu Cys 
2210 2215 2220 

Arg Met Leu Ala His Leu Cys Ala His Gly Glu Cys lie Asn Ser Leu 
2225 2230 2235 2240 

Gly Ser Phe Arg Cys His Cys Gin Ala Gly Tyr Thr Pro Asp Ala Thr 
2245 2250 2255 

Ala Thr Thr Cys Leu Asp Met Asp Glu Cys Ser Gin Val Pro Lys Pro 
2260 2265 2270 

Cys Thr Phe Leu Cys Lys Asn Thr Lys Gly Ser Phe Leu Cys Ser Cys 
2275 2280 2285 

Pro Arg Gly Tyr Leu Leu Glu Glu Asp Gly Arg Thr Cys Lys Asp Leu 
2290 2295 2300 

Asp Glu Cys Thr Ser Arg Gin His Asn Cys Gin Phe Leu Cys Val Asn 
2305 2310 2315 2320 

Thr Val Gly Ala Phe Thr Cys Arg Cys Pro Pro Gly Phe Thr Gin His 
2325 2330 2335 
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His Gin Ala Cys 
2340 



Phe Asp Asn Asp Glu 
2345 



Cys Ser Ala Gin Pro Gly Pro 
2350 



Cys Gly Ala His Gly His Cys His Asn Thr Pro Gly Ser Phe Arg Cys 
2355 2360 2365 

Glu Cys His Gin Gly Phe Thr Leu Val Ser Ser Gly His Gly Cys Glu 
2370 2375 2380 

Asp Val Asn Glu Cys Asp Gly Pro His Arg Cys Gin His Gly Cys Gin 
2385 2390 2395 2400 

Asn Gin Leu Gly Gly Tyr Arg Cys Ser Cys Pro Gin Ala Phe Thr Gin 
2405 2410 2415 

His Ser Gin Trp Ala Gin Cys Val Asp Glu Asn Glu Cys Ala Leu Ser 
2420 2425 2430 



Pro Pro Thr Cys Gly Ser Ala Ser 
2435 2440 

Arg Cys Val Cys Pro Ser Gly Phe 
2450 2455 

Cys Gin Glu Val Asp Glu Cys Ala 
2465 2470 

Ser Cys Ala Asn Thr Pro Gly Gly 
2485 



Cys Arg Asn Thr Leu Gly Gly Phe 
2445 

Asp Phe Asp Gin Ala Leu Gly Gly 
2460 

Gly Arg Arg Gly Pro Cys Ser Tyr 
2475 2480 

Phe Leu Cys Gly Cys Pro Gin Gly 
2490 2495 



Tyr Phe Arg Val Gly Gin Gly His Cys Val Ser Gly Leu Gly Phe Ser 
2500 2505 2510 

Pro Gly Pro Gin Asp Thr Pro Asp Lys Glu Glu Leu Leu Ser Ser Glu 
2515 2520 2525 

Ala Cys Tyr Glu Cys Lys lie Asn Gly Leu Ser Pro Arg Asp Arg Pro 
2530 2535 2540 

Arg Arg Ser Ala His Arg Asp His Gin Val Asn Leu Ala Thr Leu Asp 
2545 2550 2555 2560 

Ser Glu Ala Leu Leu Thr Leu Gly Leu Asn Leu Ser His Leu Gly Arg 
2565 2570 2575 

Ala Glu Arg lie Leu Glu Leu Arg Pro Ala Leu Glu Gly Leu Glu Gly 
2580 2585 2590 

Arg He Arg Tyr Val He Val Arg Gly Asn Glu Gin Gly Phe Phe Arg 
2595 2600 2605 

Met His His Leu Arg Gly Val Ser Ser Leu Gin Leu Gly Arg Arg Arg 
2610 2615 2620 

Pro Gly Pro Gly Thr Tyr Arg Leu Glu Val Val Ser His Met Ala Gly 
2625 2630 2635 2640 
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Pro Trp Gly Val Gin Gin Glu Gly Gin Pro Gly Pro Trp Gly Gin Ala 
2645 2650 2655 

Leu Arg Leu Lys Val Gin Leu Ser Val Ala Leu Val Gly Arg Ser Leu 
2660 2665 2670 

Ser Gly Pro Gin Leu Ser Arg Glu Gly Gly Phe Trp Asn Trp Glu Gly 
2675 2680 , 2685 

Leu lie Pro Arg Ser Asp Gly 
2690 2695 



<210> 15 

<211> 9154 

<212> DNA 

<213> Homo sapiens 

<400> 15 

ctgactctgc ttcctctccg cagcctccag 
tttggcaagg ggccccctgg cccggctcct 
aggtggccaa ggccgctggg acggggcctt 
gcggggcagc ccaggcatct tgcaggggcc 
ctgctgtcca ggctggagga cattccctgg 
gcgcgcctgc ggtgaaggct tctgctccca 
gctggctccc agctgcgggg tgagccgagc 
tcgctgcatt gggcccaacc gctgcgcctg 
gagagattac cggacgggac cctgctttgg 
gctgacgggc ctcgtgtgca ccaaggcact 
ccttccatgt gaactttgcc ctgcacagcc 
tatccacacg ggggcctgcc aagatgtgga 
gggaggcagc tgcgtcaaca tggtgggctc 
gctcagtgac agcagcgccg catgtgaaga 
ctgtgaaggg ggtgaatgta caaacacagt 
tttttacacc tctccagatg gtactcttca 
agtgcttttc gggggccgct gtgctggaga 
ctgctgtgac aggggcaggt gctgggcagc 
gggctccaat gaattccagc aactgtgcgc 
tggcctcttc cctggcctcc tgggcttcgg 
agcgcgactc aacccccatg gctctgatgc 
ctctaatatt ggcactgcta ccctgaacca 
cctgtgtctg aatggccgct gcctgcccac 
gggctacacc caggacgtgc gcggcgagtg 
ctgccaccac ggtgactgcg tcaacatccc 
cttccaggcc acgcccacca ggcaggcatg 
tggcctttgt cacctgggcc gctgtgtcaa 
tgcaggcttc gagctcagcc ctgacggcaa 
cagcaccatg tgcgtcaacg gcgtgtgtct 
caaacccggc ttcctgctgg cgcctggcgg 
gacgcccggc atctgcgtga acggccactg 
gtgcctgggg gggctggcgg taggcacgga 
cagcacctgc tatggggcca tcgagaaggg 
caccaagtcc gagtgctgct gtgccaatcc 
ttgtcctgcc aaagactccg ctgagttcca 
cacggatggt cgagacatca acgagtgtgc 
gtgcgagaac cttcggggca gctaccgctg 



gggacacgcc atgactctgg agggtctgta 60 
gctggcctgg tcggccctgt tgtgcatggc 120 
ggaggctgca ggtcctggac gtgtgcggag 180 
gaatgtgtgc ggctcccggt tccatgccta 240 
caggagccag tgtgtcgtac ccatctgtag 300 
gcccaacctg tgcacctgtg cggatgggac 360 
catctgtgac cgcggctgcc acaatggggg 420 
tgtgtatggc ttcatgggac ctcaatgtga 480 
ccaagtaggc cccgaggggt gccagcatca 540 
ttgctgtgcc actgtgggcc gtgcctgggg 600 
acacccctgc cgccgcggct tcatccccaa 660 
tgagtgccag gctgtgccag gcctgtgcca 720 
cttccattgc cgctgtccag ttggacaccg 780 
ctacgatgaa tgcagcacca ttcctggaat 840 
cagcagttac ttttgcaaat gtcctcctgg 900 
tggacagtcg cgggccggcg cctgcttctc 960 
cctcgccggc cactacactc gcaggcagtg 1020 
tggcccggtc cctgagctgt gtcctcctcg 1080 
ccagcggctg ccgctgctac ccggccaccc 1140 
atccaatggc atgggtcccc ctcttgggcc 1200 
gcgtgggatc cccagcctgg gccctggcaa 1260 
gaccattgac atctgccgac acttcaccaa 1320 
gccttccagc taccgctgcg agtgtaacgt 1380 
cattgatgta gacgaatgca ccagcagccc 1440 
cggcacctac cactgccggt gctacccggg 1500 
cgtggatgtg gacgagtgca ttgtcagtgg 1560 
cacagagggc agcttccagt gtgtctgcaa 1620 
gaactgtgtg gaccacaacg agtgtgccac 1680 
caacgaggat ggcagcttct cctgcctctg 1740 
ccactactgc atggacattg acgagtgcca 1800 
taccaacacc gagggctcct tccgctgcca 1860 
tggccgcgtg tgcgtggaca cccacgtgcg 1920 
ctcctgtgcc cgccccttcc ctggcactgt 1980 
ggaccacggt tttggggagc cc tgccagct 2040 
ggcactgtgc agcagtgggc ttggcattac 2100 
tctggatcct gaggtttgtg ccaatggcgt 2160 
tgtctgcaac ctgggttatg aggcaggtgc 2220 
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ctcaggcaag gactgcacag acgtggatga 
cgggtggtgc cagaatagcc ctggcagcta 
ctggcaggac acggagatct gcaaagatgt 
tggcgtctgt cggaacctgg ccggctccta 
ggacccctct ggtaccttct gtctagacag 
ggagagccgc tgtgaggtga accttcaggg 
cctcggggca gcctggggga gcccctgcga 
gggctttgcc cggatgacgg gtgtcacctg 
gggagtctgt cccaacgggc gttgcgtcaa 
agagggcctg atgctggacg cctcaggccg 
tttcctgcga tgggatgagg atgagtgtgg 
cgtctgctgc tgctccatcg gggccgtgtg 
cgagtctctg gagttcgcca gcctgtgccc 
cctgtctggc cgaccattct ataaagatgt 
cacgcacggt acctgcagaa acacggtggg 
cgccctggat gcccaggaac ggaactgcac 
cctctgcggc cagggcacct gtgtcaacac 
cggctacgag ag^tgycttca tgctgatgaa 
ggacccgctg ctctgccggg gaggcacttg 
gtgtccccct gggcatgagc tgacggccaa 
ctccctgagt gatggcctgt gtccccatgg 
gtgctcctgc catgccggct tccagagcac 
cccgacggaa gggcatgtgc aggtcgtcct 
gtctatcagg gcaaagctaa gcacagtccc 
tgaagagaac ccccgcgttt gtgaccaagg 
ctgcctgtgc tatgatggct tcatggccac 
tgagtgtgac ctgaaccctc acatctgcct 
ctttgtctgc cactgtcagc tgggctacat 
tgtggatgaa tgcgaggttg gaggacacaa 
cccagggagt ttcagctgta ggtgcctgcc 
cgacctggat gaatgcgtct cccaggagca 
tgtccctggc tcctaccgct gcacctgccg 
cgaagacagg gatgaatgtg ccgagaacgt 
tgcgcccggc gggtaccgct gtgaatgtga 
ggcctgccag gatgtggacg agtgtgcgca 
gaacctgcct ggaatgttcc gctgcatctg 
tggcaactgc acagacatca acgagtgtgc 
cattaacacc cccggcagct acctctgcag 
cggagtgggc tgcgtggaca ctcgggccgg 
ggacagtggc atttcctgca gtgccgagat 
ttgctccctg ggccgggctt ggggcaatcc 
tgagtacaga accctgtgcc cgggtggtga 
tctggaagac atcgacgagt gccaagagct 
caacacgttt ggcagtttcc agtgtgagtg 
ccgcatctgt gaggatattg acgaatgctc 
ctgctacaac accctgggga actacacctg 
tggtggcaac aactgcatgg atatgaggaa 
atgtcaaaat gagctggcct tcaacgtgac 
tggccaggcc tggaatagac cctgtgaggc 
gatcctgtgt ggaaatcagg ccccgggatt 
tgacattgat gagtgtgggg agatccccgc 
gatcgggagt ttccgctgcg agtgccccgc 
ttgtgaagat gtcgatgagt gtggcagcag 
catcaacatc cccggtagct accgctgcaa 
cggggcttgt gtgggacgga atgagtgtcg 
ctgcatggac acagaaggca gctacatgtg 
agaccagacc ctgtgcatgg acattgacga 



gtgtgccctc aacagcctcc tgtgtgacaa 2280 
cagctgctcc tgcccccccg gcttccactt 2340 
cgacgaatgc ctgtccagcc cgtgtgtgag 2400 
cacctgcaaa tgtggccctg gcagccggct 2460 
caccaagggc acctgctggc tgaagatcca 2520 
agccagcctg cggtctgagt gctgtgccac 2580 
acgctgcgag atcgaccctg cctgtgcccg 2640 
cgatgatgtg aacgagtgtg agtccttccc 2700 
cactgctggg tctttccgct gtgagtgtcc 2760 
gctgtgcgtg gatgtgagat tggaaccatg 2820 
ggtcaccctg cctggcaagt accggatgga 2880 
gggagtcgag tgcgaggcct gcccggatcc 2940 
gcgggggctg ggcttcgcca gccgggactt 3000 
gaatgaatgc aaggtgttcc ctggcctctg 3060 
cagcttccac tgcgcctgtg cggggggctt 3120 
agatatcgac gagtgtcgca tctctcctga 3180 
gccgggcagc tttgagtgcg agtgttttcc 3240 
gaactgcatg gacgtggacg agtgtgcaag 3300 
caccaacacg gatgggagct acaagtgcca 3360 
gggcactgcc tgtgaggaca tcgatgagtg 3420 
ccagtgtgtc aatgtcatcg gtgccttcca 3480 
acctgaccgc ggagctacaa gtgccagttg 3540 
ggggcctggg gagcagatgt gtactgggtg 3600 
caaccctgct cccccagacg tggacgagtg 3660 
ccactgcacc aacatgccag ggggtcaccg 3720 
gccagacatg aggacatgtg ttgatgtgga 3780 
ccatggggac tgcgagaaca cgaagggttc 3840 
ggtcaggaag ggggccacag gctgctctga 3900 
ctgtgacagt cacgcctcct gtctcaacat 3960 
aggctgggtg ggggatggct tcgaatgtca 4020 
ccggtgcagc ccaagaggtg actgtctcaa 4080 
ccagggcttt gccggggatg gcttcttctg 4140 
ggacctctgt gacaacgggc agtgcctcaa 4200 
gatgggcttt gaccccaccg aggaccaccg 4260 
agagaacctc tgtgcatttg ggagctgtga 4320 
caatggtggc tacgaactgg accgaggggg 4380 
agacccagta aactgcatca acggcgtgtg 4440 
ctgcccccag gattttgagc tgaaccccag 4500 
gaactgtttc ctggagacgc atgaccgagg 4560 
cggagttggt gtcacccgag cttcctgctg 4620 
ctgtgagctg tgccctatgg ccaacaccac 4680 
gggcttccag cctaaccgca tcactgtcat 4740 
gccagggctg tgtcaggggg gtgactgcgt 4800 
cccacctggc taccacctca gtgagcacac 4860 
cacacactcc ggcatctgtg gccctggcac 4920 
tgtctgccct gcagagtacc tccaagtcaa 4980 
gagtgtctgc ttccggcact ataacggcac 5040 
ccggaaaatg tgttgctgct cctacaacat 5100 
ctgccccact cccatcagtc ctgactacca 5160 
cctcactgac atccacacgg ggaagcccct 5220 
catctgtgcc aatggcatct gcataaacca 5280 
aggcttcaac tacaacagca tcctgctggc 5340 
ggagagtccc tgccagcaga atgctgactg 5400 
gtgcacccga gggtacaaac tgtcgccagg 5460 
ggagatcccg aatgtctgta gccatggtga 5520 
tctgtgtcac cgtggattcc aggcctctgc 5580 
gtgtgaccgg cagccttgtg gaaatgggac 5640 
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ctgcaagaac atcattggct cctacaactg 
caatggggat tgtgtggatt ttgatgagtg 
tggccattgc ctcaacacag ctggttcctt 
cacagctgat gggaagaact gtgtggacac 
cctacccggc acttgccaga acctcgaggg 
ccaggtgcag agtgaccact gcattgatat 
cctctttggc acctgtacca acagccctgg 
tgtcctctct gacaatgggc accgttgctt 
ttttgaggct gggaagtgct cggtgcccaa 
ctgcagtaag aggcctgggg agggctgggg 
cagcgctgcc tttcaggagc tctgcccctt 
ctcccgagaa gacgtgaatg agtgtgcaga 
tgtcaacacc gatggatcct tccgctgtga 
tggcatcaac tgtgaggaca cagacgagtg 
atgcaccaat gtcatcggag gcttcgaatg 
catgatgacc tgcgaggaca tcgacgaatg 
ctgccacaat accgagggct cctacctgtg 
ggacggggcc atgtgtcgag atgacaatga 
cggccgctgt gtcaacaccg cgggcagctt 
cagccccacc cttaccgagt gccgcgacat 
gcagaccatg tgccggtctc tgtccagcag 
ctgtgggggt ggccggggct gggggccccg 
tgcctacagg aagctgtgcc cccatggctc 
tgaatgccgt atgcttgctc acctgtgtgc 
cttccgctgc cactgtcagg ccgggtacac 
tatggatgag tgcagccagg tccccaagcc 
cagtttcctg tgcagctgtc cccgaggcta 
agacctggac gaatgcacct cccggcagca 
gggcgccttc acctgccgct gtccgcccgg 
tgtgaatgaa tgtgatgggc cccaccgctg 
ctaccgctgc agctgccccc agggtttcac 
tgagaatgag tgtgccctgt cgccccccac 
tggtggcttc cgctgcgtct gcccctctgg 
ccaggaggtg gatgagtgcg ccggacggcg 
gcctggtggc ttcctgtgcg gctgtcctca 
tgtctccggc ctgggcttca gccccggacc 
ctcgtctgaa gcctgctacg aatgcaagat 
acgcagtgcc cacagggacc accaggtgaa 
gaccttgggc ctgaacctct cacacctggg 
ggccctggag ggtctagagg gccggatccg 
tttctttcgc atgcatcacc tccgtggcgt 
ggggcctgga acctaccggc tggaggtggt 
gcaagagggg cagccagggc catggggcca 
tgctttagtt gggaggagcc tcagtgggcc 
ctgggaagga ctgatcccca gaagcgatgg 
gagtgaaatg ctacacgaca acctcaggca 
gccccggggg ccccccagtt actcagtctt 
aatccccctg cccccacagc caaggtcagg 
atctcaggct ttcacttctg tactgcactg 
gcaggacatg gcaatgggca actggggtgg 
tgtacagggg gcccagactc cacagtgact 
ttttatatca aaagtggaga cgataataaa 
ggcaagttct tgaagtaagt agatgctgcc 
ggggaagcag aaggccttat gggctcccca 
cacgtactac ataccagaca ccattcgatt 
gctctgttgc ctaggttgga gtgcagtggc 
ccgggctcga gcaatcctcc cacctcagcc 



cctctgcttc cctggctttg tggtgacaca 5700 
tactaccctg gtggggcagg tgtgccgatt 5760 
ccactgcctc tgccaggatg gctttgagct 5820 
caatgagtgc ctcagccttg caggaacctg 5880 
ctccttccgc tgcatctgtc cccctggctt 5940 
cgacgagtgc tcagaggagc ccaacctctg 6000 
gagcttccag tgcctctgcc cacctggctt 6060 
tgacacacgg cagagtttct gcttcacccg 6120 
agctttcaac accaccaaga cccgctgctg 6180 
agacccctgc gaactgtgtc cccaggaagg 6240 
tggccacggg gcagtcccag gcccggatga 6300 
gaaccctggc gtctgcacta acggcgtctg 6360 
gtgtcccttt ggctacagcc tggacttcac 6420 
ctctgtcggc cacccctgtg ggcaagggac 6480 
tgcctgtgct gacggctttg agcctggcct 6540 
ctccctgaac ccgctgctct gtgccttccg 6600 
cacctgtcca gccggctaca ccctgcggga 6660 
atgccacgct cagcctgacc tctgtgtcaa 6720 
ccggtgcgac tgtgatgagg gattccagcc 6780 
ccggcagggg ccctgctttg ccgaggtgct 6840 
cagtgaggct gtcaccaggg ccgagtgctg 6900 
ctgcgagctc tgtcccctgc ccggcacctc 6960 
aggctacact gctgagggcc gagatgtaga 7020 
tcatggggag tgcatcaaca gccttggctc 7080 
accggatgct actgctacta cctgcctgga 7140 
atgtaccttc ctctgcaaaa acacgaaggg 7200 
cctgctggag gaggatggca ggacctgcaa 7260 
caactgtcag ttcctctgtg tcaacactgt 7320 
cttcacccag caccaccagg cctgcttcga 7380 
ccagcatggc tgtcagaacc agctaggggg 7440 
ccagcactcc cagtgggccc agtgtgtgga 7500 
ctgcgggagc gcctcctgtc gcaacactct 7560 
ctttgacttt gatcaggccc tcgggggctg 7620 
tggcccctgt agctacagct gtgccaacac 7680 
aggctacttc cgggctgggc aagggcactg 7740 
ccaggacacc ccggacaaag aggagctgct 7800 
caatggcctc tcccctcggg accggccacg 7860 
cctggccacc cttgactccg aggccctgct 7920 
ccgggccgag cgcatcctgg agctccggcc 7980 
ctacgtcatc gtccgcggaa acgagcaagg 8040 
cagctccctg cagctggggc ggaggcggcc 8100 
gagccacatg gcaggaccct ggggtgtcca 8160 
ggccttgagg ctgaaggtgc aactgtcagt 8220 
ccagctgtcc agagaagggg gattctggaa 8280 
ctgaccagat tgaaccccga aactcaggaa 8340 
agcccggcct ctgcctgggc ctctgtgcca 8400 
tcctggagac agcaagaagc tgcaatgtgc 8460 
aagaggccct gtggtcaccg tgtctggcca 8520 
tggcttgccc tggcgggggg cagggggttg 8580 
gcacagggct tattcctcgg agtagaaggg 8640 
tgccacattt gccccccatt tggagaatgc 8700 
gttattttgg gttaagtctg cctgcccttt 8760 
ctcggactgg gcgaggcaga tcttgtgcct 8820 
gaatggtaat aatggctcac gcttcctgac 8880 
ttttttttat tttttctgag acagggtctt 8940 
gcgatcgtgg ctccctgtgg tcgccacttt 9000 
tctcccaagt agctgggacc aaaggtgcac 9060 
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gccaccacac ccagctaatt tttttaaatt tctttttctt tctctttctt tttgagacca 9120 
gcccggccaa catgacgaaa ccccatctct aata 9154 



<210> 16 

<211> 2757 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Met Thr Leu Glu Gly Leu Tyr Leu Ala Arg Gly Pro Leu Ala Arg Leu 
15 10 15 

Leu Leu Ala Trp Ser Ala Leu Leu Cys Met Ala Gly Gly Gin Gly Arg 
20 25 30 

Trp Asp Gly Ala Leu Glu Ala Ala Gly Pro Gly Arg Val Arg Arg Arg 
35 40 45 

Gly Ser Pro Gly lie Leu Gin Gly Pro Asn Val Cys Gly Ser Arg Phe 
50 55 60 

His Ala Tyr Cys Cys Pro Gly Trp Arg Thr Phe Pro Gly Arg Ser Gin 
65 70 75 80 

Cys Val Val Pro He Cys Arg Arg Ala Cys Gly Glu Gly Phe Cys Ser 
85 90 95 

Gin Pro Asn Leu Cys Thr Cys Ala Asp Gly Thr Leu Ala Pro Ser Cys 
100 105 110 

Gly Val Ser Arg Ala He Cys Asp Arg Gly Cys His Asn Gly Gly Arg 
115 120 125 

Cys He Gly Pro Asn Arg Cys Ala Cys Val Tyr Gly Phe Met Gly Pro 
130 135 140 

Gin Cys Glu Arg Asp Tyr Arg Thr Gly Pro Cys Phe Gly Gin Val Gly 
145 150 155 160 

Pro Glu Gly Cys Gin His Gin Leu Thr Gly Leu Val Cys Thr Lys Ala 
165 170 175 

Leu Cys Cys Ala Thr Val Gly Arg Ala Trp Gly Leu Pro Cys Glu Leu 
180 185 190 

Cys Pro Ala Gin Pro His Pro Cys Arg Arg Gly Phe He Pro Asn He 
195 200 205 

His Thr Gly Ala Cys Gin Asp Val Asp Glu Cys Gin Ala Val Pro Gly 
210 215 220 

Leu Cys Gin Gly Gly Ser Cys Val Asn Met Val Gly Ser Phe His Cys 
225 230 235 240 

Arg Cys Pro Val Gly His Arg Leu Ser Asp Ser Ser Ala Ala Cys Glu 
245 250 255 
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ASP Tyr Asp Glu Cys Ser Thr He Pro Gly He Cys Glu Gly Gly Glu 
260 265 270 

Cys Thr Asn Thr Val Ser Ser Tyr Phe Cys Lys Cys Pro Pro Gly Phe 
275 280 285 

Tyr Thr Ser Pro Asp Gly Thr Leu His Gly Gin Ser Arg Ala Gly Ala 

295 300 

Cys Phe ser Val Leu Phe Gly Gly Arg Cys Ala Gly Asp Leu Ala Gly 



315 



320 



His Tyr Thr Arg Arg Gin Cys Cys Cys Asp Arg Gly Arg Cys Trp Ala 
325 330 



335 



Ala Gly Pro Val Pro Glu Leu Cys Pro Pro Arg Gly Ser Asn Glu Phe 
310 

Gin Gin Leu Cys Ala Gin Arg Leu Pro Leu Leu Pro Gly His Pro Gly 
355 360 

Leu Phe Pro Gly Leu Leu Gly Phe Gly Ser Asn Gly Met Gly Pro Pro 



375 



380 



Leu Gly Pro Ala Arg Leu Asn Pro His Gly Ser Asp Ala Arg Gly He 

390 395 ^^oj, 

Pro Ser Leu Gly Pro Gly Asn Ser Asn He Gly Thr Ala Thr 



405 



410 



Leu Asn 
415 

Gin Thr He Asp He Cys Arg His Phe Thr Asn Leu Cys Leu Asn Gly 
420 425 430 ^ 

Arg Cys Leu Pro Thr Pro Ser Ser Tyr Arg Cys Glu Cys Asn Val Gly 
«J3 440 445 

Tyr Thr Gin Asp Val Arg Gly Glu Cys He Asp Val Asp Glu Cys Thr 



455 



460 



Ser Ser Pro Cys His His Gly Asp Cys Val Asn He Pro Gly Thr Tyr 

470 475 

His Cys Arg Cys Tyr Pro Gly Phe Gin Ala Thr Pro Thr Arg Gin Ala 
485 490 

Cys val ASP Val Asp Glu Cys He Val Ser Gly Gly Leu Cys His 
500 505 510 

Gly Arg Cys Val Asn Thr Glu Gly Ser Phe Gin Cys Val Cys Asn Ala 
515 520 525 

Gly Phe Glu Leu Ser Pro Asp Gly Lys Asn Cys Val Asp His Asn Glu 



Leu 



535 



540 



cys Ala Thr Ser Thr Met Cys Val Asn Gly Val Cys Leu Asn Glu Asp 



555 



560 
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Gly Ser Phe Ser Cys Leu Cys Lys Pro Gly Phe Leu Leu Ala Pro Gly 
565 570 

Gly His Tyr Cys Met Asp He Asp Glu Cys Gin Thr Pro Gly He Cys 

585 590 

Val Asn Gly His Cys Thr Asn Thr Glu Gly Ser Phe Arg Cys Gin Cys 
595 600 605 

Leu Gly Gly Leu Ala Val Gly Thr Asp Gly Arg Val Cys Val Asp Thr 
610 615 620 

His Val Arg Ser Thr Cys Tyx Gly Ala lie Glu Lys Gly Ser Cys Ala 



630 



635 640 
Arg Pro Phe Pro Gly Thr Val Thr Lys Ser Glu Cys Cys Cys Ala Asn 



645 



650 



655 



Pro Asp His Gly Phe Gly Glu Pro Cys Gin Leu Cys Pro Ala Lys Asp 

665 670 

Ser Ala Glu Phe Gin Ala Leu Cys Ser Ser Gly Leu Gly He Thr Thr 
675 680 685 

Asp Gly Arg Asp He Asn Glu Cys Ala Leu Asp Pro Glu Val Cys Ala 
690 695 700 

Asn Gly Val Cys Glu Asn Leu Arg Gly Ser Tyr Arg Cys Val Cys Asn 

710 715 720 

Leu Gly Tyr Glu Ala Gly Ala Ser Gly Lys Asp Cys Thr Asp Val Asp 
725 730 735 

Glu Cys Ala Leu Asn Ser Leu Leu Cys Asp Asn Gly Trp Cys Gin Asn 



740 



745 



750 



Ser Pro Gly Ser Tyr Ser Cys Ser Cys Pro Pro Gly Phe His Phe Trp 



760 



765 



Gin Asp Thr Glu He Cys Lys Asp Val Asp Glu Cys Leu Ser Ser Pro 
770 775 7gQ 

Cys val ser Gly Val Cys Arg Asn Leu Ala Gly Ser Tyr Thr Cys Lys 



790 



795 800 
Cys Gly Pro Gly Ser Arg Leu Asp Pro Ser Gly Thr Phe Cys Leu Asp 



810 



815 



Ser Thr Lys Gly Thr Cys Trp Leu Lys He Gin Glu Ser Arg Cys Glu 
820 825 



830 



val Asn Leu Gin Gly Ala Ser Leu Arg Ser Glu Cys Cys Ala Thr 



835 



840 



Leu 



845 



Gly Ala Ala Trp Gly Ser Pro Cys Glu Arg Cys Glu He Asp Pro Ala 
o50 855 



860 
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Cys Ala Arg Gly Phe Ala Arg Met Thr Gly Val Thr Cys Asp Asp Val 
865 870 875 880 

Asn Glu Cys Glu Ser Phe Pro Gly Val Cys Pro Asn Gly Arg Cys Val 
885 890 895 

Asn Thr Ala Gly Ser Phe Arg Cys Glu Cys Pro Glu Gly Leu Met Leu 
900 905 910 

Asp Ala Ser Gly Arg Leu Cys Val Asp Val Arg Leu Glu Pro Cys Phe 
915 920 925 

Leu Arg Trp Asp Glu Asp Glu Cys Gly Val Thr Leu Pro Gly Lys Tyr 
930 935 940 

Arg Met Asp Val Cys Cys Cys Ser lie Gly Ala Val Trp Gly Val Glu 
945 950 955 960 

Cys Glu Ala Cys Pro Asp Pro Glu Ser Leu Glu Phe Ala Ser Leu Cys 
965 970 975 

Pro Arg Gly Leu Gly Phe Ala Ser Arg Asp Phe Leu Ser Gly Arg Pro 
980 985 990 

Phe Tyr Lys Asp Val Asn Glu Cys Lys Val Phe Pro Gly Leu Cys Thr 
995 1000 1005 

His Gly Thr Cys Arg Asn Thr Val Gly Ser Phe His Cys Ala Cys Ala 
1010 1015 1020 

Gly Gly Phe Ala Leu Asp Ala Gin Glu Arg Asn Cys Thr Asp lie Asp 
1025 1030 1035 1040 

Glu Cys Arg lie Ser Pro Asp Leu Cys Gly Gin Gly Thr Cys Val Asn 
1045 1050 1055 

Thr Pro Gly Ser Phe Glu Cys Glu Cys Phe Pro Gly Tyr Glu Ser Gly 
1060 1065 1070 

Phe Met Leu Met Lys Asn Cys Met Asp Val Asp Glu Cys Ala Arg Asp 
1075 1080 1085 

Pro Leu Leu Cys Arg Gly Gly Thr Cys Thr Asn Thr Asp Gly Ser Tyr 
1090 1095 1100 

Lys Cys Gin Cys Pro Pro Gly His Glu Leu Thr Ala Lys Gly Thr Ala 
1105 1110 1115 1120 

Cys Glu Asp lie Asp Glu Cys Ser Leu Ser Asp Gly Leu Cys Pro His 
1125 1130 1135 

Gly Gin Cys Val Asn Val He Gly Ala Phe Gin Cys Ser Cys His Ala 
1140 1145 1150 

Gly Phe Gin Ser Thr Pro Asp Arg Gly Ala Thr Ser Ala Ser Cys Pro 
1155 1160 1165 
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Thr Glu Gly His Val Gin Val Val Leu Gly Pro Gly Glu Gin Met Cys 
1170 1175 1180 

Thr Gly Trp Ser lie Arg Ala Lys Leu Ser Thr Val Pro Asn Pro Ala 
1185 1190 1195 1200 

Pro Pro Asp Val Asp Glu Cys Glu Glu Asn Pro Arg Val Cys Asp Gin 
1205 „ 1210 1215 

Gly His Cys Thr Asn Met Pro Gly Gly His Arg Cys Leu Cys Tyr Asp 
1220 1225 1230 

Gly Phe Met Ala Thr Pro Asp Met Arg Thr Cys Val Asp Val Asp Glu 
1235 1240 1245 

Cys Asp Leu Asn Pro His lie Cys Leu His Gly Asp Cys Glu Asn Thr 
1250 1255 1260 

Lys Gly Ser Phe Val Cys His Cys Gin Leu Gly Tyr Met Val Arg Lys 
1265 1270 1275 1280 

Gly Ala Thr Gly Cys Ser Asp Val Asp Glu Cys Glu Val Gly Gly His 
1285 1290 1295 

Asn Cys Asp Ser His Ala Ser Cys Leu Asn lie Pro Gly Ser Phe Ser 
1300 1305 1310 

Cys Arg Cys Leu Pro Gly Trp Val Gly Asp Gly Phe Glu Cys His Asp 
1315 1320 1325 

Leu Asp Glu Cys Val Ser Gin Glu His Arg Cys Ser Pro Arg Gly Asp 
1330 1335 1340 

Cys Leu Asn Val Pro Gly Ser Tyr Arg Cys Thr Cys Arg Gin Gly Phe 
1345 1350 1355 1360 

Ala Gly Asp Gly Phe Phe Cys Glu Asp Arg Asp Glu Cys Ala Glu Asn 
1365 1370 1375 

Val Asp Leu Cys Asp Asn Gly Gin Cys Leu Asn Ala Pro Gly Gly Tyr 
1380 1385 1390 

Arg Cys Glu Cys Glu Met Gly Phe Asp Pro Thr Glu Asp His Arg Ala 
1395 1400 1405 

Cys Gin Asp Val Asp Glu Cys Ala Gin Glu Asn Leu Cys Ala Phe Gly 
1410 1415 1420 

Ser Cys Glu Asn Leu Pro Gly Met Phe Arg Cys lie Cys Asn Gly Gly 
1425 1430 1435 1440 

Tyr Glu Leu Asp Arg Gly Gly Gly Asn Cys Thr Asp He Asn Glu Cys 
1445 1450 1455 

Ala Asp Pro Val Asn Cys He Asn Gly Val Cys He Asn Thr Pro Gly 
1460 1465 1470 
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Ser Tyr Leu Cys Ser Cys Pro Gin Asp Phe Glu Leu Asn Pro Ser Gly 
1475 1480 1485 

Val Gly Cys Val Asp Thr Arg Ala Gly Asn Cys Phe Leu Glu Thr His 
1490 1495 1500 

Asp Arg Gly Asp Ser Gly He Ser Cys Ser Ala Glu He Gly Val Glv 
1505 1510 1515 1520 

Val Thr Arg Ala Ser Cys Cys Cys Ser Leu Gly Arg Ala Trp Gly Asn 
1525 1530 1535 

Pro Cys Glu Leu Cys Pro Met Ala Asn Thr Thr Glu Tyr Arg Thr Leu 
1540 1545 1550 

Cys Pro Gly Gly Glu Gly Phe Gin Pro Asn Arg He Thr Val He Leu 
1555 1560 1565 

Glu Asp He Asp Glu Cys Gin Glu Leu Pro Gly Leu Cys Gin Gly Glv 
1570 1575 1580 

Asp Cys Val Asn Thr Phe Gly Ser Phe Gin Cys Glu Cys Pro Pro Glv 
1585 1590 1595 igOO 

Tyr His Leu Ser Glu His Thr Arg He Cys Glu Asp He Asp Glu Cys 
1605 1610 1615 

Ser Thr His Ser Gly He Cys Gly Pro Gly Thr Cys Tyr Asn Thr Leu 
1620 1625 1630 

Gly Asn Tyr Thr Cys Val Cys Pro Ala Glu Tyr Leu Gin Val Asn Gly 
1635 1640 1645 

Gly Asn Asn Cys Met Asp Met Arg Lys Ser Val Cys Phe Arg His Tyr 
1650 1655 1660 

Asn Gly Thr Cys Gin Asn Glu Leu Ala Phe Asn Val Thr Arg Lys Met 

1670 1675 1680 

Cys Cys Cys Ser Tyr Asn He Gly Gin Ala Trp Asn Arg Pro Cys Glu 
1685 1690 1695 

Ala Cys Pro Thr Pro He Ser Pro Asp Tyr Gin He Leu Cys Gly Asn 
1700 1705 1710 

Gin Ala Pro Gly Phe Leu Thr Asp He His Thr Gly Lys Pro Leu Asp 
1715 1720 1725 

He Asp Glu Cys Gly Glu He Pro Ala He Cys Ala Asn Gly He Cys 
1730 1735 174Q 

He Asn Gin He Gly Ser Phe Arg Cys Glu Cys Pro Ala Gly Phe Asn 
1^^5 1750 1755 1760 

Tyr Asn Ser He Leu Leu Ala Cys Glu Asp Val Asp Glu Cys Gly Ser 
1765 1770 1775 
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Arg Glu Ser Pro Cys Gin Gin Asn Ala Asp Cys He Asn He Pro Gly 
1780 1785 1790 

Ser Tyr Arg Cys Lys Cys Thr Arg Gly Tyr Lys Leu Ser Pro Gly Gly 
1795 1800 1805 

Ala Cys Val Gly Arg Asn Glu Cys Arg Glu He Pro Asn Val Cys Ser 
1810 1815 1820 

His Gly Asp Cys Met Asp Thr Glu Gly Ser Tyr Met Cys Leu Cys His 
1825 1830 1835 1840 

Arg Gly Phe Gin Ala Ser Ala Asp Gin Thr Leu Cys Met Asp He Asp 
1845 1850 1855 

Glu Cys Asp Arg Gin Pro Cys Gly Asn Gly Thr Cys Lys Asn He He 

1 QCn 1 rt^r- ^ . 

-WW*/ J.003 XS/O 

Gly Ser Tyr Asn Cys Leu Cys Phe Pro Gly Phe Val Val Thr His Asn 
1875 1880 1885 

Gly Asp Cys Val Asp Phe Asp Glu Cys Thr Thr Leu Val Gly Gin Val 
1890 1895 1900 

Cys Arg Phe Gly His Cys Leu Asn Thr Ala Gly Ser Phe His Cys Leu 
1905 1910 1915 1920 

Cys Gin Asp Gly Phe Glu Leu Thr Ala Asp Gly Lys Asn Cys Val Asp 
1925 1930 1935 

Thr Asn Glu Cys Leu Ser Leu Ala Gly Thr Cys Leu Pro Gly Thr Cys 
1940 1945 1950 

Gin Asn Leu Glu Gly Ser Phe Arg Cys He Cys Pro Pro Gly Phe Gin 
1955 I960 1965 

Val Gin Ser Asp His Cys He Asp He Asp Glu Cys Ser Glu Glu Pro 
1970 1975 1980 

Asn Leu Cys Leu Phe Gly Thr Cys Thr Asn Ser Pro Gly Ser Phe Gin 
1985 1990 1995 2000 

Cys Leu Cys Pro Pro Gly Phe Val Leu Ser Asp Asn Gly His Arg Cys 
2005 2010 2015 

Phe Asp Thr Arg Gin Ser Phe Cys Phe Thr Arg Phe Glu Ala Gly Lys 
2020 2025 2030 

Cys Ser Val Pro Lys Ala Phe Asn Thr Thr Lys Thr Arg Cys Cys Cys 
2035 2040 2045 

Ser Lys Arg Pro Gly Glu Gly Trp Gly Asp Pro Cys Glu Leu Cys Pro 
2050 2055 2060 

Gin Glu Gly Ser Ala Ala Phe Gin Glu Leu Cys Pro Phe Gly His Gly 
2065 2070 2075 2080 
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Ala Val Pro Gly Pro Asp Asp Ser Arg Glu Asp Val Asn Glu Cys Ala 
2085 2090 2095 

Glu Asn Pro Gly Val Cys Thr Asn Gly Val Cys Val Asn Thr Asp Gly 
2100 2105 2110 

Ser Phe Arg Cys Glu Cys Pro Phe Gly Tyr Ser Leu Asp Phe Thr Gly 
2115 2120 2125 

lie Asn Cys Glu Asp Thr Asp Glu Cys Ser Val Gly His Pro Cys Gly 
2130 2135 2140 

Gin Gly Thr Cys Thr Asn Val He Gly Gly Phe Glu Cys Ala Cys Ala 
2145 2150 2155 2160 

Asp Gly Phe Glu Pro Gly Leu Met Met Thr Cys Glu Asp He Asp Glu 
2165 2170 2175 

Cys Ser Leu Asn Pro Leu Leu Cys Ala Phe Arg Cys His Asn Thr Glu 
2180 2185 2190 

Gly Ser Tyr Leu Cys Thr Cys Pro Ala Gly Tyr Thr Leu Arg Glu Asp 
2195 2200 2205 

Gly Ala Met Cys Arg Asp Asp Asn Glu Cys His Ala Gin Pro Asp Leu 
2210 2215 2220 

Cys Val Asn Gly Arg Cys Val Asn Thr Ala Gly Ser Phe Arg Cys Asp 
2225 2230 2235 2240 

Cys Asp Glu Gly Phe Gin Pro Ser Pro Thr Leu Thr Glu Cys Arg Asp 
2245 2250 2255 

He Arg Gin Gly Pro Cys Phe Ala Glu Val Leu Gin Thr Met Cys Arg 
2260 2265 2270 

Ser Leu Ser Ser Ser Ser Glu Ala Val Thr Arg Ala Glu Cys Cys Cys 
2275 2280 2285 

Gly Gly Gly Arg Gly Trp Gly Pro Arg Cys Glu Leu Cys Pro Leu Pro 
2290 2295 2300 

Gly Thr Ser Ala Tyr Arg Lys Leu Cys Pro His Gly Ser Gly Tyr Thr 
2305 2310 2315 2320 

Ala Glu Gly Arg Asp Val Asp Glu Cys Arg Met Leu Ala His Leu Cys 
2325 2330 2335 

Ala His Gly Glu Cys He Asn Ser Leu Gly Ser Phe Arg Cys His Cys 
2340 2345 2350 

Gin Ala Gly Tyr Thr Pro Asp Ala Thr Ala Thr Thr Cys Leu Asp Met 
2355 2360 2365 

Asp Glu Cys Ser Gin Val Pro Lys Pro Cys Thr Phe Leu Cys Lys Asn 
2370 2375 2380 
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Thr Lys Gly Ser Phe Leu Cys Ser Cys Pro Arg Gly Tyr Leu Leu Glu 
2385 2390 2395 2400 

Glu Asp Gly Arg Thr Cys Lys Asp Leu Asp Glu Cys Thr Ser Arg Gin 
2405 2410 2415 

His Asn Cys Gin Phe Leu Cys Val Asn Thr Val Gly Ala Phe Thr Cys 
2420 2425 2430 

Arg Cys Pro Pro Gly Phe Thr Gin His His Gin Ala Cys Phe Asp Val 
2435 2440 2445 

Asn Glu Cys Asp Gly Pro His Arg Cys Gin His Gly Cys Gin Asn Gin 
2450 2455 2460 

Leu Gly Gly Tyr Arg Cys Ser Cys Pro Gin Gly Phe Thr Gin His Ser 
2465 2470 2475 2480 

Gin Trp Ala Gin Cys Val Asp Glu Asn Glu Cys Ala Leu Ser Pro Pro 
2485 2490 2495 

Thr Cys Gly Ser Ala Ser Cys Arg Asn Thr Leu Gly Gly Phe Arg Cys 
2500 2505 2510 

Val Cys Pro Ser Gly Phe Asp Phe Asp Gin Ala Leu Gly Gly Cys Gin 
2515 2520 2525 

Glu Val Asp Glu Cys Ala Gly Arg Arg Gly Pro Cys Ser Tyr Ser Cys 
2530 2535 2540 

Ala Asn Thr Pro Gly Gly Phe Leu Cys Gly Cys Pro Gin Gly Tyr Phe 
2545 2550 2555 2560 

Arg Ala Gly Gin Gly His Cys Val Ser Gly Leu Gly Phe Ser Pro Gly 
2565 2570 2575 

Pro Gin Asp Thr Pro Asp Lys Glu Glu Leu Leu Ser Ser Glu Ala Cys 
2580 2585 2590 

Tyr Glu Cys Lys lie Asn Gly Leu Ser Pro Arg Asp Arg Pro Arg Arg 
2595 2600 2605 

Ser Ala His Arg Asp His Gin Val Asn Leu Ala Thr Leu Asp Ser Glu 
2610 2615 2620 

Ala Leu Leu Thr Leu Gly Leu Asn Leu Ser His Leu Gly Arg Ala Glu 
2625 2630 2635 2640 

Arg lie Leu Glu Leu Arg Pro Ala Leu Glu Gly Leu Glu Gly Arg lie 
2645 2650 2655 

Arg Tyr Val lie Val Arg Gly Asn Glu Gin Gly Phe Phe Arg Met His 
2660 2665 2670 

His Leu Arg Gly Val Ser Ser Leu Gin Leu Gly Arg Arg Arg Pro Gly 
2675 2680 2685 
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Pro Gly Thr Tyr Arg Leu Glu Val Val Ser His Met Ala Gly Pro Trp 
2690 2695 2700 



Gly Val Gin Gin Glu Gly Gin Pro Gly Pro Trp Gly Gin Ala Leu Arg 
2705 2710 2715 2720 

Leu Lys Val Gin Leu Ser Val Ala Leu Val Gly Arg Ser Leu Ser Gly 
2725 2730 2735 

Pro Gin Leu Ser Arg Glu Gly Gly Phe Trp Asn Trp Glu Gly Leu lie 
2740 2745 2750 

Pro Arg Ser Asp Gly 
2755 



<210> 17 

<211> 2713 

<212> DNA 

<213> Homo sapiens 

<400> 17 

atgggccggg cacggtgggt cacatctgta atcccagcac tttgggaggc caagtgtggg 60 
cctcattcta agtctgactt ccctaatgct cagaagatgg ctatgttgag tccacaaact 120 
tttgaattca gaaacaagat tgagttgatt tcagaagctc tcccagaaga tcaagaaaga 180 
actttccagg atctccagga acctgaattg agtcatacgc caaacagtgt tcagaaccct 240 
gtggaagttt cgtgcagtct tcagactcaa atcttcgtct tcacccccgg ggcaagctca 300 
gtgactatta tatggtgggt gtgtttcctt accagcgtga gtatgagtgc ccagacttcc 360 
ccagcagaga agggcctgaa tccggggctg atgtgccagg aaagttacgc ttgcagcggg 420 
actgatgaag ctatctttga gtgtgatgag tgctgcagtc tgcagtgtct ccgctgcgag 480 
gaggagctcc atcggcagga gcgcctgaga aaccatgagc ggataagact caaacctggc 540 
catgtccctt actgtgacct ctgcaagggt ctcagtgggc atttaccagg tgttaggcag 600 
agggcaatag tgaggtgcca gacctgcaaa attaacttgt gcctggagtg ccagaagagg 660 
actcattctg ggggtaacaa aaggagacac cctgttactg tgtacaatgt cagtaatctc 720 
caggagtcac tggaggcaga agagatggat gaggagacca agaggaagaa gatgactgag 780 
aaggtggtga gtttcctcct agtagacgaa aatgaagaaa ttcaggtaac aaatgaagaa 840 
gacttcatta gaaaattgga ctgcaaacct gatcagcatc tgaaagtggt ttccattttt 900 
ggaaatactg gtgatggaaa gtctcatact ctcaaccaca ctttctttta tggtcgtgaa 960 
gtctttaaaa cctccccgac ccaggagtcc tgcactgtgg gagtgtgggc agcctatgac 1020 
ccagttcaca aagtagcagt gatcgatacg gaagggctcc tgggggccac cgtgaatcta 1080 
agccagagaa cacggctgct gcttaaggtc ctggccatct cagacctcgt catctatcga 1140 
actcatgcag accggctgca taacgacctc ttcaaattcc ttggggatgc ctcagaagct 1200 
tatctgaagc acttcaccaa ggagctcaag gccaccactg ctcgctgtgg cctggatgtc 1260 
cctttatcca cactgggccc tgcagttatc atcttccatg agaccgtgca cacccagcta 1320 
ctgggctctg atcatccctc agaggtgcca gagaagctca tccaggaccg gttccggaag 1380 
ctgggccgtt tccctgaagc ctttagttcc attcactaca agggaacgag gacttacaac 1440 
cctcccacgg acttttctgg gcttcggcgt gctttggaac agctactaga gaataacacc 1500 
acccgttctc cccggcaccc gggagtcatc ttcaaagccc tgaaggcact aagtgaccgc 1560 
ttcagcggtg agatccccga tgaccagatg gcgcacagct ccttttttcc agatgagtat 1620 
ttcacctgct cctccttgtg cctcagctgt ggggttggat gtaagaaaag catgaatcat 1680 
gggaaggaag gagtgcctca tgaagccaag agccgctgca gatactccca ccagtatgac 1740 
aaccgagtgt atacctgcaa ggcctgctat gagagaggcg aggaagtcag tgtagtgccc 1800 
aaaacatctg cttccactga ctccccctgg atgggtctcg caaaatatgc ctggtctggg 1860 
tatgtgatcg aatgtcctaa ctgtggcgtg gtctatcgta gtcggcagta ctggtttgga 1920 
aaccaagatc ctgtggatac ggtggtgcgg acagagattg tgcatgtgtg gcctggaact 1980 
gatgggtttc tgaaggacaa caacaatgct gcccagcgcc tgttggacgg gatgaacttc 2040 
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atggctcagt cggtgtccga gcttagcctt 
acagaccaga tcgcccctgc ctactggagg 
tgtgcgacgt cctttaaaga taacgacact 
ttctgtgaca gctgttcatc aaagactcgg 
ccagtgcggg tctgtgacaa ctgctacgaa 
gcacaagtgg acgatgaagg tggaacgctc 
aacactctgg gagccgtggt gacagccatt 
gccaggcctg cgtactgggt gcctgaccac 
gagttcagca tcaagctctc caagcaccac 
gagtgctccc atgaccgccg ggctgttcct 
tgcttcaact gcaataaaaa gcccggtgac 
cacaattcct tag 



ggacccacca aggctgtgac ttcctggctg 2100 
cccaactccc agattctgag ctgcaacaag 2160 
aagcatcact gccgagcctg tggggagggc 2220 
ccagtgcctg agcggggctg gggccctgcg 2280 
gccaggaacg tccagttagc tgttaccgag 2340 
attgctcgga aggtgggcga ggccgtgcag 2400 
gacataccac taggtctggt aaaggacgcg 2460 
gaaatcctcc actgccacaa ctgccggaag 2520 
tgccgggcct gcggacaggg cttctgtgat 2580 
tctcgtggct gggaccatcc cgtccgagtc 2640 
ctttaacccc agccccctct ccgagtcctt 2700 

2713 



<210> 18 

<211> 891 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Met Gly Arg Ala Arg Trp Val Thr Ser Val lie Pro Ala Leu Trp Glu 

15 10 15 

Ala Lys Cys Gly Pro His Ser Lys Ser Asp Phe Pro Asn Ala Gin Lys 
20 25 30 

Met Ala Met Leu Ser Pro Gin Thr Phe Glu Phe Arg Asn Lys lie Glu 
35 40 45 

Leu lie Ser Glu Ala Leu Pro Glu Asp Gin Glu Arg Thr Phe Gin Asp 
50 55 60 

Leu Gin Glu Pro Glu Leu Ser His Thr Pro Asn Ser Val Gin Asn Pro 
65 70 75 80 

Val Glu Val Ser Cys Ser Leu Gin Thr Gin lie Phe Val Phe Thr Pro . 

85 90 95 

Gly Ala Ser Ser Val Thr lie He Trp Trp Val Cys Phe Leu Thr Ser 
100 105 110 

Val Ser Met Ser Ala Gin Thr Ser Pro Ala Glu Lys Gly Leu Asn Pro 
115 120 125 

Gly Leu Met Cys Gin Glu Ser Tyr Ala Cys Ser Gly Thr Asp Glu Ala 
130 135 140 

He Phe Glu Cys Asp Glu Cys Cys Ser Leu Gin Cys Leu Arg Cys Glu 
145 150 155 160 

Glu Glu Leu His Arg Gin Glu Arg Leu Arg Asn His Glu Arg He Arg 
165 170 175 

Leu Lys Pro Gly His Val Pro Tyr Cys Asp Leu Cys Lys Gly Leu Ser 
180 185 190 



Gly His Leu Pro Gly Val Arg Gin Arg Ala He Val Arg Cys Gin Thr 
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195 



200 



205 



Cys Lys lie Asn Leu Cys Leu Glu Cys Gin Lys Arg Thr His Ser Gly 
210 215 220 

Gly Asn Lys Arg Arg His Pro Val Thr Val Tyr Asn Val Ser Asn Leu 
225 230 235 240 

Gin Glu Ser Leu Glu Ala Glu Glu Met Asp Glu Glu Thr Lys Arg Lys 
245 250 255 

Lys Met Thr Glu Lys Val Val Ser Phe Leu Leu Val Asp Glu Asn Glu 
260 265 270 

Glu lie Gin Val Thr Asn Glu Glu Asp Phe lie Arg Lys Leu Asp Cys 
275 280 285 

Lys Pro Asp Gin His Leu Lys Val Val Ser lie Phe Gly Asn Thr Gly 
290 295 300 

Asp Gly Lys Ser His Thr Leu Asn His Thr Phe Phe Tyr Gly Arg Glu 
305 310 315 320 

Val Phe Lys Thr Ser Pro Thr Gin Glu Ser Cys Thr Val Gly Val Trp 
325 330 335 

Ala Ala Tyr Asp Pro Val His Lys Val Ala Val lie Asp Thr Glu Gly 
340 345 350 

Leu Leu Gly Ala Thr Val Asn Leu Ser Gin Arg Thr Arg Leu Leu Leu 
355 360 365 

Lys Val Leu Ala lie Ser Asp Leu Val lie Tyr Arg Thr His Ala Asp 
370 375 380 

Arg Leu His Asn Asp Leu Phe Lys Phe Leu Gly Asp Ala Ser Glu Ala 
385 390 395 400 

Tyr Leu Lys His Phe Thr Lys Glu Leu Lys Ala Thr Thr Ala Arg Cys 
405 410 415 

Gly Leu Asp Val Pro Leu Ser Thr Leu Gly Pro Ala Val lie lie Phe 
420 425 430 

His Glu Thr Val His Thr Gin Leu Leu Gly Ser Asp His Pro Ser Glu 
435 440 445 

Val Pro Glu Lys Leu lie Gin Asp Arg Phe Arg Lys Leu Gly Arg Phe 
450 455 460 

Pro Glu Ala Phe Ser Ser lie His Tyr Lys Gly Thr Arg Thr Tyr Asn 
465 470 475 480 

Pro Pro Thr Asp Phe Ser Gly Leu Arg Arg Ala Leu Glu Gin Leu Leu 
485 490 495 



Glu Asn Asn Thr Thr Arg Ser Pro Arg His Pro Gly Val lie Phe Lys 
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500 



505 



510 



Ala Leu Lys Ala Leu Ser Asp Arg Phe Ser Gly Glu lie Pro Asp Asp 
515 520 525 

Gin Met Ala His Ser Ser Phe Phe Pro Asp Glu Tyr Phe Thr Cys Ser 
530 535 540 

Ser Leu Cys Leu Ser Cys Gly Val Gly Cys Lys Lys Ser Met Asn His 
545 550 555 560 

Gly Lys Glu Gly Val Pro His Glu Ala Lys Ser Arg Cys Arg Tyr Ser 
565 570 575 

His Gin Tyr Asp Asn Arg Val Tyr Thr Cys Lys Ala Cys Tyr Glu Arg 
580 585 590 

Gly Glu Glu Val Ser Val Val Pro Lys Thr Ser Ala Ser Thr Asp Ser 
595 600 605 

Pro Trp Met Gly Leu Ala Lys Tyr Ala Trp Ser Gly Tyr Val lie Glu 

610 615 620 

Cys Pro Asn Cys Gly Val Val Tyr Arg Ser Arg Gin Tyr Trp Phe Gly 
625 630 635 640 

Asn Gin Asp Pro Val Asp Thr Val Val Arg Thr Glu lie Val His Val 
645 650 655 

Trp Pro Gly Thr Asp Gly Phe Leu Lys Asp Asn Asn Asn Ala Ala Gin 
660 665 670 

Arg Leu Leu Asp Gly Met Asn Phe Met Ala Gin Ser Val Ser Glu Leu 
675 680 685 

Ser Leu Gly Pro Thr Lys Ala Val Thr Ser Trp Leu Thr Asp Gin lie 
690 695 700 

Ala Pro Ala Tyr Trp Arg Pro Asn Ser Gin lie Leu Ser Cys Asn Lys 
705 710 715 720 

Cys Ala Thr Ser Phe Lys Asp Asn Asp Thr Lys His His Cys Arg Ala 
725 730 735 

Cys Gly Glu Gly Phe Cys Asp Ser Cys Ser Ser Lys Thr Arg Pro Val 
740 745 750 

Pro Glu Arg Gly Trp Gly Pro Ala Pro Val Arg Val Cys Asp Asn Cys 
755 760 765 

Tyr Glu Ala Arg Asn Val Gin Leu Ala Val Thr Glu Ala Gin Val Asp 
770 775 780 

Asp Glu Gly Gly Thr Leu lie Ala Arg Lys Val Gly Glu Ala Val Gin 
785 790 795 800 

Asn Thr Leu Gly Ala Val Val Thr Ala lie Asp lie Pro Leu Gly Leu 
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805 



810 



815 



Val Lys Asp Ala Ala Arg Pro Ala 
820 

Leu His Cys His Asn Cys Arg Lys 
835 840 

His His Cys Arg Ala Cys Gly Gin 
850 855 

Asp Arg Arg Ala Val Pro Ser Arg 
865 870 

Cys Phe Asn Cys Asn Lys Lys Pro 
885 



Tyr Trp Val Pro Asp His Glu lie 
825 830 

Glu Phe Ser lie Lys Leu Ser Lys 
845 

Gly Phe Cys Asp Glu Cys Ser His 
860 

Gly Trp Asp His Pro Val Arg Val 
875 880 

Gly Asp Leu 
890 



<210> 19 

<211> 1761 

<212> DNA 

<213> Homo sapiens 

<400> 19 

agctgagccg gagggaatcc ggaaggacac 
gctggcagag tagaagacga catgggagaa 
tccgtgattc tgaagacagg tctgactccc 
acggtgatga cgagtctccg tcaacctcgt 
agctacctgg gttttacttt gaccctgaaa 
ataacaactg caaccccctg acgaaagaga 
gactgcggct gctccaggaa gaagacagac 
catcttccat gctacgaaaa agccagctgg 
tagcccacga gctgcgtctc agctgcatgg 
gggatccctc cgccttggca agcgaccgat 
accggctctt cacagtgaac gatgttaaag 
tgcaaagtct gaagacccct acgctcaagg 
accggaaggt gaattcggtg tgctgggcct 
tatgcctcat gggactcgca gagactccag 
tcgtcaatag tcacccagga atagaccggc 
gtgcctggtc ctgtgcctgg tccctgaata 
tgtctcggcg ggtcctgttg accaacgtgg 
acagtgatgt cttggcccag cagtttgctc 
gctctgggga aatctttgcc attgatctgc 
ccacccgcct gtttcatgat tcagcagtga 
acctgatggc ttcagacatg gctggaaaga 
gcgtaaggca gtacgaaggc cacgtgaatg 
aggaagaagg aatcctggtg gcagtgggcc 
acgatgcccg cctactgaga accataccct 
ccagtgtggc cttctcgtcg cggctggggg 
ctgtcgggca ggacctttac tgttactcct 
ccatgtggat ttgacttacg ggagtaaagc 
tttaagtgac actcagtgta cacagatccc 
atgttccgtg tggagatgct caggaaagtt 
tggaagtcct tttcataaaa g 



gctgaacagg aacagaaatg aataaaagtc 60 
gaagccacca gcagaaccct tggttcagac 120 
gggcagcaca gcccgctcac gattccggcc 180 
ctggcacagc tgggacctcc tctgtgccag 240 
agaaacgcta cttccgcttg ctccctggac 300 
gcatccggca gaaggagatg gagagcaaga 360 
ggaaaaagat tgccaggatg ggatttaatg 420 
gttttctcaa cgtcaccaat tactgccatt 480 
agaggaaaaa ggtccagatt cgaagcatga 540 
ttaacctcat actggcagat accaacagtg 600 
ttggaggctc caagtatggt atcatcaacc 660 
tgttcatgca cgaaaacctc tacttcacca 720 
cgctgaatca cttggattcc cacattctgc 780 
gctgtgccac cctgctccca gcatcactgt 840 
ctggcatgct ctgcagtttc cggatccctg 900 
tccaagcaaa taactgcttc agtacaggct 960 
tgacgggaca ccggcagtcc tttgggacca 1020 
tcatggctcc tctgctgttt aatggctgcc 1080 
gttgtggaaa tcaaggcaag ggatggaagg 1140 
cctctgtgcg gatcctccaa gatgagcaat 1200 
tcaagctgtg ggacctgagg accacgaagt 1260 
agtacgccta cctgcccctg catgtgcacg 1320 
aggactgcta cacgagaatc tggagcctcc 1380 
ccccgtaccc tgcctccaag gccgacattc 1440 
gctcccgggg cgcgccgggg ctgctcatgg 1500 
acagctaatt ctgcagggca cagcccagag 1560 
gtaacttttt actgcatcta atgagggtgt 1620 
atcctctggc tgctaggaga gaagtgctga 1680 
atttgagtta aattgctggc tgagagagct 1740 

1761 



<210> 20 



85 



<211> 496 
<212> PRT 
<213> Homo sapiens 

<400> 20 

Met Asn Lys Ser Arg Trp Gin Ser Arg Arg Arg His Gly Arg Arg Ser 
15 10 15 

His Gin Gin Asn Pro Trp Phe Arg Leu Arg Asp Ser Glu Asp Arg Ser 
20 25 30 

Asp Ser Arg Ala Ala Gin Pro Ala His Asp Ser Gly His Gly Asp Asp 
35 40 45 

Glu Ser Pro Ser Thr Ser Ser Gly Thr Ala Gly Thr Ser Ser Val Pro 
50 55 60 

Glu Leu Pro Gly Phe Tyr Phe Asp Pro Glu Lys Lys Arg Tyr Phe Arg 
65 70 75 80 

Leu Leu Pro Gly His Asn Asn Cys Asn Pro Leu Thr Lys Glu Ser lie 
85 90 95 

Arg Gin Lys Glu Met Glu Ser Lys Arg Leu Arg Leu Leu Gin Glu Glu 
100 105 110 

Asp Arg Arg Lys Lys lie Ala Arg Met Gly Phe Asn Ala Ser Ser Met 
115 120 125 

Leu Arg Lys Ser Gin Leu Gly Phe Leu Asn Val Thr Asn Tyr Cys His 
130 135 140 

Leu Ala His Glu Leu Arg Leu Ser Cys Met Glu Arg Lys Lys Val Gin 
145 150 155 160 

lie Arg Ser Met Arg Asp Pro Ser Ala Leu Ala Ser Asp Arg Phe Asn 
165 170 175 

Leu lie Leu Ala Asp Thr Asn Ser Asp Arg Leu Phe Thr Val Asn Asp 
180 185 190 

Val Lys Val Gly Gly Ser Lys Tyr Gly He He Asn Leu Gin Ser Leu 
195 200 205 

Lys Thr Pro Thr Leu Lys Val Phe Met His Glu Asn Leu Tyr Phe Thr 
210 215 220 

Asn Arg Lys Val Asn Ser Val Cys Trp Ala Ser Leu Asn His Leu Asp 
225 230 235 240 

Ser His lie Leu Leu Cys Leu Met Gly Leu Ala Glu Thr Pro Gly Cys 
245 250 255 

Ala Thr Leu Leu Pro Ala Ser Leu Phe Val Asn Ser His Pro Gly He 
260 265 270 



Asp Arg Pro Gly Met Leu Cys Ser Phe Arg He Pro Gly Ala Trp Ser 
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275 



280 



285 



Cys Ala Trp Ser Leu Asn lie Gin Ala Asn Asn Cys Phe Ser Thr Gly 
290 295 300 

Leu Ser Arg Arg Val Leu Leu Thr Asn Val Val Thr Gly His Arg Gin 
305 310 315 320 

Ser Phe Gly Thr Asn Ser Asp Val Leu Ala Gin Gin Phe Ala Leu Met 
325 330 335 

Ala Pro Leu Leu Phe Asn Gly Cys Arg Ser Gly Glu lie Phe Ala lie 
340 345 350 

Asp Leu Arg Cys Gly Asn Gin Gly Lys Gly Trp Lys Ala Thr Arg Leu 
355 360 365 

Phe His Asp Ser Ala Val Thr Ser Val Arg lie Leu Gin Asp Glu Gin 
370 375 380 

Tyr Leu Met Ala Ser Asp Met Ala Gly Lys lie Lys Leu Trp Asp Leu 
385 390 395 400 

Arg Thr Thr Lys Cys Val Arg Gin Tyr Glu Gly His Val Asn Glu Tyr 
405 410 415 

Ala Tyr Leu Pro Leu His Val His Glu Glu Glu Gly lie Leu Val Ala 
420 425 430 

Val Gly Gin Asp Cys Tyr Thr Arg lie Trp Ser Leu His Asp Ala Arg 
435 440 445 

Leu Leu Arg Thr lie Pro Ser Pro Tyr Pro Ala Ser Lys Ala Asp lie 
450 455 460 

Pro Ser Val Ala Phe Ser Ser Arg Leu Gly Gly Ser Arg Gly Ala Pro 
465 470 475 480 



Gly Leu Leu Met Ala Val Gly Gin Asp Leu Tyr Cys Tyr Ser Tyr Ser 
485 490 495 



<210> 21 

<211> 1018 

<212> DNA 

<213> Homo sapiens 

<400> 21 

ctggccggct tggccgtcat cagccgaggg 
cctgccgaca actacacagt gtgtgaaggt 
gagcacgtga cccgcgtggc ttggctgaac 
cgctggacca gcgacccgcg ggtgcggctg 
ctcatcaccg aggtggggct cggcgacgag 
caccagccgt acaccactca ggtctacctc 



ctgctctccc agagcctgga gttcaactct 60 
gacaacgcca ccctcagctg cttcatcgac 120 
cgctccaaca tcctgtatgc cggcaatgac 180 
ctcatcaaca cccccgagga gttctccatc 240 
ggcctctaca cctgctcctt ccagacccgc 300 
attgtccacg tccctgcccg cattgtgaac 360 



87 



atctcgtcgc ctgtgacggt gaatgagggg 
gggcggccag agcccacggt cacctggaga 
gagatcctgg agatctctga catccagcgg 
cacaacgggg ttaactcggc gcccgacagc 
ccgaccatca cggacgtgac cagcgcccgc 
tgcgaagcca tggcggttcc ccccgcggat 
agcagcggca cggccgaagg cctgaaggtg 
tttgccaacg tgagcgcccg gcattacggc 
ggagcgtcca gcgcctccat gcggctcctg 
aggcccccag ggctcctggc cctcctctcc 
gcgcaaccca gtccagctca cctccccctg 



ggcaatgtga acctgctttg cctggccgtg 420 
cagctccgag acggcttcac ctcggaggga 480 
ggccaggccg gggagtatga gtgcgtgact 540 
cgccgcgtgc tggtcacagt caactatcct 600 
accgcgctgg gccggaccgc cctcctgcgc 660 
ttccagtggt acaaggatga cagactgctg 720 
cagacggagc gcacccgctc gatgcttctc 780 
aactatacgt gtcgcgccgc caatcgactg 840 
cgcccaggat ccctggagaa ctcagccccg 900 
gccctgggct ggctgtggtg gagaatgtag 960 
cagggggcct caaaccaaga gtgagaga 1018 



<210> 22 

<211> 319 

<212> PRT 

<213> Homo sapiens 

<400> 22 

Leu Ala Gly Leu Ala Val lie Ser Arg Gly Leu Leu Ser Gin Ser Leu 
15 10 15 

Glu Phe Asn Ser Pro Ala Asp Asn Tyr Thr Val Cys Glu Gly Asp Asn 
20 25 30 

Ala Thr Leu Ser Cys Phe He Asp Glu His Val Thr Arg Val Ala Trp 
35 40 45 

Leu Asn Arg Ser Asn He Leu Tyr Ala Gly Asn Asp Arg Trp Thr Ser 
50 55 60 

Asp Pro Arg Val Arg Leu Leu He Asn Thr Pro Glu Glu Phe Ser He 
65 70 75 80 

Leu He Thr Glu Val Gly Leu Gly Asp Glu Gly Leu Tyr Thr Cys Ser 
85 90 95 

Phe Gin Thr Arg His Gin Pro Tyr Thr Thr Gin Val Tyr Leu He Val 
100 105 110 

His Val Pro Ala Arg He Val Asn He Ser Ser Pro Val Thr Val Asn 
115 120 125 

Glu Gly Gly Asn Val Asn Leu Leu Cys Leu Ala Val Gly Arg Pro Glu 
130 135 140 

Pro Thr Val Thr Trp Arg Gin Leu Arg Asp Gly Phe Thr Ser Glu Gly 
145 150 155 160 

Glu He Leu Glu He Ser Asp He Gin Arg Gly Gin Ala Gly Glu Tyr 
165 170 175 

Glu Cys Val Thr His Asn Gly Val Asn Ser Ala Pro Asp Ser Arg Arg 
180 185 190 

Val Leu Val Thr Val Asn Tyr Pro Pro Thr He Thr Asp Val Thr Ser 
195 200 205 



88 



Ala Arg Thr Ala Leu Gly Arg Thr Ala Leu Leu Arg Cys Glu Ala Met 
210 215 220 

Ala Val Pro Pro Ala Asp Phe Gin Trp Tyr Lys Asp Asp Arg Leu Leu 
225 230 235 240 

Ser Ser Gly Thr Ala Glu Gly Leu Lys Val Gin Thr Glu Arg Thr Arg 
245 250 255 

Ser Met Leu Leu Phe Ala Asn Val Ser Ala Arg His Tyr Gly Asn Tyr 
260 265 270 

Thr Cys Arg Ala Ala Asn Arg Leu Gly Ala Ser Ser Ala Ser Met Arg 
275 280 285 

Leu Leu Arg Pro Gly Ser Leu Glu Asn Ser Ala Pro Arg Pro Pro Gly 
230 295 300 

Leu Leu Ala Leu Leu Ser Ala Leu Gly Trp Leu Trp Trp Arg Met 
305 310 315 



<210> 23 

<211> 1017 

<212> DNA 

<213> Homo sapiens 

<400> 23 

ctggccggct tggccgtcat cagccgaggg 
cctgccgaca actacacagt gtgtgaaggt 
gagcacgtga cccgcgtggc ctggctgaac 
cgctggacca gcgacccgcg ggtgcggctg 
ctcatcaccg aggtggggct cggcgacgag 
caccagccgt acaccactca ggtctacctc 
atctcgtcgc ctgtgacggt gaatgagggg 
gggcggccag agcccacggt cacctggaga 
gagatcctgg agatctctga catccagcgg 
cacaacgggg ttaactcggc gcccgacagc 
ccgaccatca cggacgtgac cagcgcccgc 
tgcgaagcca tggcggttcc ccccgcggat 
agcagcggca cggccgaagg cctgaaggtg 
tttgccaacg tgagcgcccg gcattacggc 
ggagcgtcca gcgcctccat gcggctcctg 
aggcccccag ggctcctggc cctcctctcc 
gccaacccag tccagctcac ctccccctgc 



ctgctctccc agagcctgga gttcaactct 60 
gacaacgcca ccctcagctg cttcatcgac 120 
cgctccaaca tcctgtatgc cggcaatgac 180 
ctcatcaaca cccccgagga gttctccatc 240 
ggcctctaca cctgctcctt ccagacccgc 300 
attgtccacg tccctgcccg cattgtgaac 360 
ggcaatgtga acctgctttg cctggccgtg 420 
cagctccgag acggcttcac ctcggaggga 480 
ggccaggccg gggagtatga gtgcgtgact 540 
cgccgcgtgc tggtcacagt caactatcct 600 
accgcgctgg gccgggccgc cctcctgcgc 660 
ttccagtggt acaaggatga cagactgctg 720 
cagacggagc gcacccgctc gatgcttctc 780 
aactatacgt gtcgcgccgc caaccgactg 840 
cgcccaggat ccctggagaa ctcagccccg 900 
gccctgggct ggctgtggtg gagaatgtag 960 
^99999cctc aaaccaagag tgagaga 1017 



<210> 24 
<211> 319 
<212> PRT 

<213> Homo sapiens 
<400> 24 

Leu Ala Gly Leu Ala Val lie Ser Arg Gly Leu Leu Ser Gin Ser Leu 
15 10 15 



89 



Glu Phe Asn Ser Pro Ala Asp Asn Tyr Thr Val Cys Glu Gly Asp Asn 



25 



30 



Ala Thr Leu Ser Cys Phe He Asp Glu His Val Thr Arg Val Ala Trp 
35 40 45 

Leu Asn Arg Ser Asn He Leu Tyr Ala Gly Asn Asp Arg Trp Thr Ser 
^" 55 60 

Asp Pro Arg Val Arg Leu Leu He Asn Thr Pro Glu Glu Phe Ser He 
" 70 75 80 

Leu He Thr Glu Val Gly Leu Gly Asp Glu Gly Leu Tyr Thr Cys Ser 
85 90 95 

Phe Gin Thr Arg His Gin Pro Tyr Thr Thr Gin Val Tyr Leu He Val 

105 no 

His Val Pro Ala Arg He Val Asn He Ser Ser Pro Val Thr Val Asn 
115 120 125 

Glu Gly Gly Asn Val Asn Leu Leu Cys Leu Ala Val Gly Arg Pro Glu 
130 135 

Pro Thr val Thr Trp Arg Gin Leu Arg Asp Gly Phe Thr Ser Glu Gly 



150 



155 160 
Glu He Leu Glu He Ser Asp He Gin Arg Gly Gin Ala Gly Glu Tyr 



165 



170 



175 



Glu Cys val Thr His Asn Gly Val Asn Ser Ala Pro Asp Ser Arg Arg 

185 190 

val Leu yal Thr Val Asn Tyr Pro Pro Thr He Thr Asp Val Thr Ser 
195 200 205 

Ala Arg Thr Ala Leu Gly Arg Ala Ala Leu Leu Arg Cys Glu Ala Met 
210 215 



220 



Ala val Pro Pro Ala Asp Phe Gin Trp Tyr Lys Asp Asp Arg Leu 



230 



Leu 



235 240 

Ser Ser Gly Thr Ala Glu Gly Leu Lys Val Gin Thr Glu Arg Thr Ara 
245 



250 255 

Ser Met Leu Leu Phe Ala Asn Val Ser Ala Arg His Tyr Gly Asn Tyr 
260 



265 270 
Thr Cys Arg Ala Ala Asn Arg Leu Gly Ala Ser Ser Ala Ser Met Arg 



280 



285 



Leu Leu Arg Pro Gly Ser Leu Glu Asn Ser Ala Pro Arg Pro Pro Gly 



295 



300 



Leu Leu Ala Leu Leu Ser Ala Leu Gly Trp Leu Trp Trp Arg Met 

"^^^ 310 215 



90 



<210> 25 

<211> 1136 

<212> DNA 

<213> Homo sapiens 

<400> 25 

ctcccagagc ctggagttca actctcctgc 
cgccaccctc agctgcttca tcgacgagca 
caacatcctg tatgccggca atgaccgctg 
caacaccccc gaggagttct ccatcctcat 
ctacacctgc tccttccaga cccgccacca 
ccacgtccct gcccgcattg tgaacatctc 
tgtgaacctg ctttgcctgg ccgtggggcg 
ccgagacggc ttcacctcgg agggagagat 
ggccggggag tatgagtgcg tgactcacaa 
cgtgctggtc acagtcaact atcctccgac 
gctgggccgg gccgccctcc tgcgctgcga 
gtggtataag gatgacagac tgctgagcag 
ggagcgcacc cgctcgatgc ttctctttgc 
tacgtgtcgc gccgccaacc gactgggagc 
aggatccctg gagaactcag ccccgaggcc 
gggctggctg tggtggagaa tgtaggcgca 
ggcctcaggc caagagtgag agaaacgggg 
aagagctctc ggccaccaag gaagaagaga 
gatcttcaga gaacccatca ctgtgaggga 



cgacaactac acagtgtgtg aaggtgacaa 60 
cgtgacccgc gtggcctggc tgaaccgctc 120 
gaccagcgac ccgcgggtgt ggctgctcat 180 
caccgaggtg gggctcggcg acgagggcct 240 
gccgtacacc actcaggtct acctcattgt 300 
gtcgcctgtg atggtgaatg aggggggcaa 360 
gccagagccc acggtcacct ggagacagct 420 
cctggagatc tctgacatcc agcggggcca 480 
cggggttaac tcggcgcccg acagccgccg 540 
catcacggac gtgaccagcg cccgcaccgc 600 
agccatggcg gttccccccg cggatttcca 660 
cggcacggcc gaaggcctga aggtgcagat 720 
caacgtgagc gcccggcatt acggcaacta 780 
gtccagcgcc tccatgcggc tcctgcgccc 840 
cccagggctc ctggccctcc tctccgccct 900 
acccagtgga gctcacctcc ccctgcaggg 960 
gagcaagagc cgtgggtctc gtgggggcag 1020 
gaggagaaga ggaggaggca gaggaagaaa 1080 
taacgcaaaa ttatgcatct ttctac 1136 



<210> 26 

<211> 307 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Ser Gin Ser Leu Glu Phe Asn Ser Pro Ala Asp Asn Tyr Thr Val Cys 
15 10 15 

Glu Gly Asp Asn Ala Thr Leu Ser Cys Phe lie Asp Glu His Val Thr 
20 25 30 

Arg Val Ala Trp Leu Asn Arg Ser Asn lie Leu Tyr Ala Gly Asn Asp 
35 40 45 

Arg Trp Thr Ser Asp Pro Arg Val Tinp Leu Leu lie Asn Thr Pro Glu 
50 55 60 

Glu Phe Ser lie Leu lie Thr Glu Val Gly Leu Gly Asp Glu Gly Leu 
65 70 75 80 

Tyr Thr Cys Ser Phe Gin Thr Arg His Gin Pro Tyr Thr Thr Gin Val 
85 90 95 

Tyr Leu lie Val His Val Pro Ala Arg lie Val Asn lie Ser Ser Pro 
100 105 110 

Val Met Val Asn Glu Gly Gly Asn Val Asn Leu Leu Cys Leu Ala Val 
115 120 125 



91 



Gly Arg Pro Glu Pro Thr Val Thr Trp Arg Gin Leu Arg Asp Gly Phe 
130 135 140 



Thr Ser Glu Gly Glu lie Leu Glu lie Ser Asp lie Gin Arg Gly Gin 
145 150 155 160 

Ala Gly Glu Tyr Glu Cys Val Thr His Asn Gly Val Asn Ser Ala Pro 
165 170 175 

Asp Ser Arg Arg Val Leu Val Thr Val Asn Tyr Pro Pro Thr He Thr 
180 185 190 

Asp Val Thr Ser Ala Arg Thr Ala Leu Gly Arg Ala Ala Leu Leu Arg 
195 200 205 

Cys Glu Ala Met Ala Val Pro Pro Ala Asp Phe Gin Trp Tyr Lys Asp 
210 215 220 

Asp Arg Leu Leu Ser Ser Gly Thr Ala Glu Gly Leu Lys Val Gin Met 
225 230 235 240 

Glu Arg Thr Arg Ser Met Leu Leu Phe Ala Asn Val Ser Ala Arg His 
245 250 255 

Tyr Gly Asn Tyr Thr Cys Arg Ala Ala Asn Arg Leu Gly Ala Ser Ser 
260 265 270 

Ala Ser Met Arg Leu Leu Arg Pro Gly Ser Leu Glu Asn Ser Ala Pro 
275 280 285 

Arg Pro Pro Gly Leu Leu Ala Leu Leu Ser Ala Leu Gly Trp Leu Trp 
290 295 300 



Trp Arg Met 
305 



<210> 27 

<211> 1169 

<212> DNA 

<213> Homo sapiens 

<400> 27 

ctccaacaag catagcgcgc cccggaccgg 
ctctgccgcg atgccccccg ctgcgcccgg 
cctggccggc ttggccgtca tcagccgggg 
tcctgccgac aactacacag tgtgtgaagg 
cgagcatgtg acccgcgtgg cctggctgaa 
ccgcaggacc agggacccgc gggtgcggct 
cctcgtcacc gaggtggggc tcggcgacga 
ccaccagccg tacaccactc aggtctacct 
catctcgtcg cctgtgatgg tgaatgaggg 
ggggcggcca gagcccacgg tcacctggag 
agagatcctg gagatctctg acatcctgcg 
tcacaacggg gttaactcgg cgcccgacag 
tccgaccatc acggacgtga ccagcgcccg 



cccccccttt cccctccccc tccgtgccgc 60 
ggcccggctc cggcttctcg ccgccgccgc 120 
gctgctctcc cagaggctgg agttcaactc 180 
tgacaacgcc accctcagct gcttcatgga 240 
ccgctccaac atcctgtacg ccggcaacga 300 
gctcatcaac acccccgagg agttctccat 360 
gggcctctac acctgctcct tccagacccg 420 
cattgtccac gtccctgccc gcgttgtgaa 480 
aggtaatgtg aacctgcttt gcctggccgt 540 
acagctccga gacggcttca cctcggaggg 600 
gggccaggcc ggggagtatg agtgcgtgac 660 
ccgccgcgtg ctggtcacag tcaactatcc 720 
caccgcgctg gggccgggcc gcctactgcg 780 



92 



ctgcgaagcc atggcggttt cccccgcgga tttccagtgg tataaggatg acagactact 840 
gagcagcggc acggccgagg gcctgaaggt gcagatggag cgcactcgct cgatgcttct 900 
ctttgccaac atgagcgccc ggcattacgg caactatacg tgttgcgccg ccaaccggct 960 
gggagcgtcc agcgcctcca tgcggctcct gtgcccagga tccctggaga actcagcccc 1020 
gaggccccca gggcccctgg ccctcctctc cgccctgggc tggctgtggt ggagaatgta 1080 
ggcgcaaccc agtggagctc gcctccccct gcagggggcc tcaggccaag agtgagagaa 1140 
stagggggagc aagagccctg ggtctcgtg 1169 



<210> 28 

<211> 336 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Pro Pro Ala Ala Pro Gly Ala Arg Leu Arg Leu Leu Ala Ala Ala 
15 10 15 

Ala Leu Ala Gly Leu Ala Val He Ser Arg Gly Leu Leu Ser Gin Arg 
20 25 30 

Leu Glu Phe Asn Ser Pro Ala Asp Asn Tyr Thr Val Cys Glu Gly Asp 
35 40 45 

Asn Ala Thr Leu Ser Cys Phe Met Asp Glu His Val Thr Arg Val Ala 
50 55 60 

Trp Leu Asn Arg Ser Asn He Leu Tyr Ala Gly Asn Asp Arg Arg Thr 
65 70 75 80 

Arg Asp Pro Arg Val Arg Leu Leu He Asn Thr Pro Glu Glu Phe Ser 
85 90 95 

He Leu Val Thr Glu Val Gly Leu Gly Asp Glu Gly Leu Tyr Thr Cys 
100 105 110 

Ser Phe Gin Thr Arg His Gin Pro Tyr Thr Thr Gin Val Tyr Leu He 
115 120 125 

Val His Val Pro Ala Arg Val Val Asn He Ser Ser Pro Val Met Val 
130 135 140 

Asn Glu Gly Gly Asn Val Asn Leu Leu Cys Leu Ala Val Gly Arg Pro 
145 150 155 160 

Glu Pro Thr Val Thr Trp Arg Gin Leu Arg Asp Gly Phe Thr Ser Glu 
165 170 175 

Gly Glu He Leu Glu He Ser Asp He Leu Arg Gly Gin Ala Gly Glu 
180 185 190 

Tyr Glu Cys Val Thr His Asn Gly Val Asn Ser Ala Pro Asp Ser Arg 
195 200 205 

Arg Val Leu Val Thr Val Asn Tyr Pro Pro Thr He Thr Asp Val Thr 
210 215 220 



93 



Ser Ala Arg Thr Ala Leu Gly Pro Gly Arg Leu Leu Arg Cys Glu Ala 
225 230 235 240 

Met Ala Val Ser Pro Ala Asp Phe Gin Trp Tyr Lys Asp Asp Arg Leu 
245 250 255 

Leu Ser Ser Gly Thr Ala Glu Gly Leu Lys Val Gin Met Glu Arg Thr 
260 265 270 

Arg Ser Met Leu Leu Phe Ala Asn Met Ser Ala Arg His Tyr Gly Asn 
275 280 285 

Tyr Thr Cys Cys Ala Ala Asn Arg Leu Gly Ala Ser Ser Ala Ser Met 
290 295 300 

Arg Leu Leu Cys Pro Gly Ser Leu Glu Asn Ser Ala Pro Arg Pro Pro 
305 310 315 320 

Gly Pro Leu Ala Leu Leu Ser Ala Leu Gly Trp Leu Trp Trp Arg Met 
325 330 335 



<210> 29 

<211> 1377 

<212> DMA 

<213> Homo sapiens 

<400> 29 

cagttttata aatggtatta tttgctgcaa 
tataggtccc aaatgtggta tcttttcaca 
actcatggtg tctttcaaaa ttatagatct 
cagattattt cctactgggg ctaccctgat 
tatatccttg gcctttatag aattccttat 
aattcagctc agagggttgt tgtatacttg 
tggatttcca atcttcccaa caatagtctg 
gtgtggatgg gaaatagcag aggaaatacc 
agttccaaag aattctgggc tttcaggtac 
tgcatcttgg tgaagaagag aggagagaaa 
gtacatagcc agggaacctt aggtttcata 
agaatcaaaa tattttttgc tttagcaccc 
attcttaaac ttacatacaa atggaagtca 
tcatttaaaa aattcattgg ttcaaagctg 
ctcaatatct tgtttatgat gtttggatat 
gatgtgtatt tttcacacaa cccagcagga 
caggcttatg actggggcag tcctgatctg 
ccattataca acatgacaaa catgaatgtg 
ttgttggctg accctgaaga cgttaacatt 
tataaaacta tttcttacta caatcatata 
caagtttacc atgaaatcat tgatattatc 
tgtgtttaaa gatctacatc attcctaatg 
tatgttcttt catttttaaa actaaatatg 



ttttaactgt ataaacatct cccttttata 60 
atgatgtatt ttatccgaat tcttggaatt 120 
gtgaaacctg aagcagatat gaatattagc 180 
gaagaatatg atattgtaac cgaagatggt 240 
tggaggacag acaataataa aaatctaggt 300 
caacatggtt tgcttacatc tgccagcagc 360 
ggcttcattc tggcagatgc tggttatgat 420 
tggtccagga aacacttgta cctagaaacg 480 
gctcaaggag gcctgcctgc ctctgtagac 540 
aatatatatc attatatctt tcattcccaa 600 
acattttcta ctatatcaaa gatagctgaa 660 
tcatcctcag tcaaatatac caagtcaatt 720 
ataggcaaca aagacttctt gcctaaaacc 780 
tgtccactac agatttttga taagatttgc 840 
gacccaaaaa acttaaatat gagtcgtttg 900 
acatctgttc aaaatatgct tcattggagt 960 
aacttggttc attataatca gacaacgtct 1020 
gcaactgcaa tttggaatgg taaaagtgac 1080 
ttacattctg aaatcacaaa ccacatttat 1140 
gactctttgt ttggattaga tgtctatgat 1200 
caagacaatc tataaagaac catggcgctg 1260 
aaatccaatt cttatttttt tttacctgtg 1320 
tagttttttc ctctatattc tcattga 1377 



<210> 30 



94 



<211> 390 
<212> PRT 
<213> Homo sapiens 

<400> 30 

Met Trp Tyr Leu Phe Thr Met Met Tyr Phe lie Arg lie Leu Gly He 
15 10 15 

Thr His Gly Val Phe Gin Asn Tyr Arg Ser Val Lys Pro Glu Ala Asp 
20 25 30 

Met Asn He Ser Gin He He Ser Tyr Trp Gly Tyr Pro Asp Glu Glu 
35 40 45 

Tyr Asp He Val Thr Glu Asp Gly Tyr He Leu Gly Leu Tyr Arg He 
50 55 60 

Pro Tyr Trp ?»rg Thr Asp Asn Asn Lys Asn Leu Gly Asn Ser Ala Gin 
65 70 75 80 

Arg Val Val Val Tyr Leu Gin His Gly Leu Leu Thr Ser Ala Ser Ser 
85 90 95 

Trp He Ser Asn Leu Pro Asn Asn Ser Leu Gly Phe He Leu Ala Asp 
100 105 110 

Ala Gly Tyr Asp Val Trp Met Gly Asn Ser Arg Gly Asn Thr Trp Ser 
115 120 125 

Arg Lys His Leu Tyr Leu Glu Thr Ser Ser Lys Glu Phe Trp Ala Phe 
130 135 140 

Arg Tyr Ala Gin Gly Gly Leu Pro Ala Ser Val Asp Cys He Leu Val 
145 150 155 160 

Lys Lys Arg Gly Glu Lys Asn He Tyr His Tyr He Phe His Ser Gin 
165 170 175 

Val His Ser Gin Gly Thr Leu Gly Phe He Thr Phe Ser Thr He Ser 
180 185 190 

Lys He Ala Glu Arg He Lys He Phe Phe Ala Leu Ala Pro Ser Ser 
195 200 205 

Ser Val Lys Tyr Thr Lys Ser He He Leu Lys Leu Thr Tyr Lys Trp 
210 215 220 

Lys Ser He Gly Asn Lys Asp Phe Leu Pro Lys Thr Ser Phe Lys Lys 
225 230 235 240 

Phe He Gly Ser Lys Leu Cys Pro Leu Gin He Phe Asp Lys He Cys 
245 250 255 

Leu Asn He Leu Phe Met Met Phe Gly Tyr Asp Pro Lys Asn Leu Asn 
260 265 270 



Met Ser Arg Leu Asp Val Tyr Phe Ser His Asn Pro Ala Gly Thr Ser 

95 



275 



280 



285 



Val Gin Asn Met Leu His Trp Ser Gin Ala Tyr Asp Trp Gly Ser Pro 
290 295 300 

Asp Leu Asn Leu Val His Tyr Asn Gin Thr Thr Ser Pro Leu Tyr Asn 
305 310 315 320 

Met Thr Asn Met Asn Val Ala Thr Ala lie Trp Asn Gly Lys Ser Asp 
325 330 335 

Leu Leu Ala Asp Pro Glu Asp Val Asn lie Leu His Ser Glu lie Thr 
340 345 350 

Asn His lie Tyr Tyr Lys Thr lie Ser Tyr Tyr Asn His lie Asp Ser 
355 360 365 

Leu Fhe Gly Leu Asp Val Tyr Asp Gin Val Tyr His Glu lie lie Asp 
370 375 380 

lie lie Gin Asp Asn Leu 
385 390 



<210> 31 

<211> 1260 

<212> DNA 

<213> Homo sapiens 

<400> 31 

attaaatttc ctttcctagg cagatcccaa 
atgcttcttc ttggatctat gtatggttat 
gctaatatga atattagcca gattatttcc 
attgtaaccg aagatggtta tatccttggc 
aataataaaa atctaggtaa ttcagctcag 
cttacatctg ccagcagctg gatttccaat 
gcagatgctg gttatgatgt gtggatggga 
cacttgtacc tagaaacgag ttccaaagaa 
aaatatgacc ttccagcctc tattgatttc 
ttttatgtag gccattcaca gggtactact 
aagatagctg aaagaatcaa aatatttttt 
ttaaaaagtc ctttaattag aatgacatac 
ggcaacaaag acttcttgcc taaaacctca 
ccactacaga tttttgataa gatttgcctc 
ccaaaaaact taaatatgag tcgtttggat 
tctgttcaaa atatgcttca ttggagtcag 
gactggggca gtcctgatct gaacttggtt 
aacatgacaa acatgaatgt ggcaactgca 
gaccctgaag acgttaacat tttacattct 
atttcttact acaatcatat agactctttg 
catgaaatca ttgatattat ccaagacaat 



atgtggcagc ttttagcagc agcatgctgg 60 
gacaagaaag gaaacaatgc aaaccctgaa 120 
tactggggct accctgatga agaatatgat 180 
ctttatagaa ttccttattg gaggacagac 240 
agggttgttg tatacttgca acatggtttg 300 
cttcccaaca atagtctggg cttcattctg 360 
aatagcagag gaaatacctg gtccaggaaa 420 
ttctgggctt tcagttttga tgagatggca 480 
actgtgaagc aaaccagaca agaggaaata 540 
attggtttca taacattttc tactatatca 600 
gctttagcac cagttttttc cacaaagtac 660 
aaatggaagt caatagtcat ggctttttca 720 
tttaaaaaat tcattggttc aaagctgtgt 780 
aatatcttgt ttatgatgtt tggatatgac 840 
gtgtattttt cacacaaccc agcaggaaca 900 
cttttaaatt ctactcattt gaaagcttat 960 
cattataatc agacaacgtc tccattatac 1020 
atttggaatg gtaaaagtga cttgttggct 1080 
gaaatcacaa accacattta ttataaaact 1140 
tttggattag atgtctatga tcaagtttac 1200 
ctataaagaa ccatggcgct gtgtgtttaa 1260 



<210> 32 

<211> 401 

<212> PRT 

<213> Homo sapiens 



96 



<400> 32 

Met Trp Gin Leu Leu Ala Ala Ala Cys Trp Met Leu Leu Leu Gly 



10 15 



Met Tyr Gly Tyr Asp Lys Lys Gly Asn Asn Ala Asn Pro Glu Ala Asn 

25 30 



Met Asn lie Ser Gin lie lie Ser Tyr Trp Gly Tyr Pro Asp Glu Glu 
^ 40 45 



ryr ASP lie Val Thr Glu Asp Gly Tyr He Leu Gly Leu Tyr Arg He 

55 60 

Pro IVr Trp Arg Thr Asp Asn Asn Lys Asn Leu Gly Asn Ser Ala Gin 

75 an 



Arg val Val Val Tyr Leu Gin His Gly Leu Leu Thr Ser Ala Ser Ser 
85 90 95 



Trp He ser Asn Leu Pro Asn Asn Ser Leu Gly Phe lie Leu Ala Asp 

105 HQ 

Ala Gly Tyr Asp Val Trp Met Gly Asn Ser Arg Gly Asn Thr Trp Ser 

120 

Arg Lys His Leu Tyr Leu Glu Thr Ser Ser Lys Glu Phe Trp Ala Phe 



135 



140 



ser Phe Asp Glu Met Ala Lys Tyr Asp Leu Pro Ala Ser He Asp Phe 



150 



160 



^ val Lys Gin Thr Arg Gin Glu Glu He Phe lyr Val Gly His Ser 

^'^^ 175 



Gin Gly Thr Thr He Gly Phe lie Thr Phe Ser Ttr lie Ser Lys He 

185 

Ala Glu Arg He Lys He Phe Phe Ala Leu Ala Pro Val Phe Ser Thr 

200 205 

Lys Tyr Leu Lys Ser Pro Leu He Arg Met Thr .yr Lys Trp Lys Ser 

^-L^ 220 

lie val Met Ala Phe Ser Gly Asn Lys Asp Phe Leu Pro Lys Thr Ser 

"° 235 240 

Phe Lys Lys Phe He Gly Ser Lys Leu Cys Pro Leu Gin He Phe Asp 

250 255 
Lys He cys Leu Asn He Leu Phe Met Met Phe Gly Tyr Asp Pro Lys 



265 



270 



Asn Leu Asn Met Ser Arg Leu ^p Val Tyr Phe Ser His Asn Pro Ala 

280 285 

Gly Thr ser Val Gin Asn Met Leu His Trp Ser Gin Leu Leu Asn Ser 

97 



290 295 300 

Thr His Leu Lys Ala Tyr Asp Trp Gly Ser Pro Asp Leu Asn Leu Val 
305 310 315 320 

His Tyr Asn Gin Thr Thr Ser Pro Leu Tyr Asn Met Thr Asn Met Asn 
325 330 335 

Val Ala Thr Ala lie Trp Asn Gly Lys Ser Asp Leu Leu Ala Asp Pro 
340 345 350 

Glu Asp Val Asn lie Leu His Ser Glu He Thr Asn His He Tyr Tyr 
355 360 365 

Lys Thr He Ser Tyr Tyr Asn His He Asp Ser Leu Phe Gly Leu Asp 
370 375 380 

Val 'lyr Asp Gin Val Tyr His Glu He He Asp He He Gin Asp Asn 
385 390 395 400 

Leu 



<210> 33 

<211> 691 

<212> DNA 

<213> Homo sapiens 

<400> 33 

gactgaagta ccaactaagt catctccttt 
agcaccgcac acagtccggt gtttctggta 
gagtccacag aactttcagc cacgaccttt 
gctagaaaaa tgaaaatctt agggactatc 
tttggagtta tcttcctttt cactttgtta 
ctttcaggat atccattctg gggctctgtt 
gcagtgaaaa gaaaaaccac agaaactctg 
agtgccctgg gagcaatagc tggaatcatt 
aactacattt gtggttattc tcaccaaaat 
ttgggaattt tgattacatt gatgactttc 
ttctcaattt tggggtgcca ctcagaggat 
ctgtgagaat aaagatgtgt taaaataaaa 



caaattatca ccgacaccat catggattca 60 
tttcctccag aaatcactgc ttcagaatat 120 
tcaactcaaa gccccttgca aaaattattt 180 
cagatcctgt ttggaattat gaccttttct 240 
aaaccatatc caaggtttcc ctttatattt 300 
ttgttcatta attctggagc cttcctaatt 360 
ataatattga gccgaataat gaattttctt 420 
ctcctcacat ttggtttcat cctagatcaa 480 
agtcagtgta aggctgttac tgtcctgttc 540 
agcattattg aattattcat ttctctgcct 600 
tgtgattgtg aacaatgttg ttgactagca 660 
a 691 



<210> 34 

<211> 200 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Met Asp Ser Ser Thr Ala His Ser Pro Val Phe Leu Val Phe Pro Pro 
15 10 15 

Glu He Thr Ala Ser Glu Tyr Glu Ser Thr Glu Leu Ser Ala Thr Thr 
20 25 30 



Phe Ser Thr Gin Ser Pro Leu Gin Lys Leu Phe Ala Arg Lys Met Lys 

98 



35 



40 



45 



lie Leu Gly Thr He Gin He Leu Phe Gly He Met Thr Phe Ser Phe 
50 55 60 

Gly Val He Phe Leu Phe Thr Leu Leu Lys Pro Tyr Pro Arg Phe Pro 
65 70 75 80 

Phe He Phe Leu Ser Gly Tyr Pro Phe Trp Gly Ser Val Leu Phe lie 
85 90 95 

Asn Ser Gly Ala Phe Leu He Ala Val Lys Arg Lys Thr Thr Glu Thr 
100 105 110 

Leu He He Leu Ser Arg He Met Asn Phe Leu Ser Ala Leu Gly Ala 
115 120 125 

He Ala Gly He He Leu Leu Thr Phe Gly Phe He Leu Asp Gin Asn 
130 135 140 

Tyr He Cys Gly Tyr Ser His Gin Asn Ser Gin Cys Lys Ala Val Thr 
145 150 155 160 

Val Leu Phe Leu Gly He Leu He Thr Leu Met Thr Phe Ser He He 
165 170 175 

Glu Leu Phe He Ser Leu Pro Phe Ser He Leu Gly Cys His Ser Glu 
180 185 190 

Asp Cys Asp Cys Glu Gin Cys Cys 
195 200 



<210> 35 

<211> 500 

<212> DNA 

<213> Homo sapiens 

<400> 35 

ctttcaaatt atcaccgaca ccatcatgga 
ggtatttcct ccagaaatca ctgcttcaga 
cttttcaact caaagcccct tgcaaaaatt 
tatccagatc ctgtttggaa ttatgacctt 
gttaaaacca tatccaaggt ttccctttat 
tgttttgttc attaattctg gagccttcct 
tctgggaatt ttgattacat tgatgacttt 
tttctcaatt ttggggtgcc actcagagga 
actgtgagaa taaagatgtg 



ttcaagcacc gcacacagtc cggtgtttct 60 
atatgagtcc acagaacttt cagccacgac 120 
atttgctaga aaaatgaaaa tcttagggac 180 
ttcttttgga gttatcttcc ttttcacctt 240 
atttGtttca ggatatccat tctggggctc 300 
aattgcagtg aaaagaaaaa ccacagaaac 360 
cagcattatt gaattattca tttctctgtc 420 
ttgtgattgt gaacaatgtt gttgactagc 480 

500 



<210> 36 

<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 36 

Met Asp Ser Ser Thr Ala His Ser Pro Val Phe Leu Val Phe Pro Pro 



99 



1 



5 



10 



15 



Glu lie Thr Ala Ser Glu Tyr Glu Ser Thr Glu Leu Ser Ala Thr Thr 
20 25 30 

Phe Ser Thr Gin Ser Pro Leu Gin Lys Leu Phe Ala Arg Lys Met Lys 
35 40 45 

He Leu Gly Thr He Gin He Leu Phe Gly He Met Thr Phe Ser Phe 
50 55 60 

Gly Val He Phe Leu Phe Thr Leu Leu Lys Pro Tyr Pro Arg Phe Pro 
65 70 75 80 

Phe He Phe Leu Ser Gly Tyr Pro Phe Trp Gly Ser Val Leu Phe He 
85 90 95 

Asn Ser Gly Ala Phe Leu He Ala Val Lys Arg Lys Thr Thr Glu Thr 
100 105 110 

Leu Gly He Leu He Thr Leu Met Thr Phe Ser 'He He Glu Leu Phe 
115 120 125 

He Ser Leu Ser Phe Ser He Leu Gly Cys His Ser Glu Asp Cys Asp 
130 135 140 

Cys Glu Gin Cys Cys 
145 



<210> 37 
<211> 1386 
<212> DNA 

<213> Homo sapiens 
<400> 37 

cactctggcc gtggccgacg ttgctcctcc gaagcatggc gccggcggga gttgtaaccc 60 
gggctgtccg gagcggggag ctgcccctca caagcatggc gtcagctgaa aatgaagcct 120 
gtgctgtgcg gagcgtcgcc tgcccctcac aagcatggcg tctgcagaag gtgctgtgcg 180 
gccgctgcgg ggcggccagc tgcccttcac aaacatggcg gccgaggggt gcggggagtg 240 
gcggggtaag gatgggaagc cgagcagacg gccccagaac aagcggtcat gtgactggga 300 
agatggccgt ctttccttgg cactccagga ataggaacta caaagctgaa tttgcatcat 360 
gccgactgga ggctgtacca ttggagtttg gggactatca ccctctgaaa cccataactg 420 
tcacagagtc aaagacaaag aaagtgaacc ggaaaggaag cacttcttcc acgtcctcct 480 
cctcctccag ctccgtggtg gacccgctga gcagcgtcct cgatgggact gaccccctct 540 
ccatgtttgc agccactgct gaccccgcag ccttggcagc tgccatggac agctccagaa 600 
ggaaacgtga tagagatgat aactccgttg taggatcgga ttttgagcct tggaccaaca 660 
aacggggaga aatccttgcc cggtacacca ctaccgaaaa gctgtctatt aatctgttta 720 
tgggatctga aaaaggcaaa gctgggactg ccacattggc aatgtcagag aaggtgcgga 780 
cccggctgga ggagctggat gactttgagg agggttccca aaaggagctg ttgaacttga 840 
ctcagcagga ttacgtgaac cgcatagagg agctcaacca atcgctgaag gatgcctggg 900 
cctcagacca gaaagtgaag gctctaaaaa tagtcatcca gtgttcaaag cttctttcag 960 
acaccagtgt tattcagttc tacccaagca aatttgtcct tatcaccgac atacttgata 1020 
catttggaaa gctcgtgtac gagcgcatct tttccatgtg tgtggatagc cgcagcgtct 1080 
taccagatca cttttctcca gagaatgcaa atgacacggc caaggaaaca tgcctaaatt 1140 
ggtttttcaa gattgcctcc atcagggaac tcattccaag attttacgtg gaggcatcca 1200 
tcctgaaatg taacaaattc ctctccaaaa cgggaatttc agagtgcctg ccccggttga 1260 



100 



catgcatgat cagagggatc ggagacccac tagtgtcggt gtatgcccgt gcctacctgt 1320 
gccgggtagg ccatgcgagt cactgccctt gacggcacgg ctgccacccg tctccttgaa 1380 
tgttcc 1386 



<210> 38 

<211> 438 

<212> PRT 

<213> Homo sapiens 

<400> 38 

Met Ala Pro Ala Gly Val Val Thr Arg Ala Val Arg Ser Gly Glu Leu 
15 10 15 

Pro Leu Thr Ser Met Ala Ser Ala Glu Asn Glu Ala Cys Ala Val Arg 
20 25 30 

Ser Val Ala Cys Pro Ser Gin Ala Trp Arg Leu Gin Lys Val Leu Cys 
35 40 45 

Gly Arg Cys Gly Ala Ala Ser Cys Pro Ser Gin Thr Trp Arg Pro Arg 
50 55 60 

Gly Ala Gly Ser Gly Gly Val Arg Met Gly Ser Arg Ala Asp Gly Pro 
65 70 75 80 

Arg Thr Ser Gly His Val Thr Gly Lys Met Ala Val Phe Pro Trp His 
85 90 95 

Ser Arg Asn Arg Asn Tyr Lys Ala Glu Phe Ala Ser Cys Arg Leu Glu 
100 105 110 

Ala Val Pro Leu Glu Phe Gly Asp Tyr His Pro Leu Lys Pro lie Thr 
115 120 125 

Val Thr Glu Ser Lys Thr Lys Lys Val Asn Arg Lys Gly Ser Thr Ser 
130 135 140 

Ser Thr Ser Ser Ser Ser Ser Ser Ser Val Val Asp Pro Leu Ser Ser 
145 150 155 160 

Val Leu Asp Gly Thr Asp Pro Leu Ser Met Phe Ala Ala Thr Ala Asp 
165 170 175 

Pro Ala Ala Leu Ala Ala Ala Met Asp Ser Ser Arg Arg Lys Arg Asp 
180 185 190 

Arg Asp Asp Asn Ser Val Val Gly Ser Asp Phe Glu Pro Trp Thr Asn 
195 200 205 

Lys Arg Gly Glu lie Leu Ala Arg Tyr Thr Thr Thr Glu Lys Leu Ser 
210 215 220 

lie Asn Leu Phe Met Gly Ser Glu Lys Gly Lys Ala Gly Thr Ala Thr 
225 230 235 240 

Leu Ala Met Ser Glu Lys Val Arg Thr Arg Leu Glu Glu Leu Asp Asp 

101 



245 



250 



255 



Phe Glu Glu Gly Ser Gin Lys Glu Leu Leu Asn Leu Thr Gin Gin Asp 
260 ' 265 270 

Tyr Val Asn Arg lie Glu Glu Leu Asn Gin Ser Leu Lys Asp Ala Trp 
275 280 285 

Ala Ser Asp Gin Lys Val Lys Ala Leu Lys lie Val lie Gin Cys Ser 
290 295 300 

Lys Leu Leu Ser Asp Thr Ser Val lie Gin Phe Tyr Pro Ser Lys Phe 
305 310 315 320 

Val Leu lie Thr Asp lie Leu Asp Thr Phe Gly Lys Leu Val Tyr Glu 
325 330 335 

Arg lie Phe Ser Met Cys Val Asp Ser Arg Ser Val Leu Pro Asp His 
340 345 350 

Phe Ser Pro Glu Asn Ala Asn Asp Thr Ala Lys Glu Thr Cys Leu Asn 
355 360 365 

Trp Phe Phe Lys lie Ala Ser lie Arg Glu Leu lie Pro Arg Phe Tyr 
370 375 380 

Val Glu Ala Ser lie Leu Lys Cys Asn Lys Phe Leu Ser Lys Thr Gly 
385 390 395 400 

lie Ser Glu Cys Leu Pro Arg Leu Thr Cys Met lie Arg Gly lie Gly 
405 410 415 

Asp Pro Leu Val Ser Val Tyr Ala Arg Ala Tyr Leu Cys Arg Val Gly 
420 425 430 

. His Ala Ser His Cys Pro 
435 



<210> 39 

<211> 1514 

<212> DNA 

<213> Homo sapiens 

<400> 39 

ctctgtaagg gccagaagtg aggcagggat 
ggtctgggtc ccccaggggg caggggccaa 
agtagggatt gggttggggg aagataactg 
gccgctgctg ctgctgtggg cggccgcggc 
agagaacgtg acagtggctg agggtggggt 
tgatgggtcc atagttgtca tccagaaccc 
ccgtgccttg aaggatgagc gtttccagct 
ccggctctca gatgcccgcc tggaggacga 
agacacccac caccagattg ccacgctcac 
ggaggtccgg gagcaggcgg tagagggcgg 
gtcccgtccg gctgccaccc tgcgctggta 
cagcagccag gaaaatggca aggtctggag 



gggggtgttg gatgcctgga tgggcccaga 60 
aggtccagac cccccaagtc cagtgagggc 120 
ggggaaggcc agggcccggc gcttccagtg 180 
ggggccaggg gcaggacagg aagtacagac 240 
ggctgagatc acctgccgtc tgcaccagta 300 
agcccggcag accctcttct tcaatggcac 360 
tgaggagttc tccccacgcc gggtgcggat 420 
ggggggctat ttctgccagc tctacacaga 480 
ggtactagtg gccccagaga atcctgtggt 540 
cgaggtggag ctcagctgcc tcgttccgcg 600 
ccgggaccgc aaggagctga aaggagtgag 660 
cgtggcaagc acagtacggt ttcgtgtgga 720 
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ccgtaaggac gacggtggta tcatcatctg 
acacagcaag cagacgcagt acgtgctgga 
tgcctcccaa gctgtggtga gggagggaga 
gaaccccagg ccaaaccaga tccgctggaa 
ggaggccgtg ggagagacgc tcacgctgcc 
cacttgcgag gcgtccaata agcacggcca 
cgaccctggt gcggtggtag aggctcagac 
cctggcgctg ctggtgtttc tgatcatatg 
acggcagaag ggttcctatc tgacccacga 
aagagaagcc ttcctcaatg gcagcgacgg 
accctatccc cagccagcct aggcctgggc 
caaggaacca gcaaagacat ttaccagagt 
aacacctcag acgcttgggc agggatgggg 
agaagtgagg gccc 



tgaggcgcag aaccaggcgc tgccctccgg 780 
tgtgcagtac tcccccacgg cccggattca 840 
cacgctggtg ttgacgtgtg ctgtcacggg 900 
ccgcgggaat gagtctttgc cggagagggc 960 
gggtctggta tccgcggata acggcaccta 1020 
tgcgagggcg ctctacgtac ttgtggtcta 1080 
gtcggttccc tatgccattg tgggcggcat 1140 
tgtgctagtg ggcatggtct ggtgctcggt 1200 
agccagtggc ttggatgaac agggagaagc 1260 
acacaagagg aaagaggaat tcttcatctg 1320 
ctgggctggg gtccccccca ctgccagctg 1380 
ctgggatggt gggcttctcc ccccaccact 1440 
gtgttggatg cctggatctc tgtaagggcc 1500 

1514 



<210> 40 
<211> 430 
<212> PRT 

<213> Homo sapiens 
<400> 40 

Met Gly Val Leu Asp Ala Trp Met Gly Pro Glu Val Trp Val Pro Gin 
15 10 15 

Gly Ala Gly Ala Lys Gly Pro Asp Pro Pro Ser Pro Val Arg Ala Val 
20 25 30 

Gly lie Gly Leu Gly Glu Asp Asn Trp Gly Lys Ala Arg Ala Arg Arg 
35 40 45 

Phe Gin Trp Pro Leu Leu Leu Leu Trp Ala Ala Ala Ala Gly Pro Gly 
50 55 60 

Ala Gly Gin Glu Val Gin Thr Glu Asn Val Thr Val Ala Glu Gly Gly 
65 70 75 80 

Val Ala Glu lie Thr Cys Arg Leu His Gin Tyr Asp Gly Ser lie Val 
85 90 95 

Val lie Gin Asn Pro Ala Arg Gin Thr Leu Phe Phe Asn Gly Thr Arg 
100 105 110 

Ala Leu Lys Asp Glu Arg Phe Gin Leu Glu Glu Phe Ser Pro Arg Arg 
115 120 125 

Val Arg lie Arg Leu Ser Asp Ala Arg Leu Glu Asp Glu Gly Gly Tyr 
130 135 140 

Phe Cys Gin Leu Tyr Thr Glu Asp Thr His His Gin lie Ala Thr Leu 
145 150 155 160 

Thr Val Leu Val Ala Pro Glu Asn Pro Val Val Glu Val Arg Glu Gin 
165 170 175 

Ala Val Glu Gly Gly Glu Val Glu Leu Ser Cys Leu Val Pro Arg Ser 
180 185 190 
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Arg Pro Ala Ala Thr Leu Arg Trp Tyr Arg Asp Arg Lys Glu Leu Lys 
195 200 205 



Gly Val Ser Ser Ser Gin Glu Asn Gly Lys Val Trp Ser Val Ala Ser 
210 215 220 

Thr Val Arg Phe Arg Val Asp Arg Lys Asp Asp Gly Gly lie lie lie 
225 230 235 240 

Cys Glu Ala Gin Asn Gin Ala Leu Pro Ser Gly His Ser Lys Gin Thr 
245 250 255 

Gin Tyr Val Leu Asp Val Gin Tyr Ser Pro Thr Ala Arg lie His Ala 
260 265 270 

Ser Gin Ala Val Val Arg Glu Gly Asp Thr Leu Val Leu Thr Cys Ala 
275 280 285 

Val Thr Gly Asn Pro Arg Pro Asn Gin lie Arg Trp Asn Arg Gly Asn 
290 295 300 

Glu Ser Leu Pro Glu Arg Ala Glu Ala Val Gly Glu Thr Leu Thr Leu 
305 310 315 320 

Pro Gly Leu Val Ser Ala Asp Asn Gly Thr Tyr Thr Cys Glu Ala Ser 
325 330 335 

Asn Lys His Gly His Ala Arg Ala Leu Tyr Val Leu Val Val Tyr Asp 
340 345 350 

Pro Gly Ala Val Val Glu Ala Gin Thr Ser Val Pro Tyr Ala He Val 
355 360 365 

Gly Gly He Leu Ala Leu Leu Val Phe Leu He He Cys Val Leu Val 
370 375 380 

Gly Met Val Trp Cys Ser Val Arg Gin Lys Gly Ser Tyr Leu Thr His 
385 390 395 400 

Glu Ala Ser Gly Leu Asp Glu Gin Gly Glu Ala Arg Glu Ala Phe Leu 
405 410 415 

Asn Gly Ser Asp Gly His Lys Arg Lys Glu Glu Phe Phe He 
420 425 430 



<210> 41 

<211> 1161 

<212> DNA 

<213> Homo sapiens 

<400> 41 

ggcccggcgc ttccagtggc cgctgctgct gctgtgggcg gccgcggcgg ggccaggggc 60 
aggacaggaa gtacagacag agaacgtgac agtggctgag ggtggggtgg ctgagatcac 120 
ctgccgtctg caccagtatg atgggtccat agttgtcatc cagaacccag cccggcagac 180 
cctcttcttc aatggcaccc gtgccttgaa ggatgagcgt ttccagcttg aggagttctc 240 
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cccacgccgg gtgcggatcc ggctctcaga 
ctgccagctc tacacagaag acacccacca 
cccagagaat cctgtggtgg aggtccggga 
cagctgcctc gttccgcggt cccgtccggc 
ggagctgaaa ggagtgagca gcagccagga 
agtacggttt cgtgtggacc gtaaggacga 
ccaggcgctg ccctccggac acagcaagca 
ccccacggcc cggattcatg cctcccaagc 
gacgtgtgct gtcacgggga accccaggcc 
gtctttgccg gagagggcgg aggccgtggg 
cgcggataac ggcacctaca cttgcgaggc 
ctacgtactt gtggtctacg accctggtgc 
tgccattgtg ggcggcatcc tggcgctgct 
catggtctgg tgctcggtac ggcagaaggg 
ggatgaacag ggagaagcaa gagaagcctt 
agaggaattc ttcatctgac c 



tgcccgcctg gaggacgagg ggggctattt 300 
ccagattgcc acgctcacgg tactagtggc 360 
gcaggcggta gagggcggcg aggtggagct 420 
tgccaccctg cgctggtacc gggaccgcaa 480 
aaatggcaag gtctggagcg tggcaagcac 540 
cggtggtatc atcatctgtg aggcgcagaa 600 
gacgcagtac gtgctggatg tgcagtactc 660 
tgtggtgagg gagggagaca cgctggtgtt 720 
aaaccagatc cgctggaacc gcgggaatga 780 
agagacgctc acgctgccgg gtctggtatc 840 
gtccaataag cacggccatg cgagggcgct 900 
ggtggtagag gctcagacgt cggttcccta 960 
ggtgtttctg atcatatgtg tgctagtggg 1020 
ttcctatctg acccacgaag ccagtggctt 1080 
cctcaatggc agcgacggac acaagaggaa 1140 

1161 



<210> 42 

<211> 385 

<212> PRT 

<213> Homo sapiens 

<400> 42 

Ala Arg Arg Phe Gin Trp Pro Leu Leu Leu Leu Trp Ala Ala Ala Ala 
15 10 15 

Gly Pro Gly Ala Gly Gin Glu Val Gin Thr Glu Asn Val Thr Val Ala 
20 25 30 

Glu Gly Gly Val Ala Glu lie Thr Cys Arg Leu His Gin Tyr Asp Gly 
35 40 45 

Ser lie Val Val He Gin Asn Pro Ala Arg Gin Thr Leu Phe Phe Asn 
50 55 60 

Gly Thr Arg Ala Leu Lys Asp Glu Arg Phe Gin Leu Glu Glu Phe Ser 
65 70 75 80 

Pro Arg Arg Val Arg He Arg Leu Ser Asp Ala Arg Leu Glu Asp Glu 
85 90 95 

Gly Gly Tyr Phe Cys Gin Leu Tyr Thr Glu Asp Thr His His Gin He 
100 105 110 

Ala Thr Leu Thr Val Leu Val Ala Pro Glu Asn Pro Val Val Glu Val 
115 120 125 

Arg Glu Gin Ala Val Glu Gly Gly Glu Val Glu Leu Ser Cys Leu Val 
130 135 140 

Pro Arg Ser Arg Pro Ala Ala Thr Leu Arg Trp Tyr Arg Asp Arg Lys 
145 150 155 160 

Glu Leu Lys Gly Val Ser Ser Ser Gin Glu Asn Gly Lys Val Trp Ser 
165 170 175 
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Val Ala Ser Thr Val Arg Phe Arg Val Asp Arg Lys Asp Asp Gly Gly 
180 185 190 



lie lie lie Cys Glu Ala Gin Asn Gin Ala Leu Pro Ser Gly His Ser 
195 200 205 

Lys Gin Thr Gin Tyr Val Leu Asp Val Gin Tyr Ser Pro Thr Ala Arg 
210 215 220 

lie His Ala Ser Gin Ala Val Val Arg Glu Gly Asp Thr Leu Val Leu 
225 230 235 240 

Thr Cys Ala Val Thr Gly Asn Pro Arg Pro Asn Gin lie Arg Trp Asn 
245 250 255 



Arg Gly Asn Glu Ser Leu Pro Glu Arg Ala Glu Ala Val Gly Glu Thr 



260 



Leu Thr Leu Pro Gly Leu Val Ser Ala Asp Asn Gly Thr Tyr Thr Cys 
275 280 285 

Glu Ala Ser Asn Lys His Gly His Ala Arg Ala Leu Tyr Val Leu Val 
290 295 300 

Val Tyr Asp Pro Gly Ala Val Val Glu Ala Gin Thr Ser Val Pro Tyr 
305 310 315 320 

Ala lie Val Gly Gly lie Leu Ala Leu Leu Val Phe Leu lie lie Cys 
325 330 335 

Val Leu Val Gly Met Val Trp Cys Ser Val Arg Gin Lys Gly Ser Tyr 
340 345 350 

Leu Thr His Glu Ala Ser Gly Leu Asp Glu Gin Gly Glu Ala Arg Glu 
355 360 365 

Ala Phe Leti Asn Gly Ser Asp Gly His Lys Arg Lys Glu Glu Phe Phe 
370 375 380 



He 
385 



<210> 43 

<211> 1782 

<212> DNA 

<213> Homo sapiens 

<400> 43 

cagaaccttt tgggattttg ccttcctccc 
acatgagccg ccaattcacc tgcaagtcgg 
gctcagctgt gctctcaggg ggcagctcat 
gtgggggctt tggcagccgg agcctcgcag 
gccggagcct ctacagcctg gggggtgtcc 
agagtggagg ctatggattt ggccggggcc 
gcagtgtggc cctggggcct gtgtgcccaa 
ttaccatcaa tgagagcctc ctggcccccc 



tcccgcatct gagctttgtc tccaccagca 60 
gagctgccgc caaggggggc ttcagtggct 120 
cctccttccg ggcagggagc aaagggctca 180 
ggagcaaagg gctcagtggg ggctttggca 240 
ggagcctcaa tgtggccagt ggcagcggga 300 
gggccagtgg ctttgctgga agcatgtttg 360 
ctgtatgccc acctggaggc atccaccagg 420 
tcaacgtgga gctggacccc aagatccaga 480 
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aagtgcgtgc ccaggagcga gagcagatca aggctctgaa caacaagttc gcctccttca 540 
tcgacaaggt gcggttcctg gagcagcaga accaggtact ggagaccaag tgggagctgc 600 
tgcagcagct ggacctgaac aactgcaaga acaacctgga gcccatcctc gagggctaca 660 
tcagcaacct gcggaagcag ctggagacgc tgtctgggga cagggtgagg ctggactcgg 720 
agctgaggaa tgtgcgggac gtagtggagg actacaagaa gaggtatgag gaggaaatca 780 
acaagcggac agcagcagag aacgagtttg tgctgctcaa gaaggatgtg gatgctgctt 840 
acgccaataa ggtggaactg caggccaagg tggaatccat ggaccaggag atcaagttct 900 
tcaggtgtct ctttgaagcc gagatcactc agatccagtc ccacatcagt gacatgtctg 960 
tcatcctgtc catggacaac aaccggaacc tagacctgga cagcatcatt gacgaagtcc 1020 
gcacccagta tgaggagatt gccttgaaga gtaaggccga ggctgaggcc ctgtaccaga 1080 
ccaagttcca agagcttcag ctggcagctg gcaggcatgg ggacgacctc aaaaacacca 1140 
agaatgaaat ctcggagctc actcggctca tccagagaat ccgctcagag atcgagaacg 1200 
tgaagaagca ggcttccaac ctggagacag ccatcgctga tgctgagcag cggggagaca 1260 
acgccctgaa ggatgcccgg gccaagctgg acgagctgga gggcgccctg caccaggcca 1320 
aggaggagct ggcacggatg ctgcgcgagt accaggagct catgagcctg aagctggccc 1380 
tggacatgga gatcgccacc tatcgcaagc tactggagag cgaggagtgc aggatgtcag 1440 
gagaatttcc ctcccctgtc agcatctcca tcatcagcag caccagtggc ggcagtgtca 1500 
gtggctatgg cggtgccagt ggtgtcggca gtggcttagg cctgggtgga ggaagcagct 1560 
actcctatgg cagtggtctt ggcgttggag gtggcttcag ttccagcagt ggcagagcca 1620 
ttgggggtgg cctcagctct gttggaggcg gcagttccac catcaagtac accaccacct 1680 
cctcctccag caggaagagc tataagcact aaagtgcgtc tgctagctct cggtcccaca 1740 
gtcctcaggc ccctctctgg ctgcagagcc ctctcctcag gt 1782 



<210> 44 

<211> 549 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Met Ser Arg Gin Phe Thr Cys Lys Ser Gly Ala Ala Ala Lys Gly Gly 
15 10 15 

Phe Ser Gly Cys Ser Ala Val Leu Ser Gly Gly Ser Ser Ser Ser Phe 
20 25 30 

Arg Ala Gly Ser Lys Gly Leu Ser Gly Gly Phe Gly Ser Arg Ser Leu 
35 40 45 

Ala Gly Ser Lys Gly Leu Ser Gly Gly Phe Gly Ser Arg Ser Leu Tyr 
50 55 60 

Ser Leu Gly Gly Val Arg Ser Leu Asn Val Ala Ser Gly Ser Gly Lys 
65 70 75 80 

Ser Gly Gly Tyr Gly Phe Gly Arg Gly Arg Ala Ser Gly Phe Ala Gly 
85 90 95 

Ser Met Phe Gly Ser Val Ala Leu Gly Pro Val Cys Pro Thr Val Cys 
100 105 110 

Pro Pro Gly Gly He His Gin Val Thr He Asn Glu Ser Leu Leu Ala 
115 120 125 

Pro Leu Asn Val Glu Leu Asp Pro Lys He Gin Lys Val Arg Ala Gin 
130 135 140 



107 



Glu Arg Glu Gin lie Lys Ala Leu Asn Asn Lys Phe Ala Ser Phe lie 
145 150 155 160 



Asp Lys Val Arg Phe Leu Glu Gin Gin Asn Gin Val Leu Glu Thr Lys 
165 170 175 

Trp Glu Leu Leu Gin Gin Leu Asp Leu Asn Asn Cys Lys Asn Asn Leu 
180 185 190 

Glu Pro lie Leu Glu Gly Tyr lie Ser Asn Leu Arg Lys Gin Leu Glu 
195 200 205 

Thr Leu Ser Gly Asp Arg Val Arg Leu Asp Ser Glu Leu Arg Asn Val 
210 215 220 

Arg Asp Val Val Glu Asp Tyr Lys Lys Arg Tyr Glu Glu Glu lie Asn 
225 230 235 240 

Lys Arg Thr Ala Ala Glu Asn Glu Phe Val Leu Leu Lys Lys Asp Val 
245 250 255 

Asp Ala Ala Tyr Ala Asn Lys Val Glu Leu Gin Ala Lys Val Glu Ser 
260 265 270 

Met Asp Gin Glu lie Lys Phe Phe Arg Cys Leu Phe Glu Ala Glu lie 
275 280 285 

Thr Gin lie Gin Ser His He Ser Asp Met Ser Val He Leu Ser Met 
290 295 300 

Asp Asn Asn Arg Asn Leu Asp Leu Asp Ser He He Asp Glu Val Arg 
305 310 315 320 

Thr Gin Tyr Glu Glu He Ala Leu Lys Ser Lys Ala Glu Ala Glu Ala 
325 330 335 

Leu Tyr Gin Thr Lys Phe Gin Glu Leu Gin Leu Ala Ala Gly Arg His 
340 345 350 

Gly Asp Asp Leu Lys Asn Thr Lys Asn Glu He Ser Glu Leu Thr Arg 
355 360 365 

Leu He Gin Arg He Arg Ser Glu He Glu Asn Val Lys Lys Gin Ala 
370 375 380 

Ser Asn Leu Glu Thr Ala He Ala Asp Ala Glu Gin Arg Gly Asp Asn 
385 390 395 400 

Ala Leu Lys Asp Ala Arg Ala Lys Leu Asp Glu Leu Glu Gly Ala Leu 
405 410 415 

His Gin Ala Lys Glu Glu Leu Ala Arg Met Leu Arg Glu Tyr Gin Glu 
420 425 430 

Leu Met Ser Leu Lys Leu Ala Leu Asp Met Glu He Ala Thr Tyr Arg 
435 440 445 
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Lys Leu Leu Glu Ser Glu Glu Cys Arg Met Ser Gly Glu Phe Pro Ser 
450 455 460 



Pro Val Ser lie Ser lie lie Ser Ser Thr Ser Gly Gly Ser Val Ser 
465 470 475 480 

Gly Tyr Gly Gly Ala Ser Gly Val Gly Ser Gly Leu Gly Leu Gly Gly 
485 490 495 

Gly Ser Ser Tyr Ser Tyr Gly Ser Gly Leu Gly Val Gly Gly Gly Phe 
500 505 510 

Ser Ser Ser Ser Gly Arg Ala lie Gly Gly Gly Leu Ser Ser Val Gly 
515 520 525 

Gly Gly Ser Ser Thr lie Lys Tyr Thr Thr Thr Ser Ser Ser Ser Arg 
530 535 540 

Lys Ser Tyr Lys His 
545 



<210> 45 
<211> 1601 
<212> DNA 

<213> Homo sapiens 
<400> 45 

caggagggat tcatggggag ttcacggtgg 
gagccatgag ccgccaactg acccatttcc 
gctccgcggt cctctctggc gggatcggca 
agggctcggc ctcctttggc agcaagagcc 
cgctcagcgc tgctgcacgg cggggcggcg 
tcggcagcgc cgggctgggg cccaagtgtc 
aggtcaccgt caacaagagc ctcctggccc 
agagggtgcg cgcccaggag cgggagcaga 
tcatcgacaa ggtgcggttc ctggagcagc 
tcctacagca gctggacttg aacaactgca 
acatcagcaa cctgcagaag cagctggaga 
cggagctgag gaacatgcag gatttggtgg 
ttaacagacg cacagctgct gagaatgagt 
cttacatgaa taaggttgag ctccaggcca 
tcttcaagtg cctttatgaa ggggagatca 
ccatcgtcct gtcaatggac aacaaccggg 
tccgtgccca gtacgaggag attgccctaa 
agaccaagat ccaggagctg caggtcacag 
ccaaggctga aatctctgag ctcaaccgcc 
atgtgaagaa gcagtgtgcc gatctggaga 
actgcgccct gaaagatgcc cgggccaagc 
ccaaggagga gctggcacgg atgctgcgtg 
ccctggatat ggagatcgcc acctaccgca 
ctggcgaata tccaaattct gtgagcatct 
gaggggctgg cttcagcatg ggctttggcg 
ctgcagacgt caagaccaaa ggcagctgtg 
cctcggggag cagctgtgcc accaaaaagg 



aacagacaaa aatctcgcac cggtacttgc 60 
cccgcgggga gcgcctgggc ttcagcggtt 120 
gcagctccgc ctcattccgg gcccgggtca 180 
tctcctgcct tgggggcagc cgaagcctgg 240 
gccgcctggg cggcttcgtg ggcaccgcct 300 
cctccgtgtg cccacccggg ggcatccctc 360 
cgctcaacgt ggagatggac cccgagatcc 420 
tcaaggcgct aaacaacaag ttcgcctcct 480 
agaatcaggt gctagagacc aagtggaacc 540 
ggaagaacct ggagcccatt tatgagggct 600 
tgctgtctgg ggacggggtg aggctggatt 660 
aggactacaa gaagagatat gaggtggaga 720 
ttgtggtgct caagaaggac gtggatgctg 780 
aggtggactc cttgacagat gagattaaat 840 
ctcagatcca gtcccacatc agcgacacgt 900 
atctggacct ggacagcatc attgccgagg 960 
agagcaaggc cgaggctgag accctgtacc 1020 
caggccagca tggggatgac ctcaagctca 1080 
tgatccagag gatccgctca gagataggga 1140 
cggccatcgc cgacgctgaa cagcgggggg 1200 
tggatgagct ggagggcgcc ctgcaccagg 1260 
agtaccagga gctcgtgagc ctgaagctgg 1320 
agctgctgga gagcgaggag tgcaggatgt 1380 
ccgtcatcag cagcaccaat gctggggcag 1440 
cctcaagcag ttatagctac aaaactgcag 1500 
gcagtgagct caaggatccc cttgccaaaa 1560 
cctccagatg a 1601 
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<210> 46 

<211> 511 

<212> PRT 

<213> Homo sapiens 

<400> 46 

Met Ser Arg Gin Leu Thr His Phe Pro Arg Gly Glu Arg Leu Gly Phe 
15 10 15 

Ser Gly Cys Ser Ala Val Leu Ser Gly Gly He Gly Ser Ser Ser Ala 
20 25 30 

Ser Phe Arg Ala Arg Val Lys Gly Ser Ala Ser Phe Gly Ser Lys Ser 
35 40 45 

Leu Ser Cys Leu Gly Gly Ser Arg Ser Leu Ala Leu Ser Ala Ala Ala 

cn 

Arg Arg Gly Gly Gly Arg Leu Gly Gly Phe Val Gly Thr Ala Phe Gly 
65 70 75 80 

Ser Ala Gly Leu Gly Pro Lys Cys Pro Ser Val Cys Pro Pro Gly Gly 
85 90 95 

He Pro Gin Val Thr Val Asn Lys Ser Leu Leu Ala Pro Leu Asn Val 
100 105 110 

Glu Met Asp Pro Glu He Gin Arg Val Arg Ala Gin Glu Arg Glu Gin 
115 120 125 

lie Lys Ala Leu Asn Asn Lys Phe Ala Ser Phe He Asp Lys Val Arg 
130 135 140 

Phe Leu Glu Gin Gin Asn Gin Val Leu Glu Thr Lys Trp Asn Leu Leu 
145 150 155 160 

Gin Gin Leu Asp Leu Asn Asn Cys Arg Lys Asn Leu Glu Pro He Tyr 
165 170 175 

Glu Gly Tyr He Ser Asn Leu Gin Lys Gin Leu Glu Met Leu Ser Gly 
180 185 190 

Asp Gly Val Arg Leu Asp Ser Glu Leu Arg Asn Met Gin Asp Leu Val 
195 200 205 

Glu Asp Tyr Lys Lys Arg Tyr Glu Val Glu He Asn Arg Arg Thr Ala 
210 215 220 

Ala Glu Asn Glu Phe Val Val Leu Lys Lys Asp Val Asp Ala Ala Tyr 
225 230 235 240 

Met Asn Lys Val Glu Leu Gin Ala Lys Val Asp Ser Leu Thr Asp Glu 
245 250 255 

He Lys Phe Phe Lys Cys Leu Tyr Glu Gly Glu He Thr Gin He Gin 
260 265 270 
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Ser His lie Ser Asp Thr Ser lie Val Leu Ser Met Asp Asn Asn Arg 
275 280 285 

Asp Leu Asp Leu Asp Ser He He Ala Glu Val Arg Ala Gin Tyr Glu 
290 295 300 

Glu He Ala Leu Lys Ser Lys Ala Glu Ala Glu Thr Leu Tyr Gin Thr 
305 310 315 320 

Lys He Gin Glu Leu Gin Val Thr Ala Gly Gin His Gly Asp Asp Leu 
325 330 335 

Lys Leu Thr Lys Ala Glu He Ser Glu Leu Asn Arg Leu He Gin Arg 
340 345 350 

He Arg Ser Glu He Gly Asn Val Lys Lys Gin Cys Ala Asp Leu Glu 



Thr Ala He Ala Asp Ala Glu Gin Arg Gly Asp Cys Ala Leu Lys Asp 
370 375 380 

Ala Arg Ala Lys Leu Asp Glu Leu Glu Gly Ala Leu His Gin Ala Lys 
385 390 395 400 

Glu Glu Leu Ala Arg Met Leu Arg Glu Tyr Gin Glu Leu Val Ser Leu 
405 410 415 

Lys Leu Ala Leu Asp Met Glu He Ala Thr Tyr Arg Lys Leu Leu Glu 
420 425 430 

Ser Glu Glu Cys Arg Met Ser Gly Glu Tyr Pro Asn Ser Val Ser He 
435 440 445 

Ser Val He Ser Ser Thr Asn Ala Gly Ala Gly Gly Ala Gly Phe Ser 
450 455 460 

Met Gly Phe Gly Ala Ser Ser Ser Tyr Ser Tyr Lys Thr Ala Ala Ala 
465 470 475 480 

Asp Val Lys Thr Lys Gly Ser Cys Gly Ser Glu Leu Lys Asp Pro Leu 
485 490 495 



Ala Lys Thr Ser Gly Ser Ser Cys Ala Thr Lys Lys Ala Ser Arg 
500 505 510 



<210> 47 

<211> 1606 

<212> DMA 

<213> Homo sapiens 

<400> 47 

atgagccgcc aattcaccta caagtcggga 
tccgctgtgc tctcaggggg cagctcatcc 
ggaggcttca gcagtcggag cctttacagc 
gtggccagtg gcagtgggtg ggcaggaggc 
tttgctggca gcatgtttgg cagtgtggcc 



gctgctgcca aggggggctt cagcggctgc 60 
tcctaccgag cagggggcaa agggctcagt 120 
ctggggggtg cccggagcat ctctttcaat 180 
tatggatttg gccggggccg ggccagtggc 240 
ttggggtccg tgtgtccgtc gttgtgcccg 300 
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cccgggggta tccatcaggt caccatcaac 
ctggaccctg aaatccagaa agtgcgtgcc 
aacaagttcg cctccttcat tgacaaggtg 
gagaccaagt gggagctgct acagcagctg 
cccatccttg agggctacat cagcaacctg 
agggtgaggc tggactcgga gctgaggagc 
aggtatgaag aagaaataaa caagcgcaca 
aaggacgtgg acgcagctta cacgagcaaa 
gatggagaaa tcaagttctt caagtgtctg 
cacatcagcg acacgtccat catcctgtcc 
agcatcattg ctgaggtccg tgcccagtat 
gccgaggccc tgtaccagac caagttccag 
gatgacctga aacacaccaa aaatgagatc 
cgctcggaga ttgagagtgt gaagaagcag 
gccgagcagc ggggggactg tgccctcaag 
ggcgccctgc agcaggccaa ggaggagctg 
ttgagcgtga agctgtccct ggatattgag 
gaggagtgca ggatgtccgg agaatatacc 
tccatggccg ggatggcagg cacaggggct 
ggctactggc ccagctctgt cagcgggggc 
ggcagtggga actgtagccc ccacacacac 
gggtgatctt gggagtgata accccagtaa 



aagagcctcc tggcacccct gaacgtggag 360 
caggagcggg agcagatcaa ggtgctgaac 420 
cggttcctgg agcagcagaa ccaggtgctg 480 
gacctgaaca actgcaagaa taacctggag 540 
cggaagcagc tggagacgct gtctggggac 600 
gtgcgcgaag tggtggagga ctacaagaag 660 
actgctgaga atgaatttgt ggtgcttaag 720 
gtggagctgc aggccaaggt ggatgccctg 780 
tacgaggggg agactgctca gatccagtcc 840 
atggacaaca accggaacct ggacctggac 900 
gaggagatcg cccggaagag caaggccgag 960 
gagctgcagc tagcagccgg ccggcatggg 1020 
tcagagctga cccgtctcat ccaaagactg 1080 
tgtgccaacc tggagacggc catcgctgac 1140 
gatgccaggg ccaagctgga tgagctggag 1200 
gcacggatgc tgcgcgagta ccaagagctt 1260 
atcgccacct accgcaagct gctggagggc 1320 
aactccgtga gcatttcggt catcaacagc 1380 
ggctttggat tcagcaatgc tggcacctac 1440 
tacagcatgc tgcctggggg ctgtgtcact 1500 
ccagagggtc agccccactg gaagtttcca 1560 
ttggaggcca gcaggt 1606 



<210> 48 

<211> 521 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Met Ser Arg Gin Phe Thr Tyr Lys Ser Gly Ala Ala Ala Lys Gly Gly 
15 10 15 

Phe Ser Gly Cys Ser Ala Val Leu Ser Gly Gly Ser Ser Ser Ser Tyr 
20 25 30 

Arg Ala Gly Gly Lys Gly Leu Ser Gly Gly Phe Ser Ser Arg Ser Leu 
35 40 45 

Tyr Ser Leu Gly Gly Ala Arg Ser lie Ser Phe Asn Val Ala Ser Gly 
50 55 60 

Ser Gly Trp Ala Gly Gly Tyr Gly Phe Gly Arg Gly Arg Ala Ser Gly 
65 70 75 80 

Phe Ala Gly Ser Met Phe Gly Ser Val Ala Leu Gly Ser Val Cys Pro 
85 90 95 

Ser Leu Cys Pro Pro Gly Gly lie His Gin Val Thr lie Asn Lys Ser 
100 105 110 

Leu Leu Ala Pro Leu Asn Val Glu Leu Asp Pro Glu lie Gin Lys Val 
115 120 125 

Arg Ala Gin Glu Arg Glu Gin He Lys Val Leu Asn Asn Lys Phe Ala 
130 135 140 
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Ser Phe He Asp Lys Val Arg Phe Leu Glu Gin Gin Asn Gin Val Leu 
145 150 155 160 

Glu Thr Lys Trp Glu Leu Leu Gin Gin Leu Asp Leu Asn Asn Cys Lys 
165 170 175 

Asn Asn Leu Glu Pro He Leu Glu Gly Tyr He Ser Asn Leu Arg Lys 
180 185 190 

Gin Leu Glu Thr Leu Ser Gly Asp Arg Val Arg Leu Asp Ser Glu Leu 
195 200 205 

Arg Ser Val Arg Glu Val Val Glu Asp Tyr Lys Lys Arg Tyr Glu Glu 
210 215 220 

Glu He Asn Lys Arg Thr Thr Ala Glu Asn Glu Phe Val Val Leu Lys 
225 230 235 240 

Lys Asp Val Asp Ala Ala Tyr Thr Ser Lys Val Glu Leu Gin Ala Lys 
245 250 255 

Val Asp Ala Leu Asp Gly Glu He Lys Phe Phe Lys Cys Leu Tyr Glu 
260 265 270 

Gly Glu Thr Ala Gin He Gin Ser His He Ser Asp Thr Ser He He 
275 280 285 

Leu Ser Met Asp Asn Asn Arg Asn Leu Asp Leu Asp Ser He He Ala 
290 295 300 

Glu Val Arg Ala Gin Tyr Glu Glu He Ala Arg Lys Ser Lys Ala Glu 
305 310 315 320 

Ala Glu Ala Leu Tyr Gin Thr Lys Phe Gin Glu Leu Gin Leu Ala Ala 
325 330 335 

Gly Arg His Gly Asp Asp Leu Lys His Thr Lys Asn Glu He Ser Glu 
340 345 350 

Leu Thr Arg Leu He Gin Arg Leu Arg Ser Glu He Glu Ser Val Lys 
355 360 365 

Lys Gin Cys Ala Asn Leu Glu Thr Ala He Ala Asp Ala Glu Gin Arg 
370 375 380 

Gly Asp Cys Ala Leu Lys Asp Ala Arg Ala Lys Leu Asp Glu Leu Glu 
385 390 395 400 

Gly Ala Leu Gin Gin Ala Lys Glu Glu Leu Ala Arg Met Leu Arg Glu 
405 410 415 

Tyr Gin Glu Leu Leu Ser Val Lys Leu Ser Leu Asp He Glu He Ala 
420 425 430 

Thr Tyr Arg Lys Leu Leu Glu Gly Glu Glu Cys Arg Met Ser Gly Glu 
435 440 445 
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Tyr Thr Asn Ser Val Ser He Ser Val He Asn Ser Ser Met Ala Gly 
450 455 460 

Met Ala Gly Thr Gly Ala Gly Phe Gly Phe Ser Asn Ala Gly Thr Tyr 
465 470 475 480 

Gly Tyr Trp Pro Ser Ser Val Ser Gly Gly Tyr Ser Met Leu Pro Gly 
485 490 495 

Gly Cys Val Thr Gly Ser Gly Asn Cys Ser Pro His Thr His Pro Glu 
500 505 510 

Gly Gin Pro His Trp Lys Phe Pro Gly 
515 520 



<210> 49 
<212> PRT 

<213> Macaca fascicularis 
<400> 49 

Met Ser Gly Met Tyr Arg Cys Gin Thr Ser Gin Tyr Asn Gly Phe Asn 
1 5 10 15 

Val Lys Pro Arg Glu Ala Leu Val Gin Leu He Val Gin Tyr Pro Pro 
20 25 30 

Ala Val Glu Pro Ala Phe Leu Glu He Arg Gin Gly Gin Asp Arg Ser 
35 40 45 

Val Thr Met Ser Cys Arg Val Leu Arg Ala Tyr Pro He Arg Val Leu 
50 55 60 

Thr Tyr Glu Trp Arg Leu Gly Asn Lys Leu Leu Arg Thr Gly Gin Phe 
" 70 75 80 

Asp Ser Gin Glu Tyr Thr Glu Tyr Pro Val Lys Ser Leu Ser Asn Glu 
85 90 95 

Asn Tyr Gly Val Tyr Asn Cys Ser He He Asn Glu Ala Gly Ala Gly 
100 105 no 

Arg Cys Ser Phe Leu Val Thr Gly Lys Ala Tyr Ala Pro Glu Phe Tyr 
115 120 125 

Tyr Asp Thr Tyr Asn Pro Val Trp Gin Asn Arg His Arg Val Tyr Ser 
130 135 

Tyr Ser Leu Gin Trp Thr Gin Met Asn Pro Asp Ala Val Asp Arg He 
145 150 155 160 

Val Ala Tyr Arg Leu Gly He Arg Gin Ala Gly Gin Gin Arg Trp Trp 
165 170 175 

Glu Gin Glu He Lys He Asn Gly Asn He Gin Lys Gly Glu Leu He 
180 185 190 
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Thr Tyr Asn Leu Thr Glu Leu lie Lys Pro Glu Ala Tyr Glu Val Arg 
195 200 205 

Leu Thr Pro Leu Thr Lys Phe Gly Glu Gly Asp Ser Thr He Arg Val 
210 215 220 

He Lys Tyr Ser Ala Pro Val Asn Pro His Leu Arg Glu Phe His Cys 
225 230 235 240 

Gly Phe Glu Asp Gly Asn He Cys Leu Phe Thr Gin Asp Asp Thr Asp 
245 250 255 

Asn Phe Asp Trp Thr Lys Gin Ser Thr Ala Thr Arg Asn Thr Lys Tyr 
260 265 270 

Thr Pro Asn Thr Gly Pro Asn Ala Asp Arg Ser Gly Ser Lys Glu Gly 
275 280 285 

Phe Tyr Met Tyr He Glu Thr Ser Arg Pro Arg Leu Glu Gly Glu Lys 
290 295 300 

Ala Arg Leu Leu Ser Pro Val Phe Ser He Ala Pro Lys Asn Pro Tyr 
305 310 315 320 

Gly Pro Thr Asn Thr Ala Tyr Cys Phe Ser Phe Phe Tyr His Met Tyr 
325 330 335 

Gly Gin His He Gly Val Leu Asn Val Tyr Leu Arg Leu Lys Gly Gin 
340 345 350 

Thr Thr He Glu Asn Pro Leu Trp Ser Ser Ser Gly Asn Lys Gly Gin 
355 360 365 

Arg Trp Asn Glu Ala His Val Asn He Tyr Pro He Thr Ser Phe Gin 
370 375 38u 

Leu He Phe Glu Gly He Arg Gly Pro Gly He Glu Gly Asp He Ala 
385 390 395 400 

He Asp Asp Val Ser He Ala Glu Gly Glu Cys Ala Lys Gin Asp Leu 
405 410 415 

Ala Thr Lys Asn Ser Val Asp Gly Ala Val Gly He Leu Val His He 
420 425 430 

Trp Leu Phe Pro He He Val Leu He Ser He Leu Ser Pro Arg Arg 



435 



440 



445 



<210> 
<211> 
<212> 
<213> 



Homo sapiens 



50 

273 

PRT 
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<400> 50 

Leu Asn Gin His Asn Ala Val Val Lys Ala lie Pro Val Arg Arg Val 
15 10 15 

Glu Lys Gly Gin Leu Leu Glu Tyr lie Leu Thr Asp Leu Arg Val Pro 
20 25 30 

His Ser Tyr Glu Val Arg Leu Thr Pro Tyr Thr Thr Phe Gly Ala Gly 
35 40 45 

Asp Met Ala Ser Arg lie lie His Tyr Thr Glu Pro lie Asn Ser Pro 
50 55 60 

Asn Leu Ser Asp Asn Thr Cys His Phe Glu Asp Glu Lys lie Cys Gly 
65 70 75 80 

Tyr Thr Gin Asp Leu Thr Asp Asn Phe Asp Trp Thr Arg Gin Asn Ala 
85 90 95 

Leu Thr Gin Asn Pro Lys Arg Ser Pro Asn Thr Gly Pro Pro Thr Asp 
100 105 110 

lie Ser Gly Thr Pro Glu Gly Tyr Tyr Met Phe lie Glu Thr Ser Arg 
115 120 125 

Pro Arg Glu Leu Gly Asp Arg Ala Arg Leu Val Ser Pro Leu Tyr Asn 
130 135 140 

Ala Ser Ala Lys Phe Tyr Cys Val Ser Phe Phe Tyr His Met Tyr Gly 
145 150 155 160 

Lys His lie Gly Ser Leu Asn Leu Leu Val Arg Ser Arg Asn Lys Gly 
165 170 175 

Ala Leu Asp Thr His Ala Trp Ser Leu Ser Gly Asn Lys Gly Asn Val 
180 185 190 

Trp Gin Gin Ala His Val Pro He Ser Pro Ser Gly Pro Phe Gin He 
195 200 205 

He Phe Glu Gly Val Arg Gly Pro Gly Tyr Leu Gly Asp lie Ala He 
210 215 220 

Asp Asp Val Thr Leu Lys Lys Gly Glu Cys Pro Arg Lys Gin Thr Asp 
225 230 235 240 

Pro Asn Lys Val Val Val Met Pro Gly Ser Gly Ala Pro Cys Gin Ser 
245 250 255 

Ser Pro Gin Leu Trp Gly Pro Met Ala He Phe Leu Leu Ala Leu Gin 
260 265 270 

Arg 



116 



<210> 51 

<211> 267 

<212> PRT 

<213> Mus musculus 



<400> 51 

Met Val Lys Ala lie Pro Val Arg Arg Val Glu Lys Gly Gin Leu Leu 



10 



15 



Glu Tyr He Leu Thr Asp Leu Arg Val Pro His Ser Tyr Glu He Arg 
20 25 30 

Leu Thr Pro Tyr Thr Thr Phe Gly Ala Gly Asp Met Ala Ser Arg He 
J3 40 45 

He His Tyr Thr Glu Pro He Asn Leu Pro Ser Leu Ser Asp Asn Thr 

55 60 

Cys His Phe Glu Asp Glu Lys He Cys Gly Tyr Thr Gin Asp Leu Thr 

75 80 

Asp Asn Phe Asp Trp Thr Arg Gin Asn Ala Leu Thr Gin Asn Pro Lys 
85 90 95 

Arg ser Pro Asn Thr Gly Pro Pro Thr Asp He Ser Gly Thr Pro Glu 
100 105 110 

Gly Tyr Tyr Met Phe He Glu Thr Ser Arg Pro Arg Glu Leu Gly Asp 
■^^ 120 125 

Arg Ala Arg Leu Val Ser Pro Leu Tyr Asn Ala Ser Ala Lys Phe Tyr 
"0 135 

cys val Ser Phe Phe Tyr His Met Tyr Gly Lys His He Gly Ser Leu 

150 155 

Asn Leu Leu Val Arg Ser Arg Asn Lys Gly Thr Leu Asp Thr His Ala 
165 170 175 

Trp Ser Leu Ser Gly Asn Lys Gly Asn Val Trp Gin Gin Ala His Val 
180 185 190 

Pro He Asn Pro Ser Gly Pro Phe Gin He He Phe Glu Gly Val Arg 
195 200 205 

Gly ser Gly Tyr Leu Gly Asp He Ala He Asp Asp Val Thr Leu Lys 
" 215 220 

Lys Gly Glu Cys Pro Arg Arg Gin Met Asp Pro Asn Lys Val Val Val 
" 230 235 240 

Met Pro Gly Ser Gly Ala Pro Arg Leu Ser Ser Leu Gin Leu Trp Gly 
245 250 255 

Ser Met Ala He Phe Leu Leu Ala Leu Gin Arg 
260 265 
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<210> 52 
<211> 496 
<212> PRT 

<213> Hydra vulgaris 



<400> 52 

Met Thr Lys Leu Val Leu He Leu Leu Ser Val Ala Leu Cys His Ser 



10 



15 



Phe Pro Glu Glu Glu Asn Asn Asp Pro Gin Gly He Leu Phe Gly Gly 



25 30 

Asp He Leu Leu Thr Pro Glu Gin Lys Ser lie lie Glu Val Gly Gly 
•iS 40 45 

Asp lie Ser Gin Ala Gly Leu Leu Lys Thr Leu Arg Gin Lys Arg Ala 

55 60 

Ala Leu Ser Asn Ser Ser lie Leu Trp Leu Pro Asn Asn Lys Val Val 
" 75 80 

Pro Trp Ser He Thr Lys Gin Leu Glu Asn Thr Ala Glu Ala Thr Phe 
85 90 95 

Gly Leu Met Ala Ala Phe Arg Glu Trp Glu Glu Arg Ser Cys Leu Thr 
100 105 

Phe Lys Arg Arg Thr Asp Glu Lys Asp Tyr He Glu Phe Phe Gin Gly 
115 120 125 

Ser Gly Cys Trp Ser Tyr Leu Gly Arg Val Gly Gly Leu Gin Asn He 
130 135 140 

Ser Leu Asp Asp Gly Cys Trp Gly Lys Gly Thr He Val His Glu He 

155 160 

Gly His Ala Met Gly Phe Gly His Glu Gin Asn Arg Pro Asp Arg Asp 
165 170 175 

Gin Tyr He Thr He Arg Trp Glu Asn He Pro Glu Ser Lys Lys His 

185 190 

Asn Phe Arg Leu Tyr Ser Asn Ser Leu Val Asp Ser Leu Asn Ser Pro 
195 200 205 

Tyr Asp Tyr Arg Ser Tyr Met Gin Tyr Ser Lys Thr Ala Phe Gly He 

Asn Asp Ser Val Thr Leu Asp Pro Lys Leu Pro Gly He Phe Gin Leu 

Gly Gin Arg Val Gly Phe Thr Glu His Asp Gin Tyr Gin Ala Met Gin 
245 250 255 

Leu Tyr Arg Cys Gin Gly Lys Thr Thr Arg Pro Thr Thr Phe Phe Pro 
260 265 270 
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Arg Tyr Asp Leu Lys Gly Asp Tyr Thr Cys Asp Phe Glu Thr Asp Leu 
275 280 285 

cys Gly Phe Thr His Asp Lys Thr Ala Thr Phe Glu Trp Ala Gin He 

295 300 

Tyr Gly Glu Thr Pro Ser Arg Gly Thr Gly Pro Asp Ser Asp His Thr 



310 



315 



Thr Gly Arg Leu Gly Thr Tyr Val Tyr He Glu Ala Ser 



325 



320 



Tyr Pro Gin 



330 335 
Lys Lys Asn Asp Lys Ala Arg Leu Lys Thr Lys Trp Phe Glu Lys 



Pro 



345 350 
Leu Ser Ala Gin Cys Phe Ser Val Phe Tyr Asn Met Phe Ser Arg Asn 



Ala Ser Met Val Gly Glu Phe Asn He Tyr lie Asp Asp Thr Val Thr 
" 375 380 

lie Lys Asn He Phe Ser Gin Ser Lys Ser Glu Pro Asn Asn Asp Trp 

395 400 

Lys Asn Leu Leu lie Asn He Lys Pro Glu Gly Pro Tyr Gin Val He 
405 410 43^5 

Phe Glu Gly He He Gly Asn Gly Trp Gin Gly Asp He Ala He Asp 



425 



430 



Asp He Ser lie Thr Ala Gly Tyr Cys Pro Thr Asn He Glu II 



e Ser 



440 

Asp Asn Phe ser Asn Asp Ser Ser Ser Cys Glu Asp He Asn Asp Arg 



455 



460 



Glu Ala Glu Tyr Cys Arg Gin Trp Glu Gin Ala Gly ^r Cys Val Ser 

475 480 
Glu Glu Lys Thr Met Lys Leu Tyr Cys Arg Lys Thr Cys Asn Phe 



485 



490 



Cys 



495 



<210> 53 

<211> 232 

<212> PRT 

<213> Homo sapiens 

<400> 53 



Met Gin Ala Glu He Thr Phe Lys Lys Pro Met Pro Thr Lys Val Val 



5 10 15 



Phe Met ser Leu Cys Lys Ser Phe Trp Asp Cys Gly Leu Val Ala Leu 
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20 25 



30 



Asp Asp He Thr He Gin Leu Gly Ser Cys Ser Ser Ser Glu Lys Leu 
35 40 45 

Pro Pro Pro Pro Gly Glu Cys Thr Phe Glu Gin Asp Glu Cys Thr Phe 
50 55 60 

Thr Gin Glu Lys Arg. Asn Arg Ser Ser Trp His Arg Arg Arg Gly Glu 

70 75 80 

Thr Pro Thr Ser Tyr Thr Gly Pro Lys Gly Asp His Thr Thr Gly Val 
85 90 95 

Gly Tyr Tyr Met Tyr He Glu Ala Ser His Met Val Tyr Gly Gin Lys 
100 105 110 

Alfl Ar-rr T.011 T.e»ii Crs-«^ ^-.-y^ r» 1- — - - 

^ , ^j.^ y g ^. ^ ^ 

115 120 125 

Leu Thr Phe Phe Tyr His Met Tyr Gly Gly Gly Thr Gly Leu Leu Ser 
130 135 140 

Val Tyr Leu Lys Lys Glu Glu Asp Ser Glu Glu Ser Leu Leu Trp Arc, 

150 155 165 

Arg Arg Gly Glu Gin Ser He Ser Trp Leu Arg Ala Leu He Glu Tyr 
165 170 175 

Ser Cys Glu Arg Gin His Gin He He Phe Glu Ala He Arg Gly Val 
180 185 190 

Ser He Arg Ser Asp He Ala He Asp Asp Val Lys Phe Gin Ala Gly 
195 200 205 

Pro Cys Gly Glu Met Glu Asp Thr Thr Gin Gin Ser Ser Gly Tyr Ser 
210 215 220 

Glu Asp Leu Asn Glu He Glu Tyr 
225 230 



<210> 54 

<211> 163 

<212> PRT 

<213> Homo sapiens 

<400> 54 

Thr Ser Asp Gly Asn Cys Asp Phe Glu Glu Gly Asn Thr Cys Gly Trp 
^ 5 10 



15 



His Gin Asp Ser Asn Asp Asp Gly Pro Trp Glu Arg Val Ser Ser Ala 
20 25 30 

Thr Arg Asn Asp Gly Pro Asn Arg Asp His Thr Thr Gly Asn Gly His 
35 40 45 
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Tyr Met Phe Phe Glu Thr Ser Ser Gly Lys Pro Gly Gin Thr Ala Arg 
50 55 60 

Leu Leu Ser Pro Pro Leu Tyr Glu Asn Arg Ser Thr His Cys Leu Thr 
65 70 75 80 

Phe Trp Tyr Tyr Met Tyr Gly Ser Gly Val Gly Thr Leu Asn Val Tyr 
85 90 95 

Val Arg Val Asn Asn Gly Pro Gin Asp Thr Leu Leu Trp Ser Arg Ser 
100 105 110 

Gly Thr Gin Gly Gly Gin Trp Leu Gin Ala Glu Val Ala Leu Ser Thr 
115 120 125 

Ser Pro Gin Pro Phe Gin Val Val Phe Glu Gly Thr Arg Gly Gly Gly 
130 135 140 

Pro Ser Gly Tyr lie Ala Leu Asp Asp He Leu Leu Ser Asn Gly Pro 
145 150 155 160 

Cys Gly Lys 



<210> 55 

<211> 323 

<212> PRT 

<213> Homo sapiens 

<400> 55 

Phe Glu Asn Gin Asp Tyr Glu Glu Leu Arg Gin Glu Cys Leu Glu Glu 
15 10 15 

Gly Gly Leu Phe Val Asp Pro Leu Phe Pro Ala Lys Pro Ser Ser Leu 
20 25 30 

Phe Phe Ser Gin Leu Gin Arg Lys Phe Val Val Trp Lys Arg Pro His 
35 40 45 

Glu He Phe Glu Asp Pro Pro Leu lie Val Gly Gly Ala Ser Arg Thr 
50 55 60 

Asp He Cys Gin Gly Val Leu Gly Asp Cys Trp Leu Leu Ala Ala Leu 
65 70 75 80 

Ala Ala Leu Thr Leu Arg Glu Glu Leu Leu Ala Arg Val He Pro Lys 
85 90 95 

Asp Gin Glu Phe Ser Glu Asn Tyr Ala Gly He Tyr His Phe Arg Phe 
100 105 110 

Trp Arg Tyr Gly Lys Trp Val Asp Val Val He Asp Asp Arg Leu Pro 
115 120 125 

Thr Tyr Asn Gly Asp Leu Leu Phe Met His Ser Asn Ser Arg Asn Glu 
130 135 140 
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Phe Trp Ser Ala Leu Leu Glu Lys Ala Tyr Ala Lys Leu Arg Gly Cys 
145 150 155 160 

Tyr Glu Ala Leu Lys Gly Gly Ser Thr Thr Glu Ala Leu Glu Asp Leu 
165 170 175 

Thr Gly Gly Val Ala Glu Ser lie Glu Leu Lys Lys lie Ser Lys Asp 
180 185 190 

Pro Asp Glu Leu Phe Lys Asp Leu Lys Lys Ala Phe Glu Arg Gly Ser 
195 200 205 

Leu Met Gly Cys Ser lie Gly Ala Gly Thr Ala Val Glu Glu Glu Glu 
210 215 220 

Gin Lys Arg Asn Gly Leu Val Lys Gly His Ala Tyr Ser Val Thr Asp 
225 230 235 240 

Val Arg Glu Val Asp Gly Arg Arg Arg Gin Lys Leu Leu Arg Leu Arg 
245 250 255 

Asn Pro Trp Gly Glu Ser Glu Trp Asn Gly Pro Trp Ser Asp Asp Ser 

260 265 270 

Pro Glu Trp Arg Ser Val Ser Ala Glu Glu Lys Lys Asn Leu Gly Leu 
275 280 285 

Thr Met Asp Asp Asp Gly Glu Phe Trp Met Ser Phe Glu Asp Phe Leu 
290 295 300 

Arg His Phe Thr Lys Val Glu lie Cys Asn Leu Arg Pro Asp Trp Phe 
305 310 315 320 



Glu Tyr Arg 



<210> 56 
<211> 3002 
<212> PRT 

<213> Homo sapiens 
<400> 56 

Tyr Phe Ser Arg Glu Lys Pro Leu Arg Gly Arg Tyr Leu Lys Arg Trp 
15 10 15 

Gly Lys Glu Gly Ala Ala Gly Ala Ala Ala Glu Thr Val Gly Ala Thr 
20 25 30 

Ser Gly Gin Glu Pro Gin Leu Gly Gin Leu Arg Ala Glu Pro Ser Ser 
35 40 45 

Gly Cys Ser Gly His Asp Trp Glu Gin Pro Pro Pro Pro Pro Arg Glu 
50 55 60 

Ser Glu Pro Pro Leu Leu His Trp Gin Gly Pro Pro Glu Val Gly Ala 
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65 70 75 80 

Ala Pro Gly Glu Gly Gly Arg Ser Pro Ala Arg Gly Thr Gly Gly Gly 
85 90 95 

lie Ala Gly Pro Arg Arg Arg Gly Ala Leu Gin Gly Ala Ala Ala Ala 
100 105 110 

Ala Asp Arg Ala Pro Gly Ala Ala Arg Gly Gly Gly Ser Arg Trp Arg 
115 120 125 

Leu Gly lie Met Arg Arg Gly Arg Leu Leu Glu lie Ala Leu Gly Phe 
130 135 140 

Thr Val Leu Leu Ala Ser Tyr Thr Ser His Gly Ala Asp Ala Asn Leu 
145 150 155 160 

Glu Ala Gly Asn Val Lys Glu Thr Arg Ala Sor Arg Ala Lys Aiy Arg 
165 170 175 

Gly Gly Gly Gly His Asp Ala Leu Lys Gly Pro Asn Val Cys Gly Ser 
180 185 190 

Arg Tyr Asn Ala Tyr Cys Cys Pro Gly Trp Lys Thr Leu Pro Gly Gly 
195 200 205 

Asn Gin Cys lie Val Pro He Cys Arg His Ser Cys Gly Asp Gly Phe 
210 215 220 

Cys Ser Arg Pro Asn Met Cys Thr Cys Pro Ser Gly Gin He Ala Pro 
225 230 235 240 

Ser Cys Gly Ser Arg Ser He Gin His Cys Asn He Arg Cys Met Asn 
245 250 255 

Gly Gly Ser Cys Ser Asp Asp His Cys Leu Cys Gin Lys Gly Tyr He 
260 265 270 

Gly Thr His Cys Gly Gin Pro Val Cys Glu Ser Gly Cys Leu Asn Gly 
275 280 285 

Gly Arg Cys Val Ala Pro Asn Arg Cys Ala Cys Thr Tyr Gly Phe Thr 
290 295 300 

Gly Pro Gin Cys Glu Arg Asp Tyr Arg Thr Gly Pro Cys Phe Thr Val 
305 310 315 320 

He Ser Asn Gin Met Cys Gin Gly Gin Leu Ser Gly He Val Cys Thr 
325 330 335 

Lys Thr Leu Cys Cys Ala Thr Val Gly Arg Ala Trp Gly His Pro Cys 
340 345 350 

Glu Met Cys Pro Ala Gin Pro His Pro Cys Arg Arg Gly Phe He Pro 
355 360 365 

Asn He Arg Thr Gly Ala Cys Gin Asp Val Asp Glu Cys Gin Ala He 

123 



370 



375 



380 



Pro Gly Leu Cys Gin Gly Gly Asn Cys lie Asn Thr Val Gly Ser Phe 
385 390 395 400 

Glu Cys Lys Cys Pro Ala Gly His Lys Leu Asn Glu Val Ser Gin Lys 
405 410 415 

Cys Glu Asp lie Asp Glu Cys Ser Thr lie Pro Gly lie Cys Glu Gly 
420 425 430 

Gly Glu Cys Thr Asn Thr Val Ser Ser Tyr Phe Cys Lys Cys Pro Pro 
435 440 445 

Gly Phe Tyr Thr Ser Pro Asp Gly Thr Arg Cys lie Asp Val Arg Pro 
450 455 460 

Gly Tyr Cys Tyr Thr Ala Leu Thr Asn Gly Arg Cys Ser Asn Gin Leu 

465 470 475 480 

Pro Gin Ser lie Thr Lys Met Gin Cys Cys Cys Asp Ala Gly Arg Cys 
485 490 495 

Trp Ser Pro Gly Val Thr Val Ala Pro Glu Met Cys Pro lie Arg Ala 
500 505 510 

Thr Glu Asp Phe Asn Lys Leu Cys Ser Val Pro Met Val lie Pro Gly 
515 520 525 

Arg Pro Glu Tyr Pro Pro Pro Pro Leu Gly Pro lie Pro Pro Val Leu 
530 535 540 

Pro Val Pro Pro Gly Phe Pro Pro Gly Pro Gin lie Pro Val Pro Arg 
545 550 555 560 

Pro Pro Val Glu Tyr Leu Tyr Pro Ser Arg Glu Pro Pro Arg Val Leu 
565 570 575 

Pro Val Asn Val Thr Asp Tyr Cys Gin Leu Val Arg Tyr Leu Cys Gin 
580 585 590 

Asn Gly Arg Cys lie Pro Thr Pro Gly Ser Tyr Arg Cys Glu Cys Asn 
595 600 605 

Lys Gly Phe Gin Leu Asp Leu Arg Gly Glu Cys lie Asp Val Asp Glu 
610 615 620 

Cys Glu Lys Asn Pro Cys Ala Gly Gly Glu Cys lie Asn Asn Gin Gly 
625 630 635 640 

Ser Tyr Thr Cys Gin Cys Arg Ala Gly Tyr Gin Ser Thr Leu Thr Arg 
645 650 655 

Thr Glu Cys Arg Asp lie Asp Glu Cys Leu Gin Asn Gly Arg lie Cys 
660 665 670 



Asn Asn Gly Arg Cys lie Asn Thr Asp Gly Ser Phe His Cys Val Cys 
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675 



680 



685 



Asn Ala Gly Phe His Val Thr Arg Asp Gly Lys Asn Cys Glu Asp Met 
690 695 700 

Asp Glu Cys Ser lie Arg Asn Met Cys Leu Asn Gly Met Cys He Asn 
705 710 715 720 

Glu Asp Gly Ser Phe Lys Cys He Cys Lys Pro Gly Phe Gin Leu Ala 
725 730 735 

Ser Asp Gly Arg Tyr Cys Lys Asp He Asn Glu Cys Glu Thr Pro Gly 
740 745 750 

He Cys Met Asn Gly Arg Cys Val Asn Thr Asp Gly Ser Tyr Arg Cys 
755 760 765 

Glu Cys Phe Pro Gly Leu Ala Val Gly Leu Asp Gly Arg Val Cys Val 
770 775 780 

Asp Thr His Met Arg Ser Thr Cys Tyr Gly Gly Tyr Lys Arg Gly Gin 
785 790 795 800 

Cys He Lys Pro Leu Phe Gly Ala Val Thr Lys Ser Glu Cys Cys Cys 
805 810 815 

Ala Ser Thr Glu Tyr Ala Phe Gly Glu Pro Cys Gin Pro Cys Pro Ala 
820 825 830 

Gin Asn Ser Ala Glu Tyr Gin Ala Leu Cys Ser Ser Gly Pro Gly Met 
835 840 845 

Thr Ser Ala Gly Ser Asp He Asn Glu Cys Ala Leu Asp Pro Asp He 
850 855 860 

Cys Pro Asn Gly He Cys Glu Asn Leu Arg Gly Thr Tyr Lys Cys He 
865 870 875 880 

Cys Asn Ser Gly Tyr Glu Val Asp Ser Thr Gly Lys Asn Cys Val Asp 
885 890 895 

He Asn Glu Cys Val Leu Asn Ser Leu Leu Cys Asp Asn Gly Gin Cys 
900 905 910 

Arg Asn Thr Pro Gly Ser Phe Val Cys Thr Cys Pro Lys Gly Phe He 
915 920 925 

Tyr Lys Pro Asp Leu Lys Thr Cys Glu Asp He Asp Glu Cys Glu Ser 
930 935 940 

Ser Pro Cys He Asn Gly Val Cys Lys Asn Ser Pro Gly Ser Phe He 
945 950 955 960 

Cys Glu Cys Ser Ser Glu Ser Thr Leu Asp Pro Thr Lys Thr He Cys 
965 970 975 

He Glu Thr He Lys Gly Thr Cys Trp Gin Thr Val He Asp Gly Arg 
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980 



985 



990 



Cys Glu lie Asn lie Asn Gly Ala Thr Leu Lys Ser Gin Cys Cys Ser 
995 1000 1005 

Ser Leu Gly Ala Ala Trp Gly Ser Pro Cys Thr Leu Cys Gin Val Asp 
1010 1015 1020 

Pro lie Cys Gly Lys Gly Tyr Ser Arg lie Lys Gly Thr Gin Cys Glu 
1025 1030 1035 1040 

Asp lie Asp Glu Cys Glu Val Phe Pro Gly Val Cys Lys Asn Gly Leu 
1045 1050 1055 

Cys Val Asn Thr Arg Gly Ser Phe Lys Cys Gin Cys Pro Ser Gly Met 
1060 1065 1070 

Thr Leu Asp Ala Thr Gly Arg lie Cys Leu Asp lie Arg Leu Glu Thr 
1075 1080 1085 

Cys Phe Leu Arg Tyr Glu Asp Glu Glu Cys Thr Leu Pro lie Ala Gly 
1090 1095 1100 

Arg His Arg Met Asp Ala Cys Cys Cys Ser Val Gly Ala Ala Trp Gly 
1105 1110 1115 1120 

Thr Glu Glu Cys Glu Glu Cys Pro Met Arg Asn Thr Pro Glu Tyr Glu 
1125 1130 1135 

Glu Leu Cys Pro Arg Gly Pro Gly Phe Ala Thr Lys Glu lie Thr Asn 
1140 1145 1150 

Gly Lys Pro Phe Phe Lys Asp lie Asn Glu Cys Lys Met lie Pro Ser 
1155 1160 1165 

Leu Cys Thr His Gly Lys Cys Arg Asn Thr lie Gly Ser Phe Lys Cys 
1170 1175 1180 

Arg Cys Asp Ser Gly Phe Ala Leu Asp Ser Glu Glu Arg Asn Cys Thr 
1185 1190 1195 1200 

Asp lie Asp Glu Cys Arg lie Ser Pro Asp Leu Cys Gly Arg Gly Gin 
1205 1210 1215 

Cys Val Asn Thr Pro Gly Asp Phe Glu Cys Lys Cys Asp Glu Gly Tyr 
1220 1225 1230 

Glu Ser Gly Phe Met Met Met Lys Asn Cys Met Asp lie Asp Glu Cys 
1235 1240 1245 

Gin Arg Asp Pro Leu Leu Cys Arg Gly Gly Val Cys His Asn Thr Glu 
1250 1255 1260 

Gly Ser Tyr Arg Cys Glu Cys Pro Pro Gly His Gin Leu Ser Pro Asn 
1265 1270 1275 1280 



lie Ser Ala Cys lie Asp lie Asn Glu Cys Glu Leu Ser Ala His Leu 
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1285 



1290 



1295 



Cys Pro Asn Gly Arg Cys Val Asn Leu lie Gly Lys Tyr Gin Cys Ala 
1300 1305 1310 

Cys Asn Pro Gly Tyr His Ser Thr Pro Asp Arg Leu Phe Cys Val Asp 
1315 1320 1325 

lie Asp Glu Cys Ser lie Met Asn Gly Gly Cys Glu Thr Phe Cys Thr 
1330 1335 1340 

Asn Ser Glu Gly Ser Tyr Glu Cys Ser Cys Gin Pro Gly Phe Ala Leu 
1345 1350 1355 1360 

Met Pro Asp Gin Arg Ser Cys Thr Asp lie Asp Glu Cys Glu Asp Asn 
1365 1370 1375 

Pro Asn lie Cys Asp Gly Gly Gin Cys Thr Asn lie Pro Gly Glu Ti^r 
1380 1385 1390 

Arg Cys Leu Cys Tyr Asp Gly Phe Met Ala Ser Glu Asp Met Lys Thr 
1395 1400 1405 

Cys Val Asp Val Asn Glu Cys Asp Leu Asn Pro Asn lie Cys Leu Ser 
1410 1415 1420 

Gly Thr Cys Glu Asn Thr Lys Gly Ser Phe lie Cys His Cys Asp Met 
1425 1430 1435 1440 

Gly Tyr Ser Gly Lys Lys Gly Lys Thr Gly Cys Thr Asp lie Asn Glu 
1445 1450 1455 

Cys Glu lie Gly Ala His Asn Cys Gly Lys His Ala Val Cys Thr Asn 
1460 1465 1470 

Thr Ala Gly Ser Phe Lys Cys Ser Cys Ser Pro Gly Trp lie Gly Asp 
1475 1480 1485 

Gly lie Lys Cys Thr Asp Leu Asp Glu Cys Ser Asn Gly Thr His Met 
1490 1495 1500 

Cys Ser Gin His Ala Asp Cys Lys Asn Thr Met Gly Ser Tyr Arg Cys 
1505 1510 1515 1520 

Leu Cys Lys Glu Gly Tyr Thr Gly Asp Gly Phe Thr Cys Thr Asp Leu 
1525 1530 1535 

Asp Glu Cys Ser Glu Asn Leu Asn Leu Cys Gly Asn Gly Gin Cys Leu 
1540 1545 1550 

Asn Ala Pro Gly Gly Tyr Arg Cys Glu Cys Asp Met Gly Phe Val Pro 
1555 1560 1565 

Ser Ala Asp Gly Lys Ala Cys Glu Asp lie Asp Glu Cys Ser Leu Pro 
1570 1575 1580 



Asn He Cys Val Phe Gly Thr Cys His Asn Leu Pro Gly Leu Phe Arg 
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^5^5 1590 1595 1600 

Cys Glu Cys Glu lie Gly Tyr Glu Leu Asp Arg Ser Gly Gly Asn Cys 
1605 1610 1615 

Thr Asp Val Asn Glu Cys Leu Asp Pro Thr Thr Cys He Ser Gly Asn 

1625 1630 

Cys val Asn Thr Pro Gly Ser Tyr He Cys Asp Cys Pro Pro Asp Phe 
1635 1640 1645 

Glu Leu Asn Pro Thr Arg Val Gly Cys Val Asp Thr Arg Ser Gly Asn 
1650 1655 1660 

Cys Tyr Leu Asp He Arg Pro Arg Gly Asp Asn Gly Asp Thr Ala Cys 
^^^^ 1670 1675 i6io 

Ser Asn Glu He Gly Val Gly Val Ser Lys Ala Ser Cvs Cv« r^,o Q^r- 
1685 1690 " 1695 

Leu Gly Lys Ala Trp Gly Thr Pro Cys Glu Met Cys Pro Ala Val Asn 
1700 1705 1710 

Thr Ser Glu Tyr Lys He Leu Cys Pro Gly Gly Glu Gly Phe Arg Pro 
1715 1720 1725 

Asn Pro He Thr Val He Leu Glu Asp He Asp Glu Cys Gin Glu Leu 
1730 1735 

Pro Gly Leu Cys Gin Gly Gly Lys Cys He Asn Thr Phe Gly Ser Phe 

1750 1755 1760 

Gin Cys Arg Cys Pro Thr Gly Tyr Tyr Leu Asn Glu Asp Thr Arg Val 
1765 1770 ^7^5 

Cys Asp Asp Val Asn Glu Cys Glu Thr Pro Gly He Cys Gly Pro Gly 
1780 1785 1790 

Thr Cys Tyr Asn Thr Val Gly Asn Tyr Thr Cys He Cys Pro Pro Asp 
1795 1800 1805 

'^''■.o?^ ^^"^ ^^'^ Cys Met Asp Met Arg Arg Ser 

1810 1815 1820 

Leu Cys Tyr Arg Asn Tyr Tyr Ala Asp Asn Gin Thr Cys Asp Gly Glu 

1830 1835 1840 

Leu Leu Phe Asn Met Thr Lys Lys Met Cys Cys Cys Ser Tyr Asn He 
1845 1850 1855 

Gly Arg Ala Trp Asn Lys Pro Cys Glu Gin Cys Pro He Pro Ser Thr 
I860 1865 1870 

Asp Glu Phe Ala Thr Leu Cys Gly Ser Gin Arg Pro Gly Phe Val He 
1875 1880 1885 

Asp He Tyr Thr Gly Leu Pro Val Asp He Asp Glu Cys Arg Glu He 
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1890 1895 1900 

Pro Gly Val Cys Glu Asn Gly Val Cys lie Asn Met Val Gly Ser Phe 
1905 1910 1915 1920 

Arg Cys Glu Cys Pro Val Gly Phe Phe Tyr Asn Asp Lys Leu Leu Val 
1925 1930 1935 

Cys Glu Asp lie Asp Glu Cys Gin Asn Gly Pro Val Cys Gin Arg Asn 
1940 1945 1950 

Ala Glu Cys lie Asn Thr Ala Gly Ser Tyr Arg Cys Asp Cys Lys Pro 
1955 1960 1965 

Gly Tyr Arg Phe Thr Ser Thr Gly Gin Cys Asn Asp Arg Asn Glu Cys 
1970 1975 1980 

Gin Glu lie Pro Asn lie Cys Ser His Gly Gin Cys He Asp Thr Val 
1985 1990 1995 2000 

Gly Ser Phe Tyr Cys Leu Cys His Thr Gly Phe Lys Thr Asn Asp Asp 
2005 2010 2015 

Gin Thr Met Cys Leu Asp He Asn Glu Cys Glu Arg Asp Ala Cys Gly 
2020 2025 2030 

Asn Gly Thr Cys Arg Asn Thr He Gly Ser Phe Asn Cys Arg Cys Asn 
2035 2040 2045 

His Gly Phe He Leu Ser His Asn Asn Asp Cys He Asp Val Asp Glu 
2050 2055 2060 

Cys Ala Ser Gly Asn Gly Asn Leu Cys Arg Asn Gly Gin Cys He Asn 
2065 2070 2075 2080 

Thr Val Gly Ser Phe Gin Cys Gin Cys Asn Glu Gly Tyr Glu Val Ala 
2085 2090 2095 

Pro Asp Gly Arg Thr Cys Val Asp He Asn Glu Cys Leu Leu Glu Pro 
2100 2105 2110 

Arg Lys Cys Ala Pro Gly Thr Cys Gin Asn Leu Asp Gly Ser Tyr Arg 
2115 2120 2125 

Cys He Cys Pro Pro Gly Tyr Ser Leu Gin Asn Glu Lys Cys Glu Asp 
2130 2135 2140 

He Asp Glu Cys Val Glu Glu Pro Glu He Cys Ala Leu Gly Thr Cys 
2145 2150 2155 2160 

Ser Asn Thr Glu Gly Ser Phe Lys Cys Leu Cys Pro Glu Gly Phe Ser 
2165 2170 2175 

Leu Ser Ser Ser Gly Arg Arg Cys Gin Asp Leu Arg Met Ser Tyr Cys 
2180 2185 2190 



Tyr Ala Lys Phe Glu Gly Gly Lys Cys Ser Ser Pro Lys Ser Arg Asn 
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2195 



2200 



2205 



His Ser Lys Gin Glu Cys Cys Cys 
2210 2215 

Asp Pro Cys Glu Leu Cys Pro Thr 
2225 2230 

lie Cys Pro Tyr Gly Ser Gly. lie 
2245 



Ala Leu' Lys Gly Glu Gly Trp Gly 
2220 

Glu Pro Asp Glu Ala Phe Arg Gin 
2235 2240 

lie Val Gly Pro Asp Asp Ser Ala 
2250 2255 



Val Asp Met Asp Glu Cys Lys Glu Pro Asp Val Cys Lys His Gly Gin 
2260 2265 2270 

Cys lie Asn Thr Asp Gly Ser Tyr Arg Cys Glu Cys Pro Phe Gly Tyr 
2275 2280 2285 

Thr Leu Ala Gly Asn Glu Cys Val A.sp Thr A.s^ Glu C^'s Ser Val Gl"*' 
2290 " 2295 ^ ^2300 

Asn Pro Cys Gly Asn Gly Thr Cys Lys Asn Val lie Gly Gly Phe Glu 
2305 2310 2315 2320 

Cys Thr Cys Glu Glu Gly Phe Glu Pro Gly Pro Met Met Thr Cys Glu 
2325 2330 2335 

Asp lie Asn Glu Cys Ala Gin Asn Pro Leu Leu Cys Ala Phe Arg Cys 
2340 2345 2350 

Val Asn Thr Tyr Gly Ser Tyr Glu Cys Lys Cys Pro Val Gly Tyr Val 
2355 2360 2365 

Leu Arg Glu Asp Arg Arg Met Cys Lys Asp Glu Asp Glu Cys Glu Glu 
2370 2375 2380 

Gly Lys His Asp Cys Thr Glu Lys Gin Met Glu Cys Lys Asn Leu lie 
2385 2390 2395 2400 

Gly Thr Tyr Met Cys lie Cys Gly Pro Gly Tyr Gin Arg Arg Pro Asp 
2405 2410 2415 

Gly Glu Gly Cys Val Asp Glu Asn Glu Cys Gin Thr Lys Pro Gly lie 
2420 2425 2430 

Cys Glu Asn Gly Arg Cys Leu Asn Thr Arg Gly Ser Tyr Thr Cys Glu 
2435 2440 2445 

Cys Asn Asp Gly Phe Thr Ala Ser Pro Asn Gin Asp Glu Cys Leu Asp 
2450 2455 2460 

Asn Arg Glu Gly Tyr Cys Phe Thr Glu Val Leu Gin Asn Met Cys Gin 
2465 2470 2475 2480 

lie Gly Ser Ser Asn Arg Asn Pro Val Thr Lys Ser Glu Cys Cys Cys 
2485 2490 2495 

Asp Gly Gly Arg Gly Trp Gly Pro His Cys Glu lie Cys Pro Phe Gin 

130 



2500 2505 2510 

Gly Thr Val Ala Phe Lys Lys Leu Cys Pro His Gly Arg Gly Phe Met 
2515 2520 2525 

Thr Asn Gly Ala Asp He Asp Glu Cys Lys Val He His Asp Val Cys 
2530 2535 2540 

Arg Asn Gly Glu Cys Val Asn Asp Arg Gly Ser Tyr His Cys He Cvs 
2545 2550 2555 2560 

Lys Thr Gly Tyr Thr Pro Asp He Thr Gly Thr Ser Cys Val Asp Leu 
2565 2570 2575 

Asn Glu Cys Asn Gin Ala Pro Lys Pro Cys Asn Phe He Cys Lys Asn 
2580 2585 2590 

Thr Glu Gly Ser Tyr Gin Cys Ser Cys Pro Lvs Glv Tvr He Lo.i nir. 
2595 2600 "2605 

Glu Asp Gly Arg Ser Cys Lys Asp Leu Asp Glu Cys Ala Thr Lys Gin 
2610 2615 2620 

His Asn Cys Gin Phe Leu Cys Val Asn Thr He Gly Gly Pha Thr Cys 
2625 2630 2635 2640 

Lys Cys Pro Pro Gly Phe Thr Gin His His Thr Ser Cys He Asp Asn 
2645 2650 2655 

Asn Glu Cys Thr Ser Asp He Asn Leu Cys Gly Ser Lys Gly He Cys 
2660 2665 2670 

Gin Asn Thr Pro Gly Ser Phe Thr Cys Glu Cys Gin Arg Gly Phe Ser 
2675 2680 2685 

Leu Asp Gin Thr Gly Ser Ser Cys Glu Asp Val Asp Glu Cys Glu Gly 
2690 2695 2700 

Asn His Arg Cys Gin His Gly Cys Gin Asn He He Gly Gly Tyr Arg 
2705 2710 2715 2720 

Cys Ser Cys Pro Gin Gly Tyr Leu Gin His Tyr Gin Trp Asn Gin Cys 
2725 2730 2735 

Val Asp Glu Asn Glu Cys Leu Ser Ala His He Cys Gly Gly Ala Ser 
2740 2745 2750 

Cys His Asn Thr Leu Gly Ser Tyr Lys Cys Met Cys Pro Ala Gly Phe 
2755 2760 2765 

Gin Tyr Glu Gin Phe Ser Gly Gly Cys Gin Asp He Asn Glu Cys Glv 
2770 2775 2780 

Ser Ala Gin Ala Pro Cys Ser Tyr Gly Cys Ser Asn Thr Glu Gly Glv 
2785 2790 2795 2800 

Tyr Leu Cys Gly Cys Pro Pro Gly Tyr Phe Arg He Gly Gin Gly His 
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2805 



2810 



2815 



Cys Val Ser Gly Met Gly Met Gly Arg Gly Asn Pro Glu Pro Pro Val 
2820 2825 2830 

Ser Gly Glu Met Asp Asp Asn Ser Leu Ser Pro Glu Ala Cys Tyr Glu 
2835 2840 2845 

Cys Lys lie Asn Gly . Tyr Pro Lys Arg Gly Arg Lys Arg Arg Ser Thr 
2850 2855 2860 

Asn Glu Thr Asp Ala Ser Asn lie Glu Asp Gin Ser Glu Thr Glu Ala 
2865 2870 2875 2880 

Asn Val Ser Leu Ala Ser Trp Asp Val Glu Lys Thr Ala lie Phe Ala 
2885 2890 2895 

Phe Asn lie Ser His Val Ser Asn Lys Val Arg lie Leu Glu Leu Leu 
2900 2905 2910 

Pro Ala Leu Thr Thr Leu Thr Asn His Asn Arg Tyr Leu lie Glu Ser 
2915 2920 2925 

Gly Asn Glu Asp Gly Phe Phe Lys lie Asn Gin Lys Glu Gly lie Ser 
2930 2935 2940 

Tyr Leu His Phe Thr Lys Lys Lys Pro Val Ala Gly Thr Tyr Ser Leu 
2945 2950 2955 2960 

Gin lie Ser Ser Thr Pro Leu Tyr Lys Lys Lys Glu Leu Asn Gin Leu 
2965 2970 2975 

Glu Asp Lys Tyr Asp Lys Asp Tyr Leu Ser Gly Glu Leu Gly Asp Asn 
2980 2985 2990 

Leu Lys Met Lys lie Gin Val Leu Leu His 
2995 3000 



<210> 57 
<211> 2871 
<212> PRT 

<213> Homo sapiens 
<400> 57 

Met Arg Arg Gly Arg Leu Leu Glu lie Ala Leu Gly Phe Thr Val Leu 
15 10 15 

Leu Ala Ser Tyr Thr Ser His Gly Ala Asp Ala Asn Leu Glu Ala Gly 
20 25 30 

Asn Val Lys Glu Thr Arg Ala Ser Arg Ala Lys Arg Arg Gly Gly Gly 
35 40 45 

Gly His Asp Ala Leu Lys Gly Pro Asn Val Cys Gly Ser Arg Tyr Asn 
50 55 60 
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Ala Tyr Cys Cys Pro Gly Trp Lys Thr Leu Pro Gly Gly Asn Gin Cys 
65 70 75 80 

lie Val Pro lie Cys Arg His Ser Cys Gly Asp Gly Phe Cys Ser Arg 
85 90 95 

Pro Asn Met Cys Thr Cys Pro Ser Gly Gin He Ala Pro Ser Cys Gly 
100 105 110 

Ser Arg Ser He Gin His Cys Asn He Arg Cys Met Asn Gly Gly Ser 
115 120 125 

Cys Ser Asp Asp His Cys Leu Cys Gin Lys Gly Tyr He Gly Thr His 
130 135 140 

Cys Gly Gin Pro Val Cys Glu Ser Gly Cys Leu Asn Gly Gly Arg Cys 
145 150 155 160 

Val Ala Pro Asn Arg Cys Ala Cys Thr Tyr Gly Phe Thr Gly Pro Gin 
165 170 175 

Cys Glu Arg Asp Tyr Arg Thr Gly Pro Cys Phe Thr Val He Ser Asn 
180 185 190 

Gin Met Cys Gin Gly Gin Leu Ser Gly He Val Cys Thr Lys Gin Leu 
195 200 205 

Cys Cys Ala Thr Val Gly Arg Ala Trp Gly His Pro Cys Glu Met Cys 

210 215 220 

Pro Ala Gin Pro His Pro Cys Arg Arg Gly Phe He Pro Asn He Arg 
225 230 235 240 

Thr Gly Ala Cys Gin Asp Val Asp Glu Cys Gin Ala He Pro Gly Leu 
245 250 255 

Cys Gin Gly Gly Asn Cys He Asn Thr Val Gly Ser Phe Glu Cys Lys 
260 265 270 

Cys Pro Ala Gly His Lys Leu Asn Glu Val Ser Gin Lys Cys Glu Asp 
275 280 285 

He Asp Glu Cys Ser Thr He Pro Gly He Cys Glu Gly Gly Glu Cys 
290 295 300 

Thr Asn Thr Val Ser Ser Tyr Phe Cys Lys Cys Pro Pro Gly Phe Tyr 
305 310 315 320 

Thr Ser Pro Asp Gly Thr Arg Cys He Asp Val Arg Pro Gly Tyr Cys 
325 330 335 

Tyr Thr Ala Leu Thr Asn Gly Arg Cys Ser Asn Gin Leu Pro Gin Ser 
340 345 350 



He Thr Lys Met Gin Cys Cys Cys Asp Ala Gly Arg Cys Trp Ser Pro 
355 360 365 
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Gly Val Thr Val Ala Pro Glu Met Cys Pro lie Arg Ala Thr Glu Asp 
370 375 380 

Phe Asn Lys Leu Cys Ser Val Pro Met Val He Pro Gly Arg Pro Glu 
385 390 395 400 

Tyr Pro Pro Pro Pro Leu Gly Pro He Pro Pro Val Leu Pro Val Pro 
405 410 415 

Pro Gly Phe Pro Pro Gly Pro Gin He Pro Val Pro Arg Pro Pro Val 
420 425 430 

Glu Tyr Leu Tyr Pro Ser Arg Glu Pro Pro Arg Val Leu Pro Val Asn 
435 440 445 

Val Thr Asp Tyr Cys Gin Leu Val Arg Tyr Leu Cys Gin Asn Gly Arg 
450 455 460 

Cys He Pro Thr Pro Gly Ser Tyr Arg Cys Glu Cys Asn Lys Gly Phe 
465 470 475 480 

Gin Leu Asp Leu Arg Gly Glu Cys He Asp Val Asp Glu Cys Glu Lys 
485 490 495 

Asn Pro Cys Ala Gly Gly Glu Cys He Asn Asn Gin Gly Ser Tyr Thr 
500 505 510 

Cys Gin Cys Arg Ala Gly Tyr Gin Ser Thr Leu Thr Arg Thr Glu Cys 
515 520 525 

Arg Asp He Asp Glu Cys Leu Gin Asn Gly Arg He Cys Asn Asn Gly 
530 535 540 

Arg Cys He Asn Thr Asp Gly Ser Phe His Cys Val Cys Asn Ala Gly 
545 550 555 560 

Phe His Val Thr Arg Asp Gly Lys Asn Cys Glu Asp Met Asp Glu Cys 
565 570 575 

Ser He Arg Asn Met Cys Leu Asn Gly Met Cys He Asn Glu Asp Gly 
580 585 590 

Ser Phe Lys Cys He Cys Lys Pro Gly Phe Gin Leu Ala Ser Asp Gly 
595 600 605 

Arg Tyr Cys Lys Asp He Asn Glu Cys Glu Thr Pro Gly He Cys Met 
610 615 620 

Asn Gly Arg Cys Val Asn Thr Asp Gly Ser Tyr Arg Cys Glu Cys Phe 
625 630 635 640 

Pro Gly Leu Ala Val Gly Leu Asp Gly Arg Val Cys Val Asp Thr His 
645 650 655 

Met Arg Ser Thr Cys Tyr Gly Gly Tyr Lys Arg Gly Gin Cys He Lys 
660 665 670 
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Pro Leu Phe Gly Ala Val Thr Lys Ser Glu Cys Cys Cys Ala Ser Thr 
675 680 



685 



Glu Tyr Ala Phe Gly Glu Pro Cys Gin Pro Cys Pro Ala Gin 



690 



Asn Ser 



695 700 
Ala Glu Tyr Gin Ala Leu Cys Ser Ser Gly Pro Gly Met Thr Ser Ala 



710 



"715 720 
Gly Ser Asp lie Asn Glu Cys Ala Leu Asp Pro Asp He Cys Pro Asn 



725 



730 



735 



Gly He Cys Glu Asn Leu Arg Gly Thr Tyr Lys Cys He Cys Asn Ser 
740 745 



750 



Gly Tyr Glu Val Asp Ser Thr Gly Lys Asn Cys Val Asp lie Asn Glu 
"55 760 



765 



cys Val Leu Asn Ser Leu Leu Cys Asp Asn Gly Gin Cys Arg Asn Thr 



775 780 
Pro Gly Ser Phe Val Cys Thr Cys Pro Lys Gly Phe He Tyr Lys Pro 



790 



795 800 

ASP Leu Lys Thr Cys Glu Asp He Asp Glu Cys Glu Ser Ser Pro Cys 
805 " — 



810 



815 



He Asn Gly Val Cys Lys Asn Ser Pro Gly Ser Phe He Cys Glu Cys 
820 825 830 

Ser Ser Glu Ser Thr Leu Asp Pro Thr Lys Thr lie Cys lie Glu Thr 
835 840 845 

He Lys Gly Thr Cys Trp Gin Thr Val He Asp Gly Arg Cys Glu He 



855 



860 



Asn He Asn Gly Ala Thr Leu Lys Ser Gin Cys Cys Ser Ser Leu Gly 

875 880 

Ala Ala Trp Gly Ser Pro Cys Thr Leu Cys Gin Val Asp Pro He Cys 
885 890 895 

Gly Lys Gly Tyr Ser Arg He Lys Gly Thr Gin Cys Glu Asp He Asp 

905 

Glu Cys Glu Val Phe Pro Gly Val Cys Lys Asn Gly Leu Cys Val Asn 
915 920 925 

Thr Arg Gly Ser Phe Lys Cys Gin Cys Pro Ser Gly Met Thr Leu Asp 
930 935 

Ala Thr Gly Arg He Cys Leu Asp He Arg Leu Glu Thr Cys Phe Leu 



950 



955 



960 



Arg Tyr Glu Asp Glu Glu Cys Thr Leu Pro He Ala Gly Arg His Arg 



970 



975 
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Met Asp Ala Cys Cys Cys Ser Val Gly Ala Ala Trp Gly Thr Glu Glu 
980 985 990 

Cys Glu Glu Cys Pro Met Arg Asn Thr Pro Glu Tyr Glu Glu Leu Cys 

995 1000 1005 

Pro Arg Gly Pro Gly Phe Ala Thr Lys Glu lie Thr Asn Gly Lys Pro 
1010 1015 1020 

Phe Phe Lys Asp lie Asn Glu Cys Lys Met lie Pro Ser Leu Cys Thr 
1025 1030 1035 1040 

His Gly Lys Cys Arg Asn Thr lie Gly Ser Phe Lys Cys Arg Cys Asp 
1045 1050 1055 

Ser Gly Phe Ala Leu Asp Ser Glu Glu Arg Asn Cys Thr Asp lie Asp 
1060 1065 1070 

Glu Cys Arg He Ser Pro Asp Leu Cys Gly Arg Gly Gin Cys Val Asn 
1075 1080 1085 

Thr Pro Gly Asp Phe Glu Cys Lys Cys Asp Glu Gly Tyr Glu Ser Gly 
1090 1095 1100 

Phe Met Met Met Lys Asn Cys Met Asp He Asp Glu Cys Gin Arg Asp 
1105 1110 1115 1120 

Pro Leu Leu Cys Arg Gly Gly Val Cys His Asn Thr Glu Gly Ser Tyr 
1125 1130 1135 

Arg Cys Glu Cys Pro Pro Gly His Gin Leu Ser Pro Asn He Ser Ala 
1140 1145 1150 

Cys He Asp He Asn Glu Cys Glu Leu Ser Ala His Leu Cys Pro Asn 
1155 1160 1165 

Gly Arg Cys Val Asn Leu He Gly Lys Tyr Gin Cys Ala Cys Asn Pro 
1170 1175 1180 

Gly Tyr His Ser Thr Pro Asp Arg Leu Phe Cys Val Asp He Asp Glu 
1185 1190 1195 1200 

Cys Ser He Met Asn Gly Gly Cys Glu Thr Phe Cys Thr Asn Ser Glu 
1205 1210 1215 

Gly Ser Tyr Glu Cys Ser Cys Gin Pro Gly Phe Ala Leu Met Pro Asp 
1220 1225 1230 

Gin Arg Ser Cys Thr Asp He Asp Glu Cys Glu Asp Asn Pro Asn He 
1235 1240 1245 

Cys Asp Gly Gly Gin Cys Thr Asn He Pro Gly Glu Tyr Arg Cys Leu 
1250 1255 1260 

Cys Tyr Asp Gly Phe Met Ala Ser Glu Asp Met Lys Thr Cys Val Asp 
1265 1270 1275 1280 
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Val Asn Glu Cys Asp Leu Asn Pro Asn He Cys Leu Ser Gly Thr Cys 
1285 1290 1295 

Glu Asn Thr Lys Gly Ser Phe He Cys His Cys Asp Met Gly Tyr Ser 
1300 1305 1310 

Gly Lys Lys Gly Lys Thr Gly Cys Thr Asp He Asn Glu Cys Glu He 
1315 1320 1325 

Gly Ala His Asn Cys Gly Lys His Ala Val Cys Thr Asn Thr Ala Gly 
1330 1335 1340 

Ser Phe Lys Cys Ser Cys Ser Pro Gly Trp He Gly Asp Gly He Lys 
"45 1350 1355 1360 

Cys Thr Asp Leu Asp Glu Cys Ser Asn Gly Thr His Met Cys Ser Gin 
1365 1370 1375 

His Ala Asp Cys Lys Asn Thr Met Gly Ser Tyr Arg Cys Leu Cys Lys 
1380 1385 1390 

Glu Gly Tyr Thr Gly Asp Gly Phe Thr Cys Thr Asp Leu Asp Glu Cys 
1395 1400 1405 

Ser Glu Asn Leu Asn Leu Cys Gly Asn Gly Gin Cys Leu Asn Ala Pro 
1410 1415 1420 

Gly Gly Tyr Arg Cys Glu Cys Asp Met Gly Phe Val Pro Ser Ala Asp 
1425 1430 1435 1440 

Gly Lys Ala Cys Glu Asp He Asp Glu Cys Ser Leu Pro Asn He Cys 
1445 1450 1455 

Val Phe Gly Thr Cys His Asn Leu Pro Gly Leu Phe Arg Cys Glu Cys 
1460 1465 1470 

Glu He Gly Tyr Glu Leu Asp Arg Ser Gly Gly Asn Cys Thr Asp Val 
1475 1480 1485 

Asn Glu Cys Leu Asp Pro Thr Thr Cys He Ser Gly Asn Cys Val Asn 
1490 1495 1500 

Thr Pro Gly Ser Tyr He Cys Asp Cys Pro Pro Asp Phe Glu Leu Asn 
1505 1510 1515 1520 

Pro Thr Arg Val Gly Cys Val Asp Thr Arg Ser Gly Asn Cys Tyr Leu 
1525 1530 1535 

Asp He Arg Pro Arg Gly Asp Asn Gly Asp Thr Ala Cys Ser Asn Glu 
1540 1545 1550 

He Gly Val Gly Val Ser Lys Ala Ser Cys Cys Cys Ser Leu Gly Lys 
1555 1560 1565 

Ala Trp Gly Thr Pro Cys Glu Met Cys Pro Ala Val Asn Thr Ser Glu 
1570 1575 1580 
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Tyr Lys lie Leu Cys Pro Gly Gly Glu Gly Phe Arg Pro Asn Pro lie 
1585 1590 1595 1600 



Thr Val lie Leu Glu Asp lie Asp Glu Cys Gin Glu Leu Pro Gly Leu 
1605 1610 1615 

Cys Gin Gly Gly Lys Cys lie Asn Thr Phe Gly Ser Phe Gin Cys Arg 
1620 1625 1630 

Cys Pro Thr Gly Tyr Tyr Leu Asn Glu Asp Thr Arg Val Cys Asp Asp 
1635 1640 1645 

Val Asn Glu Cys Glu Thr Pro Gly lie Cys Gly Pro Gly Thr Cys Tyr 
1650 1655 1660 

Asn Thr Val Gly Asn Tyr Thr Cys lie Cys Pro Pro Asp Tyr Met Gin 
1665 1670 1675 1680 

Val Asn Gly Gly Asn Asn Cys Met Asp Met Arg Arg Ser Leu Cys Tyr 
1685 1690 1695 

Arg Asn Tyr Tyr Ala Asp Asn Gin Thr Cys Asp Gly Glu Leu Leu Phe 
1700 1705 1710 

Asn Met Thr Lys Lys Met Cys Cys Cys Ser Tyr Asn lie Gly Arg Ala 
1715 1720 1725 

Trp Asn Lys Pro Cys Glu Gin Cys Pro lie Pro Ser Thr Asp Glu Phe 
1730 1735 1740 

Ala Thr Leu Cys Gly Ser Gin Arg Pro Gly Phe Val lie Asp lie Tyr 
1745 1750 1755 1760 

Thr Gly Leu Pro Val Asp lie Asp Glu Cys Arg Glu lie Pro Gly Val 
1765 1770 1775 

Cys Glu Asn Gly Val Cys lie Asn Met Val Gly Ser Phe Arg Cys Glu 
1780 1785 1790 

Cys Pro Val Gly Phe Phe Tyr Asn Asp Lys Leu Leu Val Cys Glu Asp 
1795 1800 1805 

lie Asp Glu Cys Gin Asn Gly Pro Val Cys Gin Arg Asn Ala Glu Cys 
1810 1815 1820 

lie Asn Thr Ala Gly Ser Tyr Arg Cys Asp Cys Lys Pro Gly Tyr Arg 
1825 1830 1835 1840 

Phe Thr Ser Thr Gly Gin Cys Asn Asp Arg Asn Glu Cys Gin Glu lie 
1845 1850 1855 

Pro Asn lie Cys Ser His Gly Gin Cys lie Asp Thr Val Gly Ser Phe 
1860 1865 1870 

Tyr Cys Leu Cys His Thr Gly Phe Lys Thr Asn Asp Asp Gin Thr Met 
1875 1880 1885 
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Cys Leu Asp lie Asn Glu Cys Glu Arg Asp Ala Cys Gly Asn Gly Thr 
1890 1895 1900 

Cys Arg Asn Thr lie Gly Ser Phe Asn Cys Arg Cys Asn His Gly Phe 
1905 1910 1915 1920 

lie Leu Ser His Asn Asn Asp Cys lie Asp Val Asp Glu Cys Ala Ser 
1925 1930 1935 

Gly Asn Gly Asn Leu Cys Arg Asn Gly Gin Cys lie Asn Thr Val Gly 
1940 1945 1950 

Ser Phe Gin Cys Gin Cys Asn Glu Gly Tyr Glu Val Ala Pro Asp Gly 
1955 1960 1965 

Arg Thr Cys Val Asp lie Asn Glu Cys Leu Leu Glu Pro Arg Lys Cys 
1970 1975 1980 

Ala Pro Gly Thr Cys Gin Asn Leu Asp Gly Ser Tyr Arg Cys lie Cys 
1985 1990 1995 2000 

Pro Pro Gly Tyr Ser Leu Gin Asn Glu Lys Cys Glu Asp lie Asp Glu 
2005 2010 2015 

Cys Val Glu Glu Pro Glu lie Cys Ala Leu Gly Thr Cys Ser Asn Thr 
2020 2025 2030 

Glu Gly Ser Phe Lys Cys Leu Cys Pro Glu Gly Phe Ser Leu Ser Ser 
2035 2040 2045 

Ser Gly Arg Arg Cys Gin Asp Leu Arg Met Ser Tyr Cys Tyr Ala Lys 
2050 2055 2060 

Phe Glu Gly Gly Lys Cys Ser Ser Pro Lys Ser Arg Asn His Ser Lys 
2065 2070 2075 2080 

Gin Glu Cys Cys Cys Ala Leu Lys Gly Glu Gly Trp Gly Asp Pro Cys 
2085 2090 2095 

Glu Leu Cys Pro Thr Glu Pro Asp Glu Ala Phe Arg Gin lie Cys Pro 
2100 2105 2110 



Tyr Gly Ser Gly He He Val Gly 
2115 2120 

Asp Glu Cys Lys Glu Pro Asp Val 
2130 2135 

Thr Asp Gly Ser Tyr Arg Cys Glu 
2145 2150 

Gly Asn Glu Cys Val Asp Thr Asp 
2165 



Pro Asp Asp Ser Ala Val Asp Met 
2125 

Cys Lys His Gly Gin Cys He Asn 
2140 

Cys Pro Phe Gly Tyr Thr Leu Ala 
2155 2160 

Glu Cys Ser Val Gly Asn Pro Cys 
2170 2175 



Gly Asn Gly Thr Cys Lys Asn Val He Gly Gly Phe Glu Cys Thr Cys 
2180 2185 2190 
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Glu Glu Gly Phe Glu Pro Gly Pro Met Met Thr Cys Glu Asp lie Asn 
2195 2200 2205 



Glu Cys Ala Gin Asn Pro Leu Leu Cys Ala Phe Arg Cys Val Asn Thr 
2210 2215 2220 

Tyr Gly Ser Tyr Glu Cys Lys Cys Pro Val Gly Tyr Val Leu Arg Glu 
2225 2230 2235 2240 

Asp Arg Arg Met Cys Lys Asp Glu Asp Glu Cys Glu Glu Gly Lys His 
2245 2250 2255 

Asp Cys Thr Glu Lys Gin Met Glu Cys Lys Asn Leu He Gly Thr Tyr 
2260 2265 2270 

Met Cys He Cys Gly Pro Gly Tyr Gin Arg Arg Pro Asp Gly Glu Gly 
2275 2280 2285 

Cys Val Asp Glu Asn Glu Cys Gin Thr Lys Pro Gly He Cys Glu Asn 
2290 2295 2300 

Gly Arg Cys Leu Asn Thr Arg Gly Ser Tyr Thr Cys Glu Cys Asn Asp 
2305 2310 2315 2320 

Gly Phe Thr Ala Ser Pro Asn Gin Asp Glu Cys Leu Asp Asn Arg Glu 
2325 2330 2335 

Gly Tyr Cys Phe Thr Glu Val Leu Gin Asn Met Cys Gin He Gly Ser 
2340 2345 2350 

Ser Asn Arg Asn Pro Val Thr Lys Ser Glu Cys Cys Cys Asp Gly Gly 
2355 2360 2365 

Arg Gly Trp Gly Pro His Cys Glu He Cys Pro Phe Gin Gly Thr Val 
2370 2375 2380 

Ala Phe Lys Lys Leu Cys Pro His Gly Arg Gly Phe Met Thr Asn Gly 
2385 2390 2395 2400 

Ala Asp He Asp Glu Cys Lys Val He His Asp Val Cys Arg Asn Gly 
2405 2410 2415 

Glu Cys Val Asn Asp Arg Gly Ser Tyr His Cys He Cys Lys Thr Gly 
2420 2425 2430 

Tyr Thr Pro Asp He Thr Gly Thr Ser Cys Val Asp Leu Asn Glu Cys 
2435 2440 2445 



Asn Gin Ala Pro Lys Pro Cys Asn 
2450 2455 

Ser Tyr Gin Cys Ser Cys Pro Lys 
2465 2470 

Arg Ser Cys Lys Asp Leu Asp Glu 
2485 



Phe He Cys Lys Asn Thr Glu Gly 
2460 

Gly Tyr He Leu Gin Glu Asp Gly 
2475 2480 

Cys Ala Thr Lys Gin His Asn Cys 
2490 2495 
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Gin Phe Leu Cys Val Asn Thr He Gly Gly Phe Thr Cys Lys Cys Pro 
2500 2505 2510 

Pro Gly Phe Thr Gin His His Thr Ser Cys He Asp Asn Asn Glu Cys 
2515 2520 2525 

Thr Ser Asp He Asn Leu Cys Gly Ser Lys Gly He Cys Gin Asn Thr 
2530 2535 2540 

Pro Gly Ser Phe Thr Cys Glu Cys Gin Arg Gly Phe Ser Leu Asp Gin 
2545 2550 2555 2560 

Thr Gly Ser Ser Cys Glu Asp Val Asp Glu Cys Glu Gly Asn His Arg 
2565 2570 2575 

Cys Gin His Gly Cys Gin Asn He He Gly Gly Tyr Arg Cys Ser Cys 
2580 2585 2590 

Pro Gin Gly Tyr Leu Gin His Tyr Gin Trp Asn Gin Cys Val Asp Glu 
2595 2600 2605 

Asn Glu Cys Leu Ser Ala His He Cys Gly Gly Ala Ser Cys His Asn 
2610 2615 2620 

Thr Leu Gly Ser Tyr Lys Cys Met Cys Pro Ala Gly Phe Gin Tyr Glu 
2625 2630 2635 2640 

Gin Phe Ser Gly Gly Cys Gin Asp He Asn Glu Cys Gly Ser Ala Gin 
2645 2650 2655 

Ala Pro Cys Ser Tyr Gly Cys Ser Asn Thr Glu Gly Gly Tyr Leu Cys 
2660 2665 2670 

Gly Cys Pro Pro Gly Tyr Phe Arg He Gly Gin Gly His Cys Val Ser 
2675 2680 2685 

Gly Met Gly Met Gly Arg Gly Asn Pro Glu Pro Pro Val Ser Gly Glu 
2690 2695 2700 

Met Asp Asp Asn Ser Leu Ser Pro Glu Ala Cys Tyr Glu Cys Lys He 
2705 2710 2715 2720 

Asn Gly Tyr Pro Lys Arg Gly Arg Lys Arg Arg Ser Thr Asn Glu Thr 
2725 2730 2735 

Asp Ala Ser Asn He Glu Asp Gin Ser Glu Thr Glu Ala Asn Val Ser 
2740 2745 2750 

Leu Ala Ser Trp Asp Val Glu Lys Thr Ala He Phe Ala Phe Asn He 
2755 2760 2765 

Ser His Val Ser Asn Lys Val Arg He Leu Glu Leu Leu Pro Ala Leu 
2770 2775 2780 

Thr Thr Leu Thr Asn His Asn Arg Tyr Leu He Glu Ser Gly Asn Glu 
2785 2790 2795 2800 
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Asp Gly Phe Phe Lys lie Asn Gin Lys Glu Gly lie Ser Tyr Leu His 
2805 2810 2815 

Phe Thr Lys Lys Lys Pro Val Ala Gly Thr Tyr Ser Leu Gin lie Ser 
2820 2825 2830 

Ser Thr Pro Leu Tyr Lys Lys Lys Glu Leu Asn Gin Leu Glu Asp Lys 
2835 2840 2845 

Tyr Asp Lys Asp Tyr Leu Ser Gly Glu Leu Gly Asp Asn Leu Lys Met 
2850 2855 2860 

Lys lie Gin Val Leu Leu His 
2865 2870 



<210> 58 

<211> 1062 

<212> PRT 

<213> Mus musculus 

<400> 58 

lie Asp <31u Cys Glu Asn Asn Pro Asp lie Cys Asp Gly Gly Gin Cys 
15 10 15 

Thr Asn lie Pro Gly Glu Tyr Arg Cys Leu Cys Tyr Asp Gly Phe Met 
20 25 30 

Ala Ser Met Asp Met Lys Thr Cys lie Asp Val Asn Glu Cys Asp Leu 
35 40 45 

Asn Pro Asn lie Cys lie Phe Gly Glu Cys Glu Asn Thr Lys Gly Ser 
50 55 60 

Phe lie Cys His Cys Gin Leu Gly Tyr Ser Val Lys Lys Gly Thr Thr 
65 70 75 80 

Gly Cys Thr Asp Val Asp Asp Cys Glu lie Gly Ala His Asn Cys Asp 
85 90 95 

Met His Ala Ser Cys Leu Asn Val Pro Gly Ser Phe Lys Cys Ser Cys 
100 105 110 

Arg Glu Gly Trp Val Gly Asn Gly lie Lys Ser lie Asp Leu Asp Glu 
115 120 125 

Cys Ala Asn Gly Thr His Gin Cys Ser lie Asn Ala Gin Cys Val Asn 
130 135 140 

Thr Pro Gly Ser Tyr Gin Cys Ala Cys Ser Glu Gly Phe Thr Gly Asp 
145 150 155 160 

Gly Phe Thr Cys Ser Asp Val Asp Glu Cys Ala Glu Asn Thr Asn Leu 
165 170 175 

Cys Glu Asn Gly Gin Cys Leu Asn Val Pro Gly Ala Tyr Arg Cys Glu 
180 185 190 
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Cys Glu Met Gly Phe Thr Pro Ala Ser Asp Ser Arg Ser Cys Gin Asp 
195 200 205 

lie Asp Glu Cys Ser Phe Gin Asn lie Cys Val Phe Gly Thr Cys Asn 
210 215 220 

Asn Leu Pro Gly Met Phe His Cys lie Cys Asp Asp Gly His Glu Leu 
225 230 235 240 

Asp Arg Thr Gly Gly Asn Cys Thr Asp lie Asp Glu Cys Ala Asp Pro 
245 250 255 

He Asn Cys Val Asn Gly Leu Cys Val Asn Thr Pro Gly Arg Tyr Glu 
260 265 270 

Cys Asn Cys Pro Pro Asp Phe Gin Leu Asn Pro Thr Gly Val Gly Cys 
275 280 285 

Val Asp Asn Arg Val Gly Asn Cys Tyr Leu Lys Phe Gly Pro Arg Gly 
290 295 300 

Asp Gly Ser Leu Ser Val Asn Thr Glu Val Gly Val Gly Val Ser Arg 
305 310 315 320 

Ser Ser Cys Cys Cys Ser Leu Gly Lys Ala Trp Gly Asn Pro Cys Glu 
325 330 335 

Thr Cys Pro Pro Val Asn Ser Thr Glu Tyr Tyr Thr Leu Cys Pro Gly 
340 345 350 

Gly Glu Gly Phe Arg Pro Asn Pro lie Thr He He Leu Glu Asp He 
355 360 365 

Asp Glu Cys Gin Glu Leu Pro Gly Leu Cys Leu Gly Gly Asn Cys He 
370 375 380 

Asn Thr Phe Pro Ser Phe Leu Cys Val Cys His Arg Val Thr Thr Ser 
385 390 395 400 

Val Arg Lys Pro Ala Ser Val Lys He Ser Thr Ser Arg Leu Pro He 
405 410 415 

Pro Ala Val Val Asp Leu Ala Pro Ala His Asn Thr Leu Gly Asn Tyr 
420 425 430 



Thr Cys He Cys Pro Pro Glu Tyr Met Gin Val Asn Gly Gly His Asn 
435 440 445 

Cys Met Asp Met Arg Lys Ser Phe Cys Tyr Arg Ser Tyr Asn Gly Thr 
450 455 460 

Thr Cys Glu Asn Glu Leu Pro Phe Asn Val Thr Lys Arg He Gly Cys 
465 470 475 480 

Cys Thr Tyr Asn Gly Arg Lys Ala Trp Asn Lys Pro Cys Glu Pro Cys 
485 490 495 
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Pro Thr Pro Gly Thr Ala Asp Phe Lys Thr lie Cys Gly Asn lie Pro 
500 505 510 

Gly Phe Thr Phe Asp lie His Thr Gly Lys Ala Val Asp He Asp Glu 

515 520 525 

Cys Lys Glu He Pro Gly lie Cys Ala Asn Gly Val Cys He Asn Gin 
530 535 540 

He Gly Thr Phe Arg Cys Glu Cys Pro Thr Gly Phe Ser Tyr Asn Asp 
545 550 555 560 

Leu Leu Leu Val Cys Glu Asp He Asp Glu Cys Ser Phe Gly Asp Asn 
565 570 575 

Leu Cys Gin Arg Asn Ala Asp Cys He Asn Ser Pro Asp Arg Tyr Arg 
580 585 590 

Cys Gly Cys Ala Ala Gly Phe Lys Leu Ser Pro Asn Gly Ala Cys Val 
595 600 605 

Asp Arg Asn Glu Cys Leu Glu He Pro Asn Val Cys Ser His Gly Leu 

610 615 620 

Cys Val Asp Leu Gin Gly Ser Tyr Gin Cys He Cys Asn Asn Gly Phe 
625 630 635 640 

Lys Ala Ser Gin Asp Gin Thr Met Cys Met Asp Val Asp Glu Cys Glu 
645 650 655 

Arg His Pro Cys Gly Asn Gly Thr Cys Lys Asn Thr Val Gly Ser Tyr 
660 665 670 

Asn Cys Leu Cys Tyr Pro Gly Phe Glu Leu Thr His Asn Asn Asp Cys 
675 680 685 

Leu Asp He Asp Glu Cys Ser Ser Phe Phe Gly Gin Val Cys Arg Asn 
690 695 700 

Gly Arg Cys Phe Asn Glu He Gly Ser Phe Lys Cys Leu Cys Asn Glu 
705 710 715 720 

Gly Tyr Val Leu Thr Pro Asp Gly Lys Asn Cys He Asp Thr Asn Glu 
725 730 735 

Cys Val Ala Leu Pro Gly Ser Cys Ser Pro Gly Thr Cys Gin Asn Leu 
740 745 750 

Glu Gly Ser Phe Arg Cys He Cys Pro Pro Gly Tyr Glu Val Arg Ser 
755 760 765 

Glu Asn Cys He Asp He Asn Glu Cys Asp Glu Asp Pro Asn He Cys 
770 775 780 



Leu Phe Gly Ser Cys Thr Asn Thr Pro Gly Gly Phe Gin Cys He Cys 
785 790 795 800 
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Pro Pro Gly Phe Val Leu Ser Asp Asn Gly Arg Arg Cys Phe Asp His 
805 810 815 

Arg Gin Ser Phe Cys Phe Thr Asn Phe Glu Asn Gly Lys Cys Ser Val 
820 825 830 

Pro Phe Ala Phe Asn Thr Thr Lys Ala Lys Cys Cys Cys Ser Lys Met 
835 840 845 

Pro Gly Glu Gly Trp Gly Asp Pro Cys Asp Leu Cys Pro Lys Asp Asp 
850 855 860 

Glu Val Ala Phe Gin Asp Leu Cys Pro Tyr Gly His Gly Thr Val Pro 
865 870 875 880 

Ser Leu His Asp Thr Arg Glu Asp Val Asn Glu Cys Leu Glu Ser Pro 
885 fi90 S95 

Gly lie Cys Ser Asn Gly Gin Cys He Asn Thr Asp Gly Ser Phe Arg 
900 905 910 

Cys Glu Cys Pro Met Gly Tyr Asn Leu Asp His Thr Gly Val Arg Cys 
915 920 925 

Val Asp Thr Asp Glu Cys Ser He Gly Asn Pro Cys Gly Asn Gly Thr 
930 935 940 

Cys Thr Asn Val He Gly Ser Phe Glu Cys Thr Cys Asn Glu Gly Phe 
945 950 955 960 

Glu Pro Gly Pro Met Thr Asn Cys Glu Asp He Asn Glu Cys Ala Gin 
965 970 975 

Asn Pro Leu Leu Cys Ala Phe Arg Cys Met Asn Thr Phe Gly Ser Cys 
980 985 990 

Glu Cys Thr Cys Pro Val Arg Tyr Ala Leu Arg Glu Asp Gin Lys Met 
995 1000 1005 

Cys Lys Asp Leu Val Glu Cys Ala Glu Gly Leu His Asp Cys Glu Ser 
1010 1015 1020 

Arg Gly Met Met Cys Lys Asn Leu He Gly Thr Phe Met Cys He Cys 
1025 1030 1035 1040 

Pro Pro Gly Met Ala Arg Arg Pro Asp Gly Glu Gly Cys Val Asp Glu 
1045 1050 1055 

Asn Glu Cys Arg Thr Lys 
1060 



<210> 59 
<211> 2871 
<212> PRT 
<213> Bos taurus 
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<400> 59 

Met Arg Arg Gly Gly Leu Leu Glu Val Ala Leu Gly Phe Thr Val Leu 
15 10 15 

Leu Ala Ser Tyr Thr Ser His Gly Ala Asp Thr Asn Leu Glu Ala Gly 
20 25 30 

Asn Val Lys Glu Thr Arg Ala Asn Arg Ala Lys Arg Arg Gly Gly Gly 
35 40 45 

Gly His Asn Ala Leu Lys Gly Pro Asn Val Cys Gly Ser Arg Tyr Asn 
50 55 60 

Ala Tyr Cys Cys Pro Gly Trp Lys Thr Leu Pro Gly Gly Asn Gin Cys 
65 70 75 80 



•vrt 



lie Val Pro lie Cvs Ara His Ser Cys Gly Asp Gly Phe Cys Ser A 
85 ' 90 95 

Pro Asn Met Cys Thr Cys Pro Ser Gly Gin lie Ala Pro Ser Cys Gly 
100 105 110 

Ser Arg Ser He Gin His Cys Asn He Arg Cys Met Asn Gly Gly Ser 
115 120 125 

Cys Ser Asp Asp His Cys Leu Cys Gin Lys Gly Tyr He Gly Thr His 
130 135 140 

Cys Gly Gin Pro Val Cys Glu Ser Gly Cys Leu Asn Gly Gly Arg Cys 
145 150 155 160 

Val Ala Pro Asn Arg Cys Ala Cys Thr Tyr Gly Phe Thr Gly Pro Gin 
165 170 175 

Cys Glu Arg Asp Tyr Arg Thr Gly Pro Cys Phe Thr Val He Ser Asn 
180 185 190 

Gin Met Cys Gin Gly Gin Leu Ser Gly He Val Cys Thr Lys Thr Leu 
195 200 205 

Cys Cys Ala Thr Val Gly Arg Ala Trp Gly His Pro Cys Glu Met Cys 
210 215 220 

Pro Ala Gin Pro His Pro Cys Arg Arg Gly Phe He Pro Asn He Arg 
225 230 235 240 

Thr Gly Ala Cys Gin Asp Val Asp Glu Cys Gin Ala He Pro Gly Leu 
245 250 255 

Cys Gin Gly Gly Asn Cys He Asn Thr Val Gly Ser Phe Glu Cys Lys 
260 265 270 

Cys Pro Ala Gly His Lys Phe Asn Glu Val Ser Gin Lys Cys Glu Asp 
275 280 285 

He Asp Glu Cys Ser Thr He Pro Gly He Cys Asp Gly Gly Glu Cys 
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290 



295 



300 



Thr Asn Thr Val Ser Ser Tyr Phe Cys Lys Cys Pro Pro Gly Phe Tyr 
305 310 315 320 

Thr Ser Pro Asp Gly Thr Arg Cys lie Asp Val Arg Pro Gly Tyr Cys 
325 330 335 

Tyr Thr Ala Leu Ala Asn Gly. Arg Cys Ser Asn Gin Leu Pro Gin Ser 
340 345 350 

lie Thr Lys Met Gin Cys Cys Cys Asp Ala Gly Arg Cys Trp Ser Pro 
355 360 365 

Gly Val Thr Val Ala Pro Glu Met Cys Pro He Arg Ala Thr Glu Asp 
370 375 380 

Phe Asn Lys Leu Cys Ser Val Pro Met Val He Pro Glu Arg Pro Gly 
385 390 395 400 

Tyr Pro Pro Pro Pro Leu Gly Pro Val Pro Pro Val Gin Pro Val Pro 
405 410 415 

Pro Gly Phe Pro Pro Gly Pro Gin He Met He Pro Arg Pro Pro Val 
420 425 430 

Glu Tyr Pro Tyr Pro Ser Arg Glu Pro Pro Arg Val Leu Pro Val Asn 
435 440 445 

Val Thr Asp Tyr Cys Gin Leu Phe Arg Tyr Leu Cys Gin Asn Gly Arg 
450 455 460 

Cys He Pro Thr Pro Gly Ser Tyr Arg Cys Glu Cys Asn Lys Gly Phe 
465 470 475 480 

Gin Leu Asp Leu Arg Gly Glu Cys He Asp Vai Asp Glu Cys Glu Lys 
485 490 495 

Asn Pro Cys Ala Gly Gly Glu Cys He Asn Thr Gin Gly Ser Tyr Thr 
500 505 510 

Cys Gin Cys Arg Pro Gly Tyr Gin Ser Thr Leu Thr Arg Thr Glu Cys 
515 520 525 

Arg Asp He Asp Glu Cys Leu Gin Asn Gly Arg He Cys Asn Asn Gly 
530 535 540 

Arg Cys He Asn Thr Asp Gly Ser Phe His Cys Val Cys Asn Ala Gly 
545 550 555 560 

Phe His Val Thr Arg Asp Gly Lys Asn Cys Glu Asp Met Asp Glu Cys 
565 570 575 

Ser He Arg Asn Met Cys Leu Asn Gly Met Cys He Asn Glu Asp Gly 
580 585 590 



Ser Phe Lys Cys He Cys Lys Pro Gly Phe Gin Leu Ala Ser Asp Gly 
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595 



600 



605 



Arg Tyr Cys Lys Asp lie Asn Glu Cys Glu Thr Leu Gly lie Cys Met 
610 615 620 

Asn Gly Arg Cys Val Asn Thr Asp Gly Ser Tyr Arg Cys Glu Cys Phe 
625 630 635 640 

Pro Gly Leu Ala Val Gly Leu Asp Gly Arg Val Cys Val Asp Thr His 
645 650 655 

Met Arg Ser Thr Cys Tyr Gly Gly Tyr Lys Arg Gly Gin Cys Val Lys 
660 665 670 

Pro Leu Phe Gly Ala Val Thr Lys Ser Glu Cys Cys Cys Ala Ser Thr 

675 680 685 

Glu Tyr Ala Phe Gly Glu Pro Cys Gin Pro Cys Pro Ser Gin Asn Ser 
690 695 ' 700 

Ala Glu Tyr Gin Ala Leu Cys Ser Ser Gly Pro Gly lie Thr Ser Ala 
705 710 715 720 

Gly Ser Asp lie Asn Glu Cys Ala Jjeu Asp Pro Asp lie Cys Pro Asn 
725 730 735 

Gly lie Cys Glu Asn Leu Arg Gly Thr Tyr Lys Cys lie Cys Asn Ser 
740 745 750 

Gly Tyr Glu Val Asp Ser Thr Gly Lys Asn Cys Val Asp lie Asn Glu 
755 760 765 

Cys Val Leu Asn Ser Leu Leu Cys Asp Asn Gly Gin Cys Arg Asn Thr 
770 775 780 

Pro Gly Ser Phe Val Cys Thr Cys Pro Lys Gly Phe lie Tyr Lys Pro 
785 790 795 800 

Glu Leu Lys Thr Cys Glu Asp lie Asp Glu Cys Glu Ser Ser Pro Cys 
805 810 815 

lie Asn Gly Val Cys Lys Asn Ser Pro Gly Ser Phe lie Cys Glu Cys 
820 825 830 

Ser Ser Glu Ser Thr Leu Asp Pro Thr Lys Thr lie Cys lie Glu Thr 
835 840 845 

lie Lys Gly Thr Cys Trp Gin Thr Val lie Asp Gly Arg Cys Glu lie 
850 855 860 

Asn lie Asn Gly Ala Thr Leu Lys Ser Gin Cys Cys Ser Ser Leu Gly 
865 870 875 880 

Ala Ala Trp Gly Ser Pro Cys Thr Pro Cys Gin Val Asp Pro lie Cys 
885 890 895 



Gly Lys Gly Tyr Ser Arg lie Lys Gly Thr Gin Cys Glu Asp He Asp 
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900 



905 



910 



Glu Cys Glu Val Phe Pro Gly Val Cys Lys Asn Gly Leu Cys Val Asn 
915 920 925 

Ser Lys Gly Ser Phe Lys Cys Gin Cys Pro Ser Gly Met Thr Leu Asp 
930 935 940 

Ala Thr Gly Arg lie Cys Leu Asp lie Arg Leu Glu Thr Cys Phe Leu 
945 950 955 960 

Arg Tyr Glu Asp Glu Glu Cys Thr Leu Pro Val Ala Gly Arg His Arg 
965 970 975 

Met Asp Ala Cys Cys Cys Ser Val Gly Ala Ala Trp Gly Thr Glu Glu 
980 985 990 

Cys Glu Glu Cys Pro Val Arg Asn Thr Pro Glu Tyr Glu Gin Leu Cys 
995 1000 " 1005 

Pro Arg Gly Pro Gly Phe Ala Thr Lys Glu He Thr Asn Gly Lys Arg 
1010 1015 1020 

Phe Phe Lys Asp He Asn Glu Cys Lys Met He Pro Asn Leu Cys Thr 
1025 1030 1035 1040 

His Gly Lys Cys Arg Asn Thr He Gly Ser Phe Lys Cys Arg Cys Asp 
1045 1050 1055 

Ser Gly Phe Ala Leu Asp Ser Glu Glu Arg Asn Cys Thr Asp He Asp 
1060 1065 1070 

Glu Cys Arg He Ser Pro Asp Leu Cys Gly Arg Gly Gin Cys Val Asn 
1075 1080 1085 

Thr Pro Gly Asp Phe Glu Cys Lys Cys Asp Glu Gly Tyr Glu Ser Gly 
1090 1095 1100 

Phe Met Met Met Lys Asn Cys Met Asp He Asp Glu Cys Gin Arg Asp 
1105 1110 1115 1120 

Pro Leu Leu Cys Arg Gly Gly Val Cys Leu Asn Thr Glu Gly Ser Tyr 
1125 1130 1135 

Arg Cys Glu Cys Pro Pro Gly His Gin Leu Ala Pro Asn He Ser Ala 
1140 1145 1150 

Cys He Asp He Asn Glu Cys Glu Leu Ser Ala His Leu Cys Pro His 
1155 1160 1165 

Gly Arg Cys Val Asn Leu He Gly Lys Tyr Gin Cys Ala Cys Asn Pro 
1170 1175 1180 

Gly Tyr His Ser Thr Pro Asp Arg Leu Phe Cys Val Asp He Asp Glu 
1185 1190 1195 1200 

Cys Ser He Met Asn Gly Gly Cys Glu Thr Phe Cys Thr Asn Ser Glu 

149 



1205 



1210 



1215 



Gly Ser Tyr Glu Cys Ser Cys Gin Pro Gly Phe Ala Leu Met Pro Asp 
1220 1225 1230 

Gin Arg Ser Cys Thr Asp lie Asp Glu Cys Glu Asp Asn Pro Asn lie 
1235 1240 1245 

Cys Asp Gly Gly Gin Cys Thr Asn lie Pro Gly Glu Tyr Arg Cys Leu 
1250 1255 1260 

Cys Tyr Asp Gly Phe Met Ala Ser Glu Asp Met Lys Thr Cys Val Asp 
1265 1270 1275 1280 

Val Asn Glu Cys Asp Leu Asn Pro Asn lie Cys Leu Ser Gly Thr Cys 
1285 1290 1295 

Glu Asn Thr Lys Gly Ser Phe lie Cys Kis Cys Asp Met Gly Tyr Ser 
1300 1305 1310 

Gly Lys Lys Gly Lys Thr Gly Cys Thr Asp lie Asn Glu Cys Glu lie 
1315 1320 1325 

Gly Ala His Asn Cys Asp Arg His Ala Val Cys Thr Asn Thr Ala Gly 
1330 1335 1340 

Ser Phe Lys Cys Ser Cys Ser Pro Gly Trp lie Gly Asp Gly lie Lys 
1345 1350 1355 1360 

Cys Thr Asp Leu Asp Glu Cys Ser Asn Gly Thr His Met Cys Ser Gin 
1365 1370 1375 



His Ala Asp Cys Lys Asn Thr Met Gly Ser Tyr Arg Cys Leu Cys Lys 
1380 1385 1390 

Glu Gly Tyr Thr Gly Asp Gly Phe Thr Cys Thr Asp Leu Asp Glu Cys 
1395 1400 1405 

Ser Glu Asn Leu Asn Leu Cys Gly Asn Gly Gin Cys Leu Asn Ala Pro 
1410 1415 1420 

Gly Gly Tyr Arg Cys Glu Cys Asp Met Gly Phe Val Pro Ser Ala Asp 
1425 1430 1435 1440 

Gly Lys Ala Cys Glu Asp He Asp Glu Cys Ser Leu Pro Asn He Cys 
1445 1450 1455 



Val Phe Gly Thr Cys His Asn Leu Pro Gly Leu Phe Arg Cys Glu Cys 
1460 1465 1470 

Glu He Gly Tyr Glu Leu Asp Arg Ser Gly Gly Asn Cys Thr Asp Val 
1475 1480 1485 

Asn Glu Cys Leu Asp Pro Thr Thr Cys He Ser Gly Asn Cys Val Asn 
1490 1495 1500 



Thr Pro Gly Ser Tyr Thr Cys Asp Cys Pro Pro Asp Phe Glu Leu Asn 
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1505 



1510 



1515 



1520 



Pro Thr Arg Val Gly Cys Val Asp Thr Arg Ser Gly Asn Cys Tyr Leu 
1525 1530 1535 

Asp lie Arg Pro Arg Gly Asp Asn Gly Asp Thr Ala Cys Ser Asn Glu 
1540 1545 1550 

lie Gly Val Gly Val Ser Lys Ala Ser Cys Cys Cys Ser Leu Gly Lys 
1555 1560 1565 

Ala Trp Gly Thr Pro Cys Glu Leu Cys Pro Pro Val Asn Thr Ser Glu 
1570 1575 1580 

Tyr Lys lie Leu Cys Pro Gly Gly Glu Gly Phe Arg Pro Asn Pro lie 
1585 1590 1595 1600 

Thr Val lie Leu Glu Asp lie Asp Glu Cys Gin Glu Leu Pro Gly Leu 
1605 1610 1615 

Cys Gin Gly Gly Lys Cys lie Asn Thr Phe Gly Ser Phe Gin Cys Arg 
1620 1625 1630 

Cys Pro Thr Gly Tyr Tyr Leu Asn Glu Asp Thr Arg Val Cys Asp Asp 
1635 1640 1645 

Val Asn Glu Cys Glu Thr Pro Gly lie Cys Gly Pro Gly Thr Cys Tyr 
1650 1655 1660 

Asn Thr Val Gly Asn Tyr Thr Cys lie Cys Pro Pro Asp Tyr Met Gin 
1665 1670 1675 1680 

Val Asn Gly Gly Asn Asn Cys Met Asp Met Arg Arg Ser Leu Cys Tyr 
1685 1690 1695 

Arg Asn Tyr Tyr Ala Asp Asn Gin Thr Cys Asp Gly Glu Leu Leu Phe 
1700 1705 1710 

Asn Met Thr Lys Lys Met Cys Cys Cys Ser Tyr Asn lie Gly Arg Ala 
1715 1720 1725 

Trp Asn Lys Pro Cys Glu Gin Cys Pro He Pro Ser Thr Asp Glu Phe 
1730 1735 1740 

Ala Thr Leu Cys Gly Ser Gin Arg Pro Gly Phe Val He Asp He Tyr 
1745 1750 1755 1760 

Thr Gly Leu Pro Val Asp He Asp Glu Cys Arg Glu He Pro Gly Val 
1765 1770 1775 

Cys Glu Asn Gly Val Cys He Asn Met Val Gly Ser Phe Arg Cys Glu 
1780 1785 1790 

Cys Pro Val Gly Phe Phe Tyr Asn Asp Lys Leu Leu Val Cys Glu Asp 
1795 1800 1805 



He Asp Glu Cys Gin Asn Gly Pro Val Cys Gin Arg Asn Ala Glu Cys 
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1810 1815 1820 

lie Asn Thr Ala Gly Ser Tyr Arg Cys Asp Cys Lys Pro Gly Tyr Arg 
1825 1830 1835 1840 

Phe Thr Ser Thr Gly Gin Cys Asn Asp Arg Asn Glu Cys Gin Glu lie 
1845 1850 1855 

Pro Asn lie Cys Ser His Gly Gin Cys lie Asp Thr Val Gly Ser Phe 
1860 1865 1870 

Tyr Cys Leu Cys His Thr Gly Phe Lys Thr Asn Ala Asp Gin Thr Met 
1875 1880 1885 

Cys Leu Asp lie Asn Glu Cys Glu Arg Asp Ala Cys Gly Asn Gly Thr 
1890 1895 1900 

Cys Arg Asn Thr Tl(^ Qly Ser Phe Asn Cys Arg Cys Asn His Gly Phe 
1905 ' 1910 1915 1920 

lie Leu Ser His Asn Asn Asp Cys lie Asp Val Asp Glu Cys Ala Thr 
1925 1930 1935 

Gly Asn Gly Asn Leu Cys Arg Asn Gly Gin Cys lie Asn Thr Val Gly 
1940 1945 1950 

Ser Phe Gin Cys Gin Cys Asn Glu Gly Tyr Glu Val Ala Pro Asp Gly 
1955 1960 1965 

Arg Thr Cys Val Asp lie Asn Glu Cys Leu Leu Asp Pro Arg Lys Cys 
1970 1975 1980 

Ala Pro Gly Thr Cys Gin Asn Leu Asp Gly Ser Tyr Arg Cys lie Cys 
1985 1990 1995 2000 

Pro Pro Gly Tyr Ser Leu Gin Asn Asp Lys Cys Glu Asp lie Asp Glu 
2005 2010 2015 

Cys Val Glu Glu Pro Glu lie Cys Ala Leu Gly Thr Cys Ser Asn Thr 
2020 2025 2030 

Glu Gly Ser Phe Lys Cys Leu Cys Pro Asp Gly Phe Ser Leu Ser Ser 
2035 2040 2045 

Thr Gly Arg Arg Cys Gin Asp Leu Arg Met Ser Tyr Cys Tyr Ala Lys 
2050 2055 2060 

Phe Glu Gly Gly Lys Cys Ser Ser Pro Lys Ser Arg Asn His Ser Lys 
2065 2070 2075 2080 

Gin Glu Cys Cys Cys Ala Leu Lys Gly Glu Gly Trp Gly Asp Pro Cys 
2085 2090 2095 

Glu Leu Cys Pro Thr Glu Pro Asp Glu Ala Phe Arg Gin lie Cys Pro 
2100 2105 2110 



Tyr Gly Ser Gly lie lie Val Gly Pro Asp Asp Ser Ala Val Asp Met 
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2115 2120 2125 

Asp Glu Cys Lys Glu Pro Asp Val Cys Lys His Gly Gin Cys lie Asn 
2130 2135 2140 

Thr Asp Gly Ser Tyr Arg Cys Glu Cys Pro Phe Gly Tyr lie Leu Gin 
2145 2150 2155 2160 

Gly Asn Glu Cys Val Asp Thr Asp Glu Cys Ser Val Gly Asn Pro Cys 
2165 2170 2175 

Gly Asn Gly Thr Cys Lys Asn Val lie Gly Gly Phe Glu Cys Thr Cys 
2180 2185 2190 

Glu Glu Gly Phe Glu Pro Gly Pro Met Met Thr Cys Glu Asp lie Asn 
2195 2200 2205 

Glu Cys Ala Gin Asn Pro Leu Leu Cys Ala Pbp Arg Cys Val Asn Thr 
2210 2215 2220 

Tyr Gly Ser Tyr Glu Cys Lys Cys Pro Ala Gly Tyr Val Leu Arg Glu 
2225 2230 2235 2240 

Asp Arg Arg Met Cys Lys Asp Glu Asp Glu Cys Glu Glu Gly Lys His 
2245 2250 2255 

Asp Cys Ala Glu Lys Gin Met Glu Cys Lys Asn Leu lie Gly Thr Tyr 
2260 2265 2270 

Leu Cys lie Cys Gly Pro Gly Tyr Gin Arg Arg Pro Asp Gly Glu Gly 
2275 2280 2285 

Cys Val Asp Glu Asn Glu Cys Gin Thr Lys Pro Gly lie Cys Glu Asn 
2290 2295 2300 

Gly Arg Cys Leu Asn Thr Arg Gly Ser Tyr Thr Cys Glu Cys Asn Asp 
2305 2310 2315 2320 

Gly Phe Thr Ala Ser Pro Asn Gin Asp Glu Cys Leu Asp Asn Arg Glu 
2325 2330 2335 

Gly Tyr Cys Phe Thr Glu Val Leu Gin Asn Met Cys Gin lie Gly Ser 
2340 2345 2350 

Ser Asn Arg Asn Pro Val Thr Lys Ser Glu Cys Cys Cys Asp Gly Gly 
2355 2360 2365 

Arg Gly Trp Gly Pro His Cys Glu lie Cys Pro Phe Gin Gly Thr Val 
2370 2375 2380 

Ala Phe Lys Lys Leu Cys Pro His Gly Arg Gly Phe Met Thr Asn Gly 
2385 2390 2395 2400 

Ala Asp lie Asp Glu Cys Lys Val lie His Asp Val Cys Arg Asn Gly 
2405 2410 2415 

Glu Cys Val Asn Asp Arg Gly Ser Tyr His Cys lie Cys Lys Thr Gly 
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2420 



2425 



2430 



Tyr Thr Pro Asp lie Thr Gly Thr 
2435 2440 

Asn Gin Ala Pro Lys Pro Cys Asn 
2450 2455 

Ser Tyr Gin Cys Ser Cys Pro Lys 
2465 2470 



Ala Cys Val Asp Leu Asn Glu Cys 
2445 

Phe lie Cys Lys Asn Thr Glu Gly 
2460 

Gly Tyr lie Leu Gin Glu Asp Gly 
2475 2480 



Arg Ser Cys Lys Asp Leu Asp Glu Cys Ala Thr Lys Gin His Asn Cys 
2485 2490 2495 

Gin Phe Leu Cys Val Asn Thr lie Gly Ser Phe Thr Cys Lys Cys Pro 
2500 2505 2510 

Pro Gly Phe Thr Gin His His Thr Ala Cys lie Asp Asn Asn Oln Cys 
2515 2520 "2525 

Thr Ser Asp lie Asn Leu Cys Gly Ser Lys Gly lie Cys Gin Asn Thr 
2530 2535 2540 

Pro Gly Ser Phe Thr Cys Glu Cys Gin Arg Gly Phe Ser Leu Asp Pro 
2545 2550 2555 2560 

Thr Gly Ala Ser Cys Glu Asp Val Asp Glu Cys Glu Gly Asn His Arg 
2565 2570 2575 

Cys Gin His Gly Cys Gin Asn lie He Gly Gly Tyr Arg Cys Ser Cys 
2580 2585 2590 

Pro Gin Gly Tyr Leu Gin His Tyr Gin Trp Asn Gin Cys Val Asp Glu 
2595 2600 2605 

Asn Glu Cys Leu Ser Ala His He Cys Gly Gly Ala Ser Cys His Asn 
2610 2615 2620 

Thr Leu Gly Ser Tyr Lys Cys Met Cys Pro Ala Gly Phe Gin Tyr Glu 
2625 2630 2635 2640 

Gin Phe Ser Gly Gly Cys Gin Asp He Asn Glu Cys Gly Ser Ala Gin 
2645 2650 2655 

Ala Pro Cys Ser Tyr Gly Cys Ser Asn Thr Glu Gly Gly Tyr Leu Cys 
2660 2665 2670 

Ala Cys Pro Pro Gly Tyr Phe Arg He Gly Gin Gly His Cys Val Ser 
2675 2680 2685 

Gly Met Gly Met Gly Arg Gly Asn Pro Glu Pro Pro Ala Ser Gly Glu 
2690 2695 2700 

Met Asp Asp Asn Ser Leu Ser Pro Glu Ala Cys Tyr Glu Cys Lys He 
2705 2710 2715 2720 

Asn Gly Tyr Pro Lys Arg Gly Arg Lys Arg Arg Ser Ala Asn Glu Thr 
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2725 2730 2735 

Asp Ala Ser Asn He Glu Asp Gin Pro Glu He Glu Ala Asn Val Ser 
2740 2745 2750 

Leu Ala Ser Trp Asp Val Glu Lys Thr Ala Val Phe Ala Phe Asn He 
2755 2760 2765 

Ser His He Ser Asn Lys Val Arg He Leu Glu Leu Leu Pro Ala Leu 
2770 2775 2780 

Thr Thr Leu Thr Asn His Asn Arg Tyr Leu He Glu Ser Gly Asn Glu 
2785 2790 2795 2800 

Asn Gly Phe Phe Lys He Asn Gin Lys Glu Gly He Ser Tyr Leu His 
2805 2810 2815 

Phe Thr Lys Lys Lys Pro Val Ala Gly Thr Tyr Ser Leu Gin He Ser 
2820 2825 2830 

Ser Thr Pro Leu Tyr Lys Lys Lys Glu Leu Asn Gin Leu Glu Asp Lys 
2835 2840 2845 

Tyr Asp Lys Asp Tyr Leu Ser Gly Glu Leu Gly Asp Asn Leu Lys Met 
2850 2855 2860 

Lys He Gin He Leu Leu His 
2865 2870 



<210> 60 
<211> 2906 
<212> PRT 

<213> Rattus norvegicus 
<400> 60 

Met Gly Arg Arg Arg Arg Leu Cys Leu Arg Pro Tyr Phe Val Trp Leu 
15 10 15 

Gly Cys Val Ala Leu Trp Ala Gin Gly Thr Asp Gly Gin Pro Gin Pro 
20 25 30 

Pro Pro Pro Lys Thr Leu Arg Pro Gin Pro Pro Pro Gin Gin Val Arg 
35 40 45 

Pro Ala Gly Ala Ser Glu Gly Gly Phe Ala Gly Pro Glu Tyr Arg Asp 
50 55 60 

Glu Gly Ala Leu Ala Ala Ser Arg Val Arg Arg Arg Gly Gin Gin Glu 
65 70 75 80 

He Leu Arg Gly Pro Asn Val Cys Gly Ser Arg Phe His Ser Tyr Cys 
85 90 95 

Cys Pro Gly Trp Lys Thr Leu Pro Gly Gly Asn Gin Cys He Val Pro 
100 105 110 
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lie Cys Arg Asn Ser Cys Gly Asp Gly Phe Cys Ser Arg Pro Asn Met 
115 120 125 

Cys Thr Cys Ser Ser Gly Gin lie Ser Pro Thr Cys Gly Gly Lys Ser 
130 135 140 

lie Gin Gin Cys Ser Val Arg Cys Met Asn Gly Gly Thr Cys Ala Asp 
145 150 155 160 

Asp His Cys Gin Cys Gin Lys Gly Tyr lie Gly Thr Tyr Cys Gly Gin 
165 170 175 

Pro Val Cys Glu Thr Gly Cys Gin Asn Gly Gly Arg Cys lie Gly Pro 
180 185 190 

Asn Arg Cys Ala Cys Val Tyr Gly Phe Thr Gly Pro Gin Cys Glu Arg 
195 200 205 

Asp Tyr Arg Thr Gly Pro Cys Phe Thr Gin Val Asn Asn Gin Met Cys 
210 215 220 

Gin Gly Gin Leu Thr Gly He Val Cys Thr Lys Thr Leu Cys Cys Ala 
225 230 235 240 

Thr He Gly Arg Ala Trp Gly His Pro Cys Glu Met Cys Pro Ala Gin 
245 250 255 

Pro Gin Pro Cys Arg Arg Gly Phe He Pro Asn He Arg Thr Gly Ala 

260 265 270 

Cys Gin Asp Val Asp Glu Cys Gin Ala He Pro Gly Leu Cys Gin Gly 
275 280 285 

Gly Asn Cys He Asn Thr Val Gly Ser Phe Glu Cys Arg Cys Pro Ala 
290 295 300 

Gly His Lys Gin Ser Glu Thr Thr Gin Lys Cys Glu Asp He Asp Glu 
305 310 315 320 

Cys Ser Val Val Pro Gly He Cys Glu Thr Gly Asp Cys Ser Asn Thr 
325 330 335 

Val Gly Ser Tyr Phe Cys Leu Cys Pro Arg Gly Phe Val Thr Ser Thr 
340 345 350 

Asp Gly Ser Arg Cys He Asp Gin Arg Thr Gly Thr Cys Phe Ser Gly 
355 360 365 

Leu Val Asn Gly Arg Cys Ala Gin Glu Leu Pro Gly Arg Met Ala Lys 
370 375 380 

Ala Gin Cys Cys Cys Glu Pro Gly Arg Cys Trp Gly He Gly Thr He 
385 390 395 400 

Pro Glu Ala Cys Pro Val Arg Gly Ser Glu Glu Tyr Arg Arg Leu Cys 
405 410 415 
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Leu Asp Gly Leu Pro Met Gly Gly lie Pro Gly Ser Ser Val Ser Arg 
420 425 430 

Pro Gly Gly Ser Gly Ser Asn Ser Asn Gly Tyr Gly Pro Gly Gly Thr 
435 440 445 

Gly Phe Leu Pro lie Pro Gly Gly Asn Gly Phe Ser Pro Gly Val Gly 
450 455 460 

Gly Ala Gly Val Gly Ala Gly Gly Gin Gly Pro He He Thr Gly Leu 
465 470 475 480 

Thr He Leu Asn Gin Thr He Asp He Cys Lys His His Ala Asn Leu 
485 490 495 

Cys Leu Asn Gly Arg Cys He Pro Thr Val Ser Ser Tyr Arg Cys Glu 
500 505 510 

Cys Asn Met Gly Tyr Lys Gin Asp Ala Asn Gly Asp Cys He Asp Val 
515 520 525 



Asp Glu Cys Thr Ser Asn Pro Cys 
530 535 

Pro Gly Ser Tyr Tyr Cys Lys Cys 
545 550 

Thr Lys Gin Ala Cys He Asp He 
565 

Leu Cys Lys Asn Gly Arg Cys Val 
580 

He Cys Asn Ala Gly Phe Glu Leu 
595 600 



Ser His Gly Asp Cys Val Asn Thr 
540 

His Ala Gly Phe Gin Arg Thr Pro 
555 560 

Asp Glu Cys He Gin Asn Gly Val 
570 575 

Asn Thr Asp Gly Ser Phe Gin Cys 
585 590 

Thr Thr Asp Gly Glu Asn Cys Val 
605 



Gly His Asp Glu Cys Thr Thr Thr Asn Met Cys Leu Asn Gly Met Cys 
610 615 620 

He Asn Glu Asp Gly Ser Phe Lys Cys Val Cys Lys Pro Gly Phe Val 
625 630 635 640 

Leu Ala Pro Asn Gly Arg Cys Cys Thr Asp Val Asp Glu Cys Gin Thr 
645 650 655 

Pro Gly He Cys Met Asn Gly His Cys He Asn Asn Glu Gly Ser Phe 
660 665 670 

Arg Cys Asp Cys Pro Pro Gly Leu Ala Val Gly Val Asp Gly Arg Val 
675 680 685 

Cys Val Asp Thr His Met Arg Ser Thr Cys Tyr Gly Glu He Lys Lys 
690 695 700 

Gly Val Cys Val Arg Pro Phe Pro Gly Ala Val Thr Lys Tyr Glu Cys 
705 710 715 720 
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Cys Cys Ala Asn Pro Asp Tyr Gly Phe Gly Glu Pro Cys Gin Pro Cys 
725 730 735 

Pro Ala Lys Asn Ser Ala Glu Phe His Gly Leu Cys Ser Gly Gly Val 
740 745 750 

Gly lie Thr Val Asp Gly Arg Asp lie Asn Glu Cys Ala Leu Asp Pro 

755 760 765 

Asp lie Cys Ala Asn Gly lie Cys Glu Asn Leu Arg Gly Ser Tyr Arg 
770 775 780 

Cys Asn Cys Asn Ser Gly Tyr Glu Pro Asp Ala Ser Gly Arg Asn Cys 
785 790 795 800 

lie Asp lie Asp Glu Cys Leu Val Asn Arg Leu Leu Cys Asp Asn Gly 
805 810 815 

Leu Cys Arg Asn Thr Pro Gly Ser Tyr Ser Cys Thr Cys Pro Pro Gly 
820 825 830 

Tyr Val Phe Arg Thr Glu Thr Glu Thr Cys Glu Asp Val Asn Glu Cys 
835 840 845 

Glu Ser Asn Pro Cys Val Asn Gly Ala Cys Arg Asn Asn Leu Gly Ser 
850 855 860 

Phe His Cys Glu Cys Ser Pro Gly Ser Lys Leu Ser Ser Thr Gly Leu 
865 870 875 880 

He Cys He Gly Ser Leu Lys Gly Thr Cys Trp Leu Asn He Gin Asp 
885 890 895 

Asn Arg Cys Glu Val Asn He Asn Gly Ala Thr Leu Lys Ser Glu Cys 
900 905 910 

Cys Ala Thr Leu Gly Thr Ala Trp Gly Ser Pro Cys Glu Arg Cys Glu 
915 920 925 

Leu Asp Ala Ala Cys Pro Arg Gly Phe Ala Arg He Lys Gly Val Thr 
930 935 940 

Cys Glu Asp Val Asn Glu Cys Glu Val Phe Pro Gly Val Cys Pro Asn 
945 950 955 960 

Gly Arg Cys Val Asn Asn Lys Gly Ser Phe His Cys Glu Cys Pro Glu 
965 970 975 

Gly Leu Thr Leu Asp Gly Thr Gly Arg Val Cys Leu Asp Val Arg Met 
980 985 990 

Glu His Cys Phe Leu Lys Trp Asp Glu Asp Glu Cys Val His Pro Val 
995 1000 1005 

Pro Gly Lys Phe Arg Met Asp Ala Cys Cys Cys Ala Val Gly Ala Ala 
1010 1015 1020 
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Trp Gly Thr Glu Cys Glu Glu Cys Pro Lys Pro Gly Thr Lys Glu Tyr 
1025 1030 1035 1040 



Glu Thr Leu Cys Pro Arg Gly Pro Gly Phe Ala Asn Arg Gly Asp lie 
1045 1050 1055 

Leu Thr Gly Arg Pro Phe Tyr Lys Asp lie Asn Glu Cys Lys Ala Leu 
1060 1065 1070 

Pro Gly Met Cys Thr Tyr Gly Lys Cys Arg Asn Thr lie Gly Ser Phe 
1075 1080 1085 

Lys Cys Arg Cys Asn Ser Gly Phe Ala Leu Asp Met Glu Glu Arg Asn 
1090 1095 1100 

Cys Thr Asp lie Asp Glu Cys Arg He Ser Pro Asp Leu Cys Gly Asn 
1105 1110 1115 1120 

Gly He Cys Val Asn Thr Pro Gly Ser Phe Glu Cys Glu Cys Phe Glu 
1125 1130 1135 

Gly Tyr Glu Ser Gly Phe Met Met Met Lys Asn Cys Met Asp He Asp 
1140 1145 1150 

Glu Cys Glu Arg Asn Pro Leu Leu Cys Arg Gly Gly Thr Cys Val Asn 
1155 1160 1165 

Thr Glu Gly Ser Phe Gin Cys Asp Cys Pro Leu Gly His Glu Leu Ser 
1170 1175 1180 

Pro Ser Arg Glu Asp Cys He Asp He Asn Glu Cys Ser Leu Ser Asp 
1185 1190 1195 1200 

Asn Leu Cys Arg Asn Gly Lys Cys Val Asn Met He Gly Thr Tyr Gin 
1205 1210 1215 

Cys Ser Cys Asn Pro Gly Tyr Gin Ala Thr Pro Asp Arg Gin Gly Cys 
1220 1225 1230 

Ser Asp He Asp Glu Cys Met He Met Asn Gly Gly Cys Asp Thr Gin 
1235 1240 1245 

Cys Thr Asn Ser Glu Gly Ser Tyr Glu Cys Ser Cys Ser Glu Gly Tyr 
1250 1255 1260 

Ala Leu Met Pro Asp Gly Arg Ser Cys Ala Asp He Asp Glu Cys Glu 
1265 1270 1275 1280 

Asn Asn Pro Asp He Cys Asp Gly Gly Gin Cys Thr Asn He Pro Gly 
1285 1290 1295 

Glu Tyr Arg Cys Leu Cys Tyr Asp Gly Phe Met Ala Ser Met Asp Met 
1300 1305 1310 

Lys Thr Cys He Asp Val Asn Glu Cys Asp Leu Asn Pro Asn He Cys 
1315 1320 1325 
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Met Phe Gly Glu Cys Glu Asn Thr Lys Gly Ser Phe lie Cys His Cys 
1330 1335 1340 

Gin Leu Gly Tyr Ser Val Lys Lys Gly Ala Thr Gly Cys Thr Asp Val 
1345 1350 1355 1360 

Asp Glu Cys Glu He Gly Ala His Asn Cys Asp Met His Ala Ser Cys 
1365 1370 1375 

Leu Asn Val Pro Gly Ser Phe Lys Cys Ser Cys Arg Glu Gly Trp Val 
1380 1385 1390 

Gly Asn Gly He Lys Cys He Asp Leu Asp Glu Cys Ala Asn Gly Thr 
1395 1400 1405 

His Gin Cys Ser He Asn Ala Gin Cys Val Asn Thr Pro Gly Ser Tyr 
1410 1415 1420 

Arg Cys Ala Cys Ser Glu Gly Phe Thr Gly Asp Gly Phe Thr Cys Ser 
1425 1430 1435 1440 

Asp Val Asp Glu Cys Ala Glu Asn He Asn Leu Cys Glu Asn Gly Gin 
1445 1450 1455 

Cys Leu Asn Val Pro Gly Ala Tyr Arg Cys Glu Cys Glu Met Gly Phe 
1460 1465 1470 

Thr Pro Ala Ser Asp Ser Arg Ser Cys Gin Asp He Asp Glu Cys Ser 
1475 1480 1485 

Phe Gin Asn He Cys Val Phe Gly Thr Cys Asn Asn Leu Pro Gly Met 
1490 1495 1500 

Phe His Cys He Cys Asp Asp Gly Tyr Gly Leu Asp Arg Thr Gly Gly 
1505 1510 1515 1520 

His Cys Thr Asp He Asp Glu Cys Ala Asp Pro He Asn Cys Val Asn 
1525 1530 1535 

Gly Leu Cys Val Asn Thr Pro Gly Arg Tyr Glu Cys Asn Cys Pro Pro 
1540 1545 1550 

Asp Phe Gin Leu Asn Ala Thr Gly Val Gly Cys Val Asp Asn Arg Val 
1555 1560 1565 

Gly Asn Cys Tyr Leu Lys Phe Gly Pro Arg Gly Asp Gly Ser Leu Ser 
1570 1575 1580 

Cys Lys Thr Glu Val Gly Val Gly Val Ser Cys Ser Ser Cys Cys Cys 
1585 1590 1595 1600 

Ser Leu Gly Lys Ala Trp Gly Asn Pro Cys Glu Thr Cys Pro Pro Val 
1605 1610 1615 

Asn Ser Thr Glu Tyr Tyr Ser Leu Cys Pro Gly Gly Glu Gly Phe Arg 
1620 1625 1630 
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Pro Asn Gin lie Thr lie lie Leu Glu Asp lie Asp Glu Cys Gin Glu 
1635 1640 1645 



Leu Pro Gly Leu Cys Gin Gly Gly Asn Cys lie Asn Thr Phe Gly Ser 
1650 1655 1660 

Phe Gin Cys Glu Cys Pro Gin Gly Tyr Tyr Leu Ser Glu Glu Thr Arg 
1665 1670 1675 1680 

lie Cys Glu Asp lie Asp Glu Cys Phe Ala His Pro Gly Val Cys Gly 
1685 1690 1695 

Pro Gly Thr Cys Tyr Asn Thr Leu Gly Asn Tyr Thr Cys lie Cys Pro 
1700 1705 1710 

Pro Glu Tyr Met Gin Val Asn Gly Gly His Asn Cys Met Asp Met Arg 
1715 1720 1725 

Lys Ser Phe Cys Tyr Arg Ser Tyr Asn Gly Thr Thr Cys Glu Asn Glu 
1730 1735 1740 

Leu Pro Phe Asn Val Thr Lys Arg Met Cys Cys Cys Thr Tyr Asn Val 
1745 1750 1755 1760 

Gly Lys Ala Trp Asn Lys Pro Cys Glu Pro Cys Pro Thr Pro Gly Thr 
1765 1770 1775 

Ala Asp Phe Lys Thr lie Cys Gly Asn lie Pro Gly Phe Thr Phe Asp 
1780 1785 1790 

lie His Thr Gly Lys Ala Val Asp lie Asp Glu Cys Lys Glu lie Pro 
1795 1800 1805 

Gly lie Cys Ala Asn Gly Val Cys lie Asn Gin lie Gly Ser Phe Arg 
1810 1815 1820 

Cys Glu Cys Pro Thr Gly Phe Ser Tyr Asn Asp Leu Leu Leu Val Cys 
1825 1830 1835 1840 

Glu Asp lie Asp Glu Cys Ser Asn Gly Asp Asn Leu Cys Gin Arg Asn 
1845 1850 1855 

Ala Asp Cys lie Asn Ser Pro Gly Ser Tyr Arg Cys Glu Cys Ala Ala 
1860 1865 1870 

Gly Phe Lys Leu Ser Pro Asn Gly Ala Cys Val Asp Arg Asn Glu Cys 
1875 1880 1885 

Leu Glu He Pro Asn Val Cys Ser His Gly Leu Cys Val Asp Leu Gin 
1890 1895 1900 

Gly Ser Tyr Gin Cys He Cys Asn Asn Gly Phe Lys Ala Ser Gin Asp 
1905 1910 1915 1920 

Gin Thr Met Cys Met Asp Val Asp Glu Cys Glu Arg His Pro Cys Gly 
1925 1930 1935 
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Asn Gly Thr Cys Lys Asn Thr Val Gly Ser Tyr Asn Cys Leu Cys Tyr 
1940 1945 1950 

Pro Gly Phe Glu Leu Thr His Asn Asn Asp Cys Leu Asp lie Asp Glu 
1955 1960 1965 

Cys Ser Ser Phe Phe Gly Gin Val Cys Arg Asn Gly Arg Cys Phe Asn 
1970 1975 1980 

Glu He Gly Ser Phe Lys Cys Leu Cys Asn Glu Gly Tyr Glu Leu Thr 
1985 1990 1995 2000 

Pro Asp Gly Lys Asn Cys He Asp Thr Asn Glu Cys Val Ala Leu Pro 
2005 2010 2015 

Gly Ser Cys Ser Pro Gly Thr Cys Gin Asn Leu Glu Gly Ser Phe Arg 
2020 2025 2030 

Cys He Cys Pro Pro Gly Tyr Glu Val Lys Ser Glu Asn Cys He Asp 
2035 2040 2045 

He Asn Glu Cys Asp Glu Asp Pro Asn He Cys Leu Phe Ser Ser Cys 
2050 2055 2060 

Thr Asn Thr Pro Gly Gly Phe Gin Cys He Cys Pro Pro Gly Phe Val 
2065 2070 2075 2080 

Leu Ser Asp Asn Gly Arg Arg Cys Phe Asp Thr Arg Gin Ser Phe Cys 
2085 2090 2095 

Phe Thr Asn Phe Glu Asn Gly Lys Cys Ser Val Pro Lys Ala Phe Asn 
2100 2105 2110 

Thr Thr Lys Ala Lys Cys Cys Cys Ser Lys Met Pro Gly Glu Gly Trp 
2115 2120 2125 

Gly Asp Pro Cys Glu Leu Cys Pro Lys Asp Asp Glu Val Ala Phe Gin 
2130 2135 2140 

Asp Leu Cys Pro Tyr Gly His Gly Thr Val Pro Ser Leu His Asp Thr 
2145 2150 2155 2160 

Arg Glu Asp Val Asn Glu Cys Leu Glu Ser Pro Gly He Cys Ser Asn 
2165 2170 2175 

Gly Gin Cys He Asn Thr Asp Gly Ser Phe Arg Cys Glu Cys Pro Met 
2180 2185 2190 

Gly Tyr Asn Leu Asp Tyr Ser Gly Val Arg Cys Val Asp Thr Asp Glu 
2195 2200 2205 

Cys Ser He Gly Asn Pro Cys Gly Asn Gly Thr Cys Ala Asn Val He 
2210 2215 2220 

Gly Ser Phe Glu Cys Asn Cys Asn Glu Gly Phe Glu Pro Gly Pro Met 
2225 2230 2235 2240 
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Met Asn Cys Glu Asp lie Asn Glu Cys Ala Gin Asn Pro Leu Phe Cys 
2245 2250 2255 

Ala Phe Arg Cys Met Asn Thr Phe Gly Ser Tyr Glu Cys Thr Cys Pro 
2260 2265 2270 

Val Gly Tyr Ala Leu Arg Glu Asp Gin Lys Met Cys Lys Asp Leu Asp 
2275 2280 2285 

Glu Cys Ala Glu Gly Leu His Asp Cys Glu Ser Arg Gly Met Met Cys 
2290 2295 2300 

Lys Asn Leu lie Gly Thr Phe Met Cys lie Cys Pro Pro Gly Met Ala 
2305 2310 2315 2320 

Arg Arg Pro Asp Gly Glu Gly Cys Val Asp Glu Asn Glu Cys Arg Thr 
2325 2330 2335 

Lys Pro Gly He Cys Glu Asn Gly Arg Cys Val Asn He He Gly Ser 
2340 2345 2350 

Tyr Arg Cys Glu Cys Asn Glu Gly Phe Gin Ser Ser Ser Ser Gly Thr 
2355 2360 2365 

Glu Cys Leu Asp Asn Arg Gin Gly Leu Cys Phe Ala Glu Val Leu Gin 
2370 2375 2380 

Thr Met Cys Gin Met Ala Ser Ser Ser Arg Asn Leu Val Thr Lys Ser 
2385 2390 2395 2400 

Glu Cys Cys Cys Asp Gly Gly Arg Gly Trp Gly His Gin Cys Glu Leu 
2405 2410 2415 

Cys Pro Leu Pro Gly Thr Ala Gin Tyr Lys Lys He Cys Pro His Gly 
2420 2425 2430 

Pro Gly Tyr Ala Thr Asp Gly Arg Asp He Asp Glu Cys Lys Val Met 
2435 2440 2445 

Pro Ser Leu Cys Thr Asn Gly Leu Cys Val Asn Thr Met Gly Ser Phe 
2450 2455 2460 

Arg Cys Phe Cys Lys Val Gly Tyr Thr Thr Asp He Ser Gly Thr Ala 
2465 2470 2475 2480 

Cys Val Asp Leu Asp Glu Cys Ser Gin Ser Pro Lys Pro Cys Asn Phe 
2485 2490 2495 

He Cys Lys Asn Thr Glu Gly Ser Tyr Gin Cys Ser Cys Pro Arg Gly 
2500 2505 2510 

Tyr Val Leu Gin Glu Asp Gly Lys Thr Cys Lys Asp Leu Asp Glu Cys 
2515 2520 2525 

Gin Thr Lys Gin His Asn Cys Gin Phe Leu Cys Val Asn Thr Leu Gly 
2530 2535 2540 
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Gly Phe Thr Cys Lys Cys Pro Pro Gly Phe Thr Gin His His Thr Ala 
2^^^ 2550 2555 2560 

Cys He Asp Asn Asn Glu Cys Gly Ser Gin Pro Ser Leu Cys Gly Ala 
2565 2570 2575 

Lys Gly He Cys Gin Asn Thr Pro Gly Ser Phe Ser Cys Glu Cys Gin 
2580 2585 2590 

Arg Gly Phe Ser Leu Asp Ala Ser Gly Leu Asn Cys Glu Asp Val Asd 
2595 2600 2605 

^\c^^ Arg Cys Gin His Gly Cys Gin Asn He Leu 

2610 2615 2620 

Gly Gly Tyr Arg Cys Gly Cys Pro Gin Gly Tyr Val Gin His Tyr Gin 
2^25 2630 2635 2640 

Trp Asn Gin Cys Val Asp Glu Asn Glu Cys Ser Asn Pro Gly Ala Cys 
2645 2650 2655 

Gly Ser Ala Ser Cys Tyr Asn Thr Leu Gly Ser Tyr Lys Cys Ala Cys 
2660 2665 2670 

Pro Ser Arg Phe Ser Phe Asp Gin Phe Ser Ser Ala Cys His Asp Val 
2675 2680 2685 

^^"ofin ^^"^ ^^"^ ^^"^ Cys Ser Tyr Gly Cys Ser Asn 

2690 2695 2700 

Thr Glu Gly Gly Tyr Leu Cys Gly Cys Pro Pro Gly Tyr Phe Arg Val 
2705 2710 2715 2720 

Gly Gin Gly His Cys Val Ser Gly Met Gly Phe Asn Lys Gly Gin Tyr 
2725 2730 2735 

Leu Ser Val Asp Ser Glu Ala Glu Asp Asp Glu Asn Ala Leu Ser Pro 
2740 2745 2750 

Glu Ala Cys Tyr Glu Cys Lys He Asn Gly Tyx Ala Lys Lys Asp Gly 
2755 2760 2765 

^^.^nn ^^"^ Glu Pro Ala Ser Ala Glu Glu 

2770 2775 2780 

Gin He Ser Leu Glu Ser Val Ala Met Asp Ser Pro Val Asn Met Lys 
2'^^ 2790 2795 2800 

Phe Asn Leu Ser Gly Leu Gly Ser Lys Glu His He Leu Glu Leu Val 
2805 2810 2815 

Pro Ala He Glu Pro Leu Asn Asn His He Arg Tyr Val He Ser Gin 
2820 2825 2830 

Gly Asn Asp Asp Gly Val Phe Arg He His Gin Arg Asn Gly Leu Ser 
2835 2840 2845 
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Tyr Leu His Thr Ala Lys Lys Lys Leu Thr Pro Gly Thr Tyr Thr Leu 
2850 2855 2860 



Glu lie Thr Ser lie Pro Leu Tyr Gly Lys Lys Glu Leu Arg Lys Leu 
2865 2870 2875 2880 

Glu Glu Arg Asn Glu Gly Ser Tyr Leu Leu Gly Val Leu Gly Glu Ala 
2885 2890 2895 

Leu Arg Met Arg Leu Gin lie Gin Leu Tyr 
2900 2905 



<210> 61 

<211> 42 

<212> PRT 

<213> Homo sapiens 

<400> 61 

Gly Arg Cys Ser Asn Pro Leu Pro Gly Arg Val Thr Lys Ser Glu Cys 
15 10 15 

Cys Cys Ser Leu Gly Arg Ala Trp Gly Thr Pro Cys Glu Pro Cys Pro 
20 25 30 

Val Pro Gly Thr Ala Glu Tyr Lys Thr Leu 
35 40 



<210> 62 

<211> 42 

<212> PRT 

<213> Homo sapiens 

<400> 62 

Gly Arg Cys Ser Asn Pro Leu Pro Gly Arg Val Thr Lys Ser Glu Cys 
15 10 15 

Cys Cys Ser Leu Gly Arg Ala Trp Gly Thr Pro Cys Glu Pro Cys Pro 
20 25 30 

Val Pro Gly Thr Ala Glu Tyr Lys Thr Leu 
35 40 



<210> 63 
<211> 42 
<212> PRT 

<213> Homo sapiens 
<400> 63 

Gly Arg Cys Ser Asn Pro Leu Pro Gly Arg Val Thr Lys Ser Glu Cys 
15 10 15 

Cys Cys Ser Leu Gly Arg Ala Trp Gly Thr Pro Cys Glu Pro Cys Pro 
20 25 30 
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Val Pro Gly Thr Ala Glu Tyr L»ys Thr Leu 
35 40 



<210> 64 
<211> 42 
<212> PRT 

<213> Homo sapiens 
<400> 64 

Gly Arg Cys Ser Asn Pro Leu Pro Gly Arg Val Thr Lys Ser Glu Cys 
15 10 15 

Cys Cys Ser Leu Gly Arg Ala Trp Gly Thr Pro Cys Glu Pro Cys Pro 
20 25 30 

Val Pro Gly Thr Ala Glu Tyr Lys Thr Leu 
35 40 



<210> 65 
<211> 42 
<212> PRT 

<213> Hcino sapiens 
<400> 65 

Gly Arg Cys Ser Asn Pro Leu Pro Gly Arg Val Thr Lys Ser Glu Cys 
15 10 15 

Cys Cys Ser Leu Gly Arg Ala Trp Gly Thr Pro Cys Glu Pro Cys Pro 
20 25 30 

Val Pro Gly Thr Ala Glu Tyr Lys Thr Leu 
35 40 



<210> 66 
<211> 42 
<212> PRT 

<213> Homo sapiens 
<400> 66 

Gly Arg Cys Ser Asn Pro Leu Pro Gly Arg Val Thr Lys Ser Glu Cys 
15 10 15 

Cys Cys Ser Leu Gly Arg Ala Trp Gly Thr Pro Cys Glu Pro Cys Pro 
20 25 30 

Val Pro Gly Thr Ala Glu Tyr Lys Thr Leu 
35 40 



<210> 67 
<211> 42 
<212> PRT 

<213> Homo sapiens 
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<400> 67 

Gly Arg Cys Ser Asn Pro Leu Pro Gly Arg Val Thr Lys Ser Glu Cys 
15 10 15 

Cys Cys Ser Leu Gly Arg Ala Trp Gly Thr Pro Cys Glu Pro Cys Pro 
20 25 30 

Val Pro Gly Thr Ala Glu Tyr Lys Thr Leu 
35 40 



<210> 68 
<211> 42 
<212> PRT 

<213> Homo sapiens 



<400> 68 

^ys oer ^sn r-ro j-iGH jt re \jj.y « 

10 15 
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Cys Cys Ser Leu Gly Arg Ala Trp 
20 

Val Pro Gly Thr Ala Glu Tyr Lys 
35 40 



Gly Thr Pro Cys Glu Pro Cys Pro 
25 30 

Thr Leu 



<210> 69 
<211> 777 
<212> PRT 

<213> Homo sapiens 
<400> 69 

Met Ser Ala Gin Thr Ser Pro Ala Glu Lys Gly Leu Asn Pro Gly Leu 
15 10 15 

Met Cys Gin Glu Ser Tyr Ala Cys Ser Gly Thr Asp Glu Ala lie Phe 
20 25 30 

Glu Cys Asp Glu Cys Cys Ser Leu Gin Cys Leu Arg Cys Glu Glu Glu 
35 40 45 

Leu His Arg Gin Glu Arg Leu Arg Asn His Glu Arg lie Arg Leu Lys 
50 55 60 

Pro Gly His Val Pro Tyr Cys Asp Leu Cys Lys Gly Leu Ser Gly His 
65 70 75 80 

Leu Pro Gly Val Arg Gin Arg Ala lie Val Arg Cys Gin Thr Cys Lys 
85 90 95 

lie Asn Leu Cys Leu Glu Cys Gin Lys Arg Thr His Ser Gly Gly Asn 
100 105 110 

Lys Arg Arg His Pro Val Thr Val Tyr Asn Val Ser Asn Leu Gin Glu 
115 120 125 
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Ser Leu Glu Ala Glu Glu Met Asp Glu Glu Thr Lys Arg Lys Lys Met 
130 135 140 

Thr Glu Lys Val Val Ser Phe Leu Leu Val Asp Glu Asn Glu Glu He 
145 150 155 160 

Gin Val Thr Asn Glu Glu Asp Phe He Arg Lys Leu Asp Cys Lys Pro 
165 170 175 

Asp Gin His Leu Lys Val Val Ser He Phe Gly Asn Thr Gly Asp Gly 
180 185 190 

Lys Ser His Thr Leu Asn His Thr Phe Phe Tyr Gly Arg Glu Val Phe 
195 200 205 

Lys Thr Ser Pro Thr Gin Glu Ser Cys Thr Val Gly Val Trp Ala Ala 
210 215 220 

Tyr Asp Pro Val His Lys Val Ala Val He Asp Thr Glu Gly Leu Leu 
225 230 235 240 

Gly Ala Thr Val Asn Leu Ser Gin Arg Thr Arg Leu Leu Leu Lys Val 
245 250 255 

Leu Ala He Ser Asp Leu Val He Tyr Arg Thr His Ala Asp Arg Leu 
260 265 270 

His Asn Asp Leu Phe Lys Phe Leu Gly Asp Ala Ser Glu Ala Tyr Leu 
275 280 285 

Lys His Phe Thr Lys Glu Leu Lys Ala Thr Thr Ala Arg Cys Gly Leu 
290 295 300 

Asp Val Pro Leu Ser Thr Leu Gly Pro Ala Val He He Phe His Glu 
305 310 315 320 

Thr Val His Thr Gin Leu Leu Gly Ser Asp His Pro Ser Glu Val Pro 
325 330 335 

Glu Lys Leu He Gin Asp Arg Phe Arg Lys Leu Gly Arg Phe Pro Glu 
340 345 350 

Ala Phe Ser Ser He His Tyr Lys Gly Thr Arg Thr Tyr Asn Pro Pro 
355 360 365 

Thr Asp Phe Ser Gly Leu Arg Arg Ala Leu Glu Gin Leu Leu Glu Asn 
370 375 380 



Asn Thr Thr Arg Ser Pro Arg His Pro Gly Val He Phe Lys Ala Leu 
385 • 390 395 400 

Lys Ala Leu Ser Asp Arg Phe Ser Gly Glu He Pro Asp Asp Gin Met 
405 410 415 

Ala His Ser Ser Phe Phe Pro Asp Glu Tyr Phe Thr Cys Ser Ser Leu 
420 425 430 
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Cys Leu Ser Cys Gly Val Gly Cys Lys Lys Ser Met Asn His Gly Lys 
435 440 445 



Glu Gly Val Pro His Glu Ala Lys Ser Arg Cys Arg Tyr Ser His Gin 
450 455 460 

Tyr Asp Asn Arg Val Tyr Thr Cys Lys Ala Cys Tyr Glu Arg Gly Glu 
465 470 475 480 

Glu Val Ser Val Val Pro Lys Thr Ser Ala Ser Thr Asp Ser Pro Trp 
485 490 495 

Met Gly Leu Ala Lys Tyr Ala Trp Ser Gly Tyr Val lie Glu Cys Pro 
500 505 510 

Asn Cys Gly Val Val Tyr Arg Ser Arg Gin Tyr Trp Phe Gly Asn Gin 
515 520 525 

Asp Pro Val Asp Thr Val Val Arg Thr Glu lie Val His Val Trp Pro 
530 535 540 

Gly Thr Asp Gly Phe Leu Lys Asp Asn Asn Asn Ala Ala Gin Arg Leu 
545 550 555 560 

Leu Asp Gly Met Asn Phe Met Ala Gin Ser Val Ser Glu Leu Ser Leu 
565 570 575 

Gly Pro Thr Lys Ala Val Thr Ser Trp Leu Thr Asp Gin lie Ala Pro 
580 585 590 

Ala Tyr Trp Arg Pro Asn Ser Gin lie Leu Ser Cys Asn Lys Cys Ala 
595 600 605 

Thr Ser Phe Lys Asp Asn Asp Thr Lys His His Cys Arg Ala Cys Gly 
610 615 620 

Glu Gly Phe Cys Asp Ser Cys Ser Ser Lys Thr Arg Pro Val Pro Glu 
625 630 635 640 

Arg Gly Trp Gly Pro Ala Pro Val Arg Val Cys Asp Asn Cys Tyr Glu 
645 650 655 

Ala Arg Asn Val Gin Leu Ala Val Thr Glu Ala Gin Val Asp Asp Glu 
660 665 670 

Gly Gly Thr Leu lie Ala Arg Lys Val Gly Glu Ala Val Gin Asn Thr 
675 680 685 

Leu Gly Ala Val Val Thr Ala lie Asp lie Pro Leu Gly Leu Val Lys 
690 695 700 

Asp Ala Ala Arg Pro Ala Tyr Trp Val Pro Asp His Glu lie Leu His 
705 710 715 720 



Cys His Asn Cys Arg Lys Glu Phe Ser lie Lys Leu Ser Lys His His 
725 730 735 
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Cys Arg Ala Cys Gly Gin Gly Phe Cys Asp Glu Cys Ser His Asp Arg 
740 745 750 

Arg Ala Val Pro Ser Arg Gly Trp Asp His Pro Val Arg Val Cys Phe 
755 760 765 

Asn Cys Asn Lys Lys Pro Gly Asp Leu 
770 775 



<210> 70 

<211> 759 

<212> PRT 

<213> Homo sapiens 

<400> 70 

Met Ser Ala Gin Thr Ser Pro Ala Glu Lys Gly Leu Asn Pro Gly Leu 
1 5 10 15 

Met Cys Gin Glu Ser Tyr Ala Cys Ser Gly Thr Asp Glu Ala He Phe 
20 25 30 

Glu Cys Asp Glu Cys Cys Ser Leu Gin Cys Leu Arg Cys Glu Glu Glu 
35 40 45 

Leu His Arg Gin Glu Arg Leu Arg Asn His Glu Arg He Arg Leu Lys 
50 55 60 

Pro Gly His Val Pro Tyr Cys Asp Leu Cys Lys Gly Leu Ser Gly His 
^5 70 75 80 

Leu Pro Gly Val Arg Gin Arg Ala He Val Arg Cys Gin Thr Cys Lys 
85 90 95 

He Asn Leu Cys Leu Glu Cys Gin Lys Arg Thr His Ser Gly Gly Asn 
100 105 110 

Lys Arg Arg His Pro Val Thr Val Tyr Asn Val Ser Asn Leu Gin Glu 
115 120 125 

Ser Leu Glu Ala Glu Glu Met Asp Glu Glu Thr Lys Arg Lys Lys Met 
130 135 140 

Thr Glu Lys Val Val Ser Phe Leu Leu Val Asp Glu Asn Glu Glu He 
145 150 155 160 

Gin Val Thr Asn Glu Glu Asp Phe He Arg Lys Leu Asp Cys Lys Pro 
165 170 175 

Asp Gin His Leu Lys Val Val Ser He Phe Gly Asn Thr Gly Asp Gly 
180 185 190 

Lys Ser His Thr Leu Asn His Thr Phe Phe Tyr Gly Arg Glu Val Phe 
195 200 205 

Lys Thr Ser Pro Thr Gin Glu Ser Cys Thr Val Gly Val Trp Ala Ala 
210 215 220 
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Tyr Asp Pro Val His Lys Val Ala Val lie Asp Thr Glu Gly Leu Leu 
225 230 235 240 

Gly Ala Thr Val Asn Leu Ser Gin Arg Thr Arg Leu Leu Leu Lys Val 

245 250 255 

Leu Ala lie Ser Asp Leu Val lie Tyr Arg Thr His Ala Asp Arg Leu 
260 265 270 

His Asn Asp Leu Phe Lys Phe Leu Gly Asp Ala Ser Glu Ala Tyr Leu 
275 280 285 

Lys His Phe Thr Lys Glu Leu Lys Ala Thr Thr Ala Arg Cys Gly Leu 
290 295 300 

Asp Val Pro Leu Ser Thr Leu Gly Pro Ala Val lie lie Phe His Glu 
305 310 315 320 

Thr Val His Thr Gin Leu Leu Gly Ser Asp His Pro Ser Glu Val Pro 
325 330 335 

Glu Lys Leu He Gin Asp Arg Phe Arg Lys Leu Gly Arg Phe Pro Glu 

340 345 350 

Ala Phe Ser Ser He His Tyr Lys Gly Thr Arg Thr Tyr Asn Pro Pro 
355 360 365 

Thr Asp Phe Ser Gly Leu Arg Arg Ala Leu Glu Gin Leu Leu Glu Asn 
370 375 380 

Asn Thr Thr Arg Ser Pro Arg His Pro Gly Val He Phe Lys Ala Leu 
385 390 395 400 

Lys Ala Leu Ser Asp Arg Phe Ser Gly Glu lie Pro Asp Asp Gin Met 
405 410 415 

Ala His Ser Ser Phe Phe Pro Asp Glu Tyr Phe Thr Cys Ser Ser Leu 
420 425 430 

Cys Leu Ser Cys Gly Val Gly Cys Lys Lys Ser Met Asn His Gly Lys 
435 440 445 

Glu Gly Val Pro His Glu Ala Lys Ser Arg Cys Arg Tyr Ser His Gin 
450 455 460 

Tyr Asp Asn Arg Val Tyr Thr Cys Lys Ala Cys Tyr Glu Arg Gly Glu 
465 470 475 480 

Glu Val Ser Val Val Pro Lys Thr Ser Ala Ser Thr Asp Ser Pro Txp 
485 490 495 

Met Gly Leu Ala Lys Tyr Ala Trp Ser Gly Tyr Val He Glu Cys Pro 
500 505 510 



Asn Cys Gly Val Val Tyr Arg Ser Arg Gin Tyr Trp Phe Gly Asn Gin 
515 520 525 
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Asp Pro Val Asp Thr Val Val Arg Thr Glu lie Val His Val Trp Pro 
530 535 540 



Gly Thr Asp Gly Phe Leu Lys Asp Asn Asn Asn Ala Ala Gin Arg Leu 

545 550 555 560 

Leu Asp Gly Met Asn Phe Met Ala Gin Ser Val Ser Glu Leu Ser Leu 
565 570 575 

Gly Pro Thr Lys Ala Val Thr Ser Trp Leu Thr Asp Gin lie Ala Pro 
580 585 590 

Ala Tyr Trp Arg Pro Asn Ser Gin lie Leu Ser Cys Asn Lys Cys Ala 
595 600 605 

Thr Ser Phe Lys Asp Asn Asp Thr Lys His His Cys Arg Ala Cys Gly 
610 615 620 

Glu Gly Phe Cys Asp Ser Cys Ser Ser Lys Thr Arg Pro Val Pro Glu 
625 630 635 640 

Arg Gly Trp Gly Pro Ala Pro Val Arg Val Cys Asp Asn Cys Tyr Glu 

645 650 655 

Ala Arg Asn Val Gin Leu Ala Val Thr Glu Ala Gin Val Asp Asp Glu 
660 665 670 

Gly Gly Thr Leu lie Ala Arg Lys Val Gly Glu Ala Val Gin Asn Thr 
675 680 685 

Leu Gly Ala Val Val Thr Ala lie Asp lie Pro Leu Gly Leu Val Lys 
690 695 700 

Asp Ala Ala Arg Pro Ala Tyr Trp Val Pro Asp His Glu He Leu His 
705 710 715 720 

Cys His Asn Cys Arg Lys Glu Phe Ser He Lys Leu Ser Lys His His 
725 730 735 

Cys Arg Ala Cys Gly Gin Gly Phe Cys Asp Glu Cys Ser His Asp Arg 
740 745 750 



Arg Ala Val Pro Ser Arg Gly 
755 



<210> 71 

<211> 816 

<212> PRT 

<213> Homo sapiens 

<400> 71 

Ser Val Gin Asn Pro Val Glu Val Ser Cys Ser Leu Gin Thr Gin He 
15 10 15 

Phe Val Phe Thr Pro Gly Ala Ser Ser Val Thr He He Trp Trp Val 
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20 



25 



30 



Cys Phe Leu Thr Ser Val Ser Met Ser Ala Gin Thr Ser Pro Ala Glu 
35 40 45 

Lys Gly Leu Asn Pro Gly Leu Met Cys Gin Glu Ser Tyr Ala Cys Ser 
50 55 60 

Gly Thr Asp Glu Ala He Phe Glu Cys Asp Glu Cys Cys Ser Leu Gin 
65 70 75 80 

Cys Leu Arg Cys Glu Glu Glu Leu His Arg Gin Glu Arg Leu Arg Asn 
85 90 95 

His Glu Arg He Arg Leu Lys Pro Gly His Val Pro Tyr Cys Asp Leu 



Val Arg Cys Gin Thr Cys Lys He Asn Leu Cys Leu Glu Cys Gin Lys 
130 135 140 

Arg Thr His Ser Gly Gly Asn Lys Arg Arg His Pro Val Thr Val Tyr 
145 150 155 160 

Asn Val Ser Asn Leu Gin Glu Ser Leu Glu Ala Glu Glu Met Asp Glu 
165 170 175 

Glu Thr Lys Arg Lys Lys Met Thr Glu Lys Val Val Ser Phe Leu Leu 
180 185 190 

Val Asp Glu Asn Glu Glu He Gin Val Thr Asn Glu Glu Asp Phe He 
195 200 205 

Arg Lys Leu Asp Cys Lys Pro Asp Gin His Leu Lys Val Val Ser He 
210 215 220 

Phe Gly Asn Thr Gly Asp Gly Lys Ser His Thr Leu Asn His Thr Phe 
225 230 235 240 

Phe Tyr Gly Arg Glu Val Phe Lys Thr Ser Pro Thr Gin Glu Ser Cys 
245 250 255 

Thr Val Gly Val Trp Ala Ala Tyr Asp Pro Val His Lys Val Ala Val 
260 265 270 

He Asp Thr Glu Gly Leu Leu Gly Ala Thr Val Asn Leu Ser Gin Arg 
275 280 285 

Thr Arg Leu Leu Leu Lys Val Leu Ala He Ser Asp Leu Val He Tyr 
290 295 300 

Arg Thr His Ala Asp Arg Leu His Asn Asp Leu Phe Lys Phe Leu Gly 
305 310 315 320 

Asp Ala Ser Glu Ala Tyr Leu Lys His Phe Thr Lys Glu Leu Lys Ala 



100 



105 



110 




125 



115 120 
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325 



330 



335 



Thr Thr Ala Arg Cys Gly Leu Asp Val Pro Leu Ser Thr Leu Gly Pro 
340 345 350 

Ala Val He He Phe His Glu Thr Val His Thr Gin Leu Leu Gly Ser 
355 360 365 

Asp His Pro Ser Glu Val Pro Glu Lys Leu He Gin Asp Arg Phe Arg 
370 375 380 

Lys Leu Gly Arg Phe Pro Glu Ala Phe Ser Ser He His Tyr Lys Gly 
385 390 395 400 

Thr Arg Thr Tyr Asn Pro Pro Thr Asp Phe Ser Gly Leu Arg Arg Ala 

405 410 415 

Leu Glu Gin Leu Leu Glu Asn Asn Thr Thr Arg Ser Pro Arg His Pro 
420 425 430 

Gly Val He Phe Lys Ala Leu Lys Ala Leu Ser Asp Arg Phe Ser Gly 
435 440 445 

Glu He Pro Asp Asp Gin Met Ala His Ser Ser Phe Phe Pro Asp Glu 
450 455 460 

Tyr Phe Thr Cys Ser Ser Leu Cys Leu Ser Cys Gly Val Gly Cys Lys 
465 470 475 480 

Lys Ser Met Asn His Gly Lys Glu Gly Val Pro His Glu Ala Lys Ser 
485 490 495 

Arg Cys Arg Tyr Ser His Gin Tyr Asp Asn Arg Val Tyr Thr Cys Lys 
500 505 510 

Ala Cys Tyr Glu Arg Gly Glu Glu Val Ser Val Val Pro Lys Thr Ser 
515 520 525 

Ala Ser Thr Asp Ser Pro Trp Met Gly Leu Ala Lys Tyr Ala Trp Ser 
530 535 540 

Gly Tyr Val He Glu Cys Pro Asn Cys Gly Val Val Tyr Arg Ser Arg 
545 550 555 560 

Gin Tyr Trp Phe Gly Asn Gin Asp Pro Val Asp Thr Val Val Arg Thr 
565 570 575 

Glu He Val His Val Trp Pro Gly Thr Asp Gly Phe Leu Lys Asp Asn 
580 585 590 

Asn Asn Ala Ala Gin Arg Leu Leu Asp Gly Met Asn Phe Met Ala Gin 
595 600 605 

Ser Val Ser Glu Leu Ser Leu Gly Pro Thr Lys Ala Val Thr Ser Trp 
610 615 620 



Leu Thr Asp Gin He Ala Pro Ala Tyr Trp Arg Pro Asn Ser Gin He 
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625 



630 



635 



640 



Leu Ser Cys Asn Lys Cys Ala Thr Ser Phe Lys Asp Asn Asp Thr Lys 
645 650 655 

His His Cys Arg Ala Cys Gly Glu Gly Phe Cys Asp Ser Cys Ser Ser 
660 665 670 

Lys Thr Arg Pro Val Pro Glu Arg Gly Trp Gly Pro Ala Pro Val Arg 
675 680 685 

Val Cys Asp Asn Cys Tyr Glu Ala Arg Asn Val Gin Leu Ala Val Thr 
690 695 700 

Glu Ala Gin Val Asp Asp Glu Gly Gly Thr Leu He Ala Arg Lys Val 
705 710 715 720 

Gly Glu Ala Val Gin Asn Thr Leu Gly Ala Val Val Thr Ala He Asp 
725 730 735 

He Pro Leu Gly Leu Val Lys Asp Ala Ala Arg Pro Ala Tyr Trp Val 
740 745 750 

Pro Asp His Glu He Leu His Cys His Asn Cys Arg Lys Glu Phe Ser 
755 760 765 

He Lys Leu Ser Lys His His Cys Arg Ala Cys Gly Gin Gly Phe Cys 
770 775 780 

Asp Glu Cys Ser His Asp Arg Arg Ala Val Pro Ser Arg Gly Trp Asp 
785 790 795 800 



His Pro Val Arg Val Cys Phe Asn Cys Asn Lys Lys Pro Gly Asp Leu 
805 810 815 



<210> 72 

<211> 362 

<212> PRT 

<213> Homo sapiens 

<400> 72 

Met Ala His Ser Ser Phe Phe Pro Asp Glu Tyr Phe Thr Cys Ser Ser 
15 10 15 

Leu Cys Leu Ser Cys Gly Val Gly Cys Lys Lys Ser Met Asn His Gly 
20 25 30 

Lys Glu Gly Val Pro His Glu Ala Lys Ser Arg Cys Arg Tyr Ser His 
35 40 45 

Gin Tyr Asp Asn Arg Val Tyr Thr Cys Lys Ala Cys Tyr Glu Arg Gly 
50 55 60 
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Glu Glu Val Ser Val Val Pro Lys Thr Ser Ala Ser Thr Asp Ser Pro 
65 70 75 80 

Trp Met Gly Leu Ala Lys Tyr Ala Trp Ser Gly Tyr Val He Glu Cys 
85 90 95 

Pro Asn Cys Gly Val Val Tyr Arg Ser Arg Gin Tyr Trp Phe Gly Asn 
100 105 110 

Gin Asp Pro Val Asp Thr Val Val Arg Thr Glu He Val His Val Trp 
115 120 125 

Pro Gly Thr Asp Gly Phe Leu Lys Asp Asn Asn Asn Ala Ala Gin Arg 
130 135 140 

Leu Leu Asp Gly Met Asn Phe Met Ala Gin Ser Val Ser Glu Leu Ser 
145 150 155 160 

Leu Gly Pro Thr Lys Ala Val Thr Ser Trp Leu Thr Asp Gin He Ala 
165 170 175 

Pro Ala Tyr Trp Arg Pro Asn Ser Gin He Leu Ser Cys Asn Lys Cys 
180 185 190 

Ala Thr Ser Phe Lys Asp Asn Asp Thr Lys His His Cys Arg Ala Cys 
195 200 205 

Gly Glu Gly Phe Cys Asp Ser Cys Ser Ser Lys Thr Arg Pro Val Pro 
210 215 220 

Glu Arg Gly Trp Gly Pro Ala Pro Val Arg Val Cys Asp Asn Cys Tyr 
225 230 235 240 

Glu Ala Arg Asn Val Gin Leu Ala Val Thr Glu Ala Gin Val Asp Asp 
245 250 255 

Glu Gly Gly Thr Leu He Ala Arg Lys Val Gly Glu Ala Val Gin Asn 
260 265 270 

Thr Leu Gly Ala Val Val Thr Ala He Asp He Pro Leu Gly Leu Val 
275 280 285 

Lys Asp Ala Ala Arg Pro Ala Tyr Trp Val Pro Asp His Glu He Leu 
290 295 300 

His Cys His Asn Cys Arg Lys Glu Phe Ser He Lys Leu Ser Lys His 
305 310 315 320 

His Cys Arg Ala Cys Gly Gin Gly Phe Cys Asp Glu Cys Ser His Asp 
325 330 335 

Arg Arg Ala Val Pro Ser Arg Gly Trp Asp His Pro Val Arg Val Cys 
340 345 350 

Phe Asn Cys Asn Lys Lys Pro Gly Asp Leu 
355 360 
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<210> 73 
<211> 600 
<212> PRT 

<213> Homo sapiens 
<400> 73 

Met Met Glu Glu Arg Ala Asn Leu Met His Met Met Lys Leu Ser lie 
^5 10 15 

Lys Val Leu Leu Gin Ser Ala Leu Ser Leu Gly Arg Ser Leu Asp Ala 
20 25 30 

Asp His Ala Pro Leu Gin Gin Phe Phe Val Val Met Glu His Cys Leu 
35 40 45 

Lys His Gly Leu Lys Val Lys Lys Ser Phe He Gly Gin Asn Lys Ser 
50 55 60 

Phe Phe Gly Pro Leu Glu Leu Val Glu Lys Leu Cys Pro Glu Ala Ser 
^5 70 75 80 

Asp He Ala Thr Ser Val Arg Asn Leu Pro Glu Leu Lys Thr Ala Val 
85 90 95 

Gly Arg Gly Arg Ala Trp Leu Tyr Leu Ala Leu Met Gin Lys Lys Leu 
100 105 110 

Ala Asp Tyr Leu Lys Val Leu He Asp Asn Lys His Leu Leu Ser Glu 
115 120 125 

Phe Tyr Glu Pro Glu Ala Leu Met Met Glu Glu Glu Gly Met Val He 
130 135 140 

Val Gly Leu Leu Val Gly Leu Asn Val Leu Asp Ala Asn Leu Cys Leu 
145 150 155 160 

Lys Gly Glu Asp Leu Asp Ser Gin Val Gly Val He Asp Phe Ser Leu 
165 170 175 

Tyr Leu Lys Asp Val Gin Asp Leu Asp Gly Gly Lys Glu His Glu Arg 
180 185 190 

He Thr Asp Val Leu Asp Gin Lys Asn Tyr Val Glu Glu Leu Asn Arg 
195 200 205 

His Leu Ser Cys Thr Val Gly Asp Leu Gin Thr Lys He Asp Gly Leu 
210 215 220 

Glu Lys Thr Asn Ser Lys Leu Gin Glu Glu Leu Ser Ala Ala Thr Asn 
225 230 235 240 

Arg He Cys Ser Leu Gin Glu Glu Gin Gin Gin Leu Arg Glu Gin Asn 
245 250 255 

Glu Leu He Arg Glu Arg Ser Glu Lys Ser Val Glu He Thr Lys Gin 
260 265 270 
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Asp Thr Lys Val Glu Leu Glu Thr Tyr Lys Gin Thr Arg Gin Gly Leu 
275 280 285 

Asp Glu Met Tyr Ser Asp Val Trp Lys Gin Leu Lys Glu Glu Lys Lys 
290 295 300 

Val Arg Leu Glu Leu Glu Lys Glu Leu Glu Leu Gin He Gly Met Lys 
305 310 315 320 

Thr Glu Met Glu He Ala Met Lys Leu Leu Glu Lys Asp Thr His Glu 
325 330 335 

Lys Gin Asp Thr Leu Val Ala Leu Arg Gin Gin Leu Glu Glu Val Lys 
340 345 350 

Ala He Asn Leu Gin Met Phe His Lys Ala Gin Asn Ala Glu Ser Ser 
355 360 365 

Leu Gin Gin Lys Ash Glu Ala He Thr Ser Phe Glu Gly Lys Thr Asn 
370 375 380 

Gin Val Met Ser Ser Met Lys Gin Met Glu Glu Arg Leu Gin His Ser 
385 390 395 400 

Glu Arg Ala Arg Gin Gly Ala Glu Glu Arg Ser His Lys Leu Gin Gin 
405 410 415 

Glu Leu Gly Gly Arg He Gly Ala Leu Gin Leu Gin Leu Ser Gin Leu 
420 425 430 

His Glu Gin Cys Ser Ser Leu Glu Lys Glu Leu Lys Ser Glu Lys Glu 
435 440 445 

Gin Arg Gin Ala Leu Gin Arg Glu Leu Gin His Glu Lys Asp Thr Ser 
450 455 460 

Ser Leu Leu Arg Met Glu Leu Gin Gin Val Glu Gly Leu Lys Lys Glu 
465 470 475 480 

Leu Arg Glu Leu Gin Asp Glu Lys Ala Glu Leu Gin Lys He Cys Glu 
485 490 495 

Glu Gin Glu Gin Ala Leu Gin Glu Met Gly Leu His Leu Ser Gin Ser 
500 505 510 

Lys Leu Lys Met Glu Asp He Lys Glu Val Asn Gin Ala Leu Lys Gly 
515 520 525 

His Ala Trp Leu Lys Asp Asp Glu Ala Thr His Cys Arg Gin Cys Glu 
530 535 540 

Lys Glu Phe Ser He Ser Arg Arg Lys His His Cys Arg Asn Cys Gly 
545 550 555 560 

His He Phe Cys Asn Thr Cys Ser Ser Asn Glu Leu Ala Leu Pro Ser 
565 570 575 
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Tyr Pro Lys Pro Val Arg Val Cys Asp Ser Cys His Thr Leu Leu Leu 
580 585 590 

Gin Arg Cys Ser Ser Thr Ala Ser 
595 600 



<210> 74 
<211> 69 
<212> PRT 

<213> Homo sapiens 
<400> 74 

Glu Val Arg Pro His Trp lie Pro Asp Val Glu Ala Ser Asn Cys Met 
15 10 15 

Gly Cys Gly Lys Glu Phe Asn Leu Thr Lys Arg Arg His His Cys Arg 
20 25 30 

Asn Cys Gly Arg lie Phe Cys Ser Lys Cys Ser Ser Lys Lys Ala Pro 
35 40 45 

Leu Pro Lys Leu Gly Asn Glu Asp Pro Val Arg Val Cys Asp Asp Cys 
50 55 60 

Tyr Glu Asn Leu Asn 
65 



<210> 75 
<211> 69 
<212> PRT 

<213> Homo sapiens 
<400> 75 

Glu Val Arg Pro His Trp lie Pro Asp Val Glu Ala Ser Asn Cys Met 
15 10 15 

Gly Cys Gly Lys Glu Phe Asn Leu Thr Lys Arg Arg His His Cys Arg 
20 25 30 

Asn Cys Gly Arg lie Phe Cys Ser Lys Cys Ser Ser Lys Lys Ala Pro 
35 40 45 

Leu Pro Lys Leu Gly Asn Glu Asp Pro Val Arg Val Cys Asp Asp Cys 
50 55 60 

Tyr Glu Asn Leu Asn 
65 



<210> 76 

<211> 66 

<212> PRT 

<213> Homo sapiens 
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<400> 76 

Pro His Trp Val Pro Asp Glu Glu Val Ser Asn Cys Met Arg Cys Gly 
15 10 15 

Lys Pro Phe Thr Leu Thr Lys Arg Arg His His Cys Arg Ala Cys Gly 
20 25 30 

Arg lie Phe Cys Ser Ser Cys Ser Ser Lys Thr Val Pro Leu Pro Pro 
35 40 45 

Met Gly Glu Arg Pro Val Arg Val Cys Asp Ser Cys Tyr Asp Leu Leu 
50 55 60 

Asn Lys 
65 



<210> 77 
<211> 66 
<212> PRT 

<213> Homo sapiens 
<400> 77 

Pro His Trp Val Pro Asp Glu Glu Val Ser Asn Cys Met Arg Cys Gly 
15 10 15 

Lys Pro Phe Thr Leu Thr Lys Arg Arg His His Cys Arg Ala Cys Gly 
20 25 30 

Arg lie Phe Cys Ser Ser Cys Ser Ser Lys Thr Val Pro Leu Pro Pro 
35 40 45 

Met Gly Glu Arg Pro Val Arg Val Cys Asp Ser Cys Tyr Asp Leu Leu 
50 55 60 

Asn Lys 
65 



<210> 78 

<211> 489 

<212> PRT 

<213> Homo sapiens 

<400> 78 

Met Asn Lys Ser Arg Trp Gin Ser Arg Arg Arg His Gly Arg Arg Ser 
15 10 15 

His Gin Gin Asn Pro Trp Phe Arg Leu Arg Asp Ser Glu Asp Arg Ser 
20 25 30 

Asp Ser Arg Ala Ala Gin Pro Ala His Asp Ser Gly His Gly Asp Asp 
35 40 45 

Glu Ser Pro Ser Thr Ser Ser Gly Thr Ala Gly Thr Ser Ser Val Pro 
50 55 60 
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Gly Leu Pro Gly Phe Tyr Phe Asp Pro Glu Lys Lys Arg Tyr Phe Arg 
65 70 75 80 



Leu Leu Pro Gly His Asn Asn Cys Asn Pro Leu Thr Lys Glu Ser lie 
85 90 95 

Arg Gin Lys Glu Met Glu Ser Lys Arg Leu Arg Leu Leu Gin Glu Glu 
100 105 110 

Asp Arg Arg Lys Lys lie Ala Arg Met Gly Phe Asn Ala Ser Ser Met 
115 120 125 

Leu Arg Lys Ser Gin Leu Gly Phe Leu Asn Val Thr Asn Tyr Cys His 
130 135 140 

Leu Ala His Glu Leu Arg Leu Ser Cys Met Glu Arg Lys Lys Val Gin 
145 150 155 160 

lie Arg Ser Met Asp Pro Ser Ala Leu Ala Ser Asp Arg Phe Asn Leu 
165 170 175 

lie Leu Ala Asp Thr Asn Ser Asp Arg Leu Phe Thr Val Asn Asp Val 
180 185 190 

Lys Val Gly Gly Ser Lys Tyr Gly lie lie Asn Leu Gin Ser Leu Lys 
195 200 205 

Thr Pro Thr Leu Lys Val Phe Met His Glu Asn Leu Tyr Phe Thr Asn 
210 215 220 

Arg Lys Val Asn Ser Val Cys Trp Ala Ser Leu Asn His Leu Asp Ser 
225 230 235 240 

His lie Leu Leu Cys Leu Met Gly Leu Ala Glu Thr Pro Gly Cys Ala 
245 250 255 

Thr Leu Leu Pro Ala Ser Leu Phe Val Asn Ser His Pro Ala Gly lie 
260 265 270 

Asp Arg Pro Gly Met Leu Cys Ser Phe Arg lie Pro Gly Ala Trp Ser 
275 280 285 

Cys Ala Tip Ser Leu Asn He Gin Ala Asn Asn Cys Phe Ser Thr Gly 
290 295 300 

Leu Ser Arg Arg Val Leu Leu Thr Asn Val Val Thr Gly His Arg Gin 

305 310 315 320 

Ser Phe Gly Thr Asn Ser Asp Val Leu Ala Pro Leu Leu Phe Asn Gly 
325 330 335 

Cys Arg Ser Gly Glu He Phe Ala He Asp Leu Arg Cys Gly Asn Gin 
340 345 350 



Gly Lys Gly Trp Lys Ala Thr Arg Leu Phe His Asp Ser Ala Val Thr 
355 360 365 
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Ser Val Arg He Leu Gin Asp Glu Gin Tyr Leu Met Ala Ser Asp Met 
370 375 380 

Ala Gly Lys He Lys Leu Trp Asp Leu Arg Thr Thr Lys Cys Val Arg 
385 390 395 400 

Gin Tyr Glu Gly His Val Asn Glu Tyr Ala Tyr Leu Pro Leu His Val 
405 410 415 

His Glu Glu Glu Gly He Leu Val Ala Val Gly Gin Asp Cys Tyr Thr 
420 425 430 

Arg He Trp Ser Leu His Asp Ala Arg Leu Leu Arg Thr He Pro Ser 
435 440 445 

Pro Tyr Pro Ala Ser Lys Ala Asp He Pro Ser Val Ala Phe Ser Ser 
450 455 460 

Arg Leu Gly Gly Ser Arg Gly Ala Pro Gly Leu Leu Met Ala Val Gly 
465 470 475 480 

Gin Asp Leu Tyr Cys Tyr Ser Tyr Ser 
485 



<210> 79 
<211> 489 

<212> PRT 

<213> Homo sapiens 

<400> 79 

Met Asn Lys Ser Arg Trp Gin Ser Arg Arg Arg His Gly Arg Arg Ser 
15 10 15 

His Gin Gin Asn Pro Trp Phe Arg Leu Arg Asp Ser Glu Asp Arg Ser 
20 25 30 

Asp Ser Gin Ala Ala Gin Pro Ala His Asp Ser Gly Tyr Gly Asp Asp 
35 40 45 

Glu Ser Pro Ser Thr Ser Ser Gly Thr Ala Gly Thr Ser Ser Val Pro 
50 55 60 

Gly Leu Pro Gly Phe Tyr Phe Asp Pro Glu Lys Lys Arg Tyr Phe Arg 
65 70 75 80 

Leu Leu Pro Gly His Asn Asn Cys Asn Pro Leu Thr Lys Glu Ser He 
85 90 95 

Arg Gin Lys Glu Met Glu Ser Lys Arg Leu Arg Leu Leu Gin Glu Glu 
100 105 110 

Asp Arg Arg Lys Lys He Ala Arg Met Gly Phe Asn Ala Ser Ser Met 
115 120 125 

Leu Arg Lys Ser Gin Leu Gly Phe Leu Asn Val Thr Asn Tyr Cys His 
130 135 140 
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Leu Ala His Glu Leu Arg Leu Ser Cys Met Glu Arg Lys Lys Val Gin 
145 150 155 160 



lie Arg Ser Met Asp Pro Ser Ala Leu Ala Ser Asp Arg Phe Asn Leu 
165 170 175 

lie Leu Ala Asp Thr Asn Ser Asp Arg Leu Phe Thr Val Asn Asp Val 
180 185 190 

Lys Val Gly Gly Ser Lys Tyr Gly lie lie Asn Leu Gin Ser Leu Lys 
195 200 205 

Thr Pro Thr Leu Lys Val Phe Met His Glu Asn Leu Tyr Phe Thr Asn 
210 215 220 

Arg Lys Val Asn Ser Val Cys Trp Ala Ser Leu Asn His Leu Asp Ser 
225 230 235 240 

His lie Leu Leu Cys Leu Met Gly Leu Ala Glu Thr Pro Gly Cys Ala 

245 250 255 

Thr Leu Leu Pro Ala Ser Leu Phe Val Asn Ser His Pro Ala Gly He 
260 265 270 

Asp Arg Pro Gly Met Leu Cys Ser Phe Arg He Pro Gly Ala Trp Ser 
275 280 285 

Cys Ala Trp Ser Leu Asn He Gin Ala Asn Asn Cys Phe Ser Thr Gly 
290 295 300 

Leu Ser Arg Arg Val Leu Leu Thr Asn Val Val Thr Gly His Arg Gin 
305 310 315 320 

Ser Phe Gly Thr Asn Ser Asp Val Met Ala Pro Leu Leu Phe Asn Gly 
325 330 335 

Cys Arg Ser Gly Glu He Phe Ala He Asp Leu Arg Cys Gly Asn Gin 
340 345 350 

Gly Lys Gly Trp Lys Ala Thr Arg Leu Phe His Asp Ser Ala Val Thr 
355 360 365 

Ser Val Arg He Leu Gin Asp Glu Gin Tyr Leu Met Ala Ser Asp Met 
370 375 380 

Ala Gly Lys He Lys Leu Trp Asp Leu Arg Thr Thr Lys Cys Val Arg 
385 390 395 400 

Gin Tyr Glu Gly His Val Asn Glu Tyr Ala Tyr Leu Pro Leu His Val 
405 410 415 

His Glu Glu Glu Gly He Leu Val Ala Val Gly Gin Asp Cys Tyr Thr 
420 425 430 

Arg He Trp Ser Leu His Asp Ala Arg Leu Leu Arg Thr He Pro Ser 
435 440 445 
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Pro Tyr Pro Ala Ser Lys Ala Asp lie Pro Ser Val Ala Phe Ser Ser 
450 455 460 

Arg Leu Gly Gly Ser Arg Gly Ala Pro Gly Leu Leu Met Ala Val Gly 
465 470 475 480 

Gin Asp Leu Tyr Cys Tyr Ser Tyr Ser 
485 



<210> 80 
<211> 430 
<212> PRT 

<213> Homo sapiens 

<400> 80 

Gly Arg Trp Gin Scr Arg Arg Arg Kis Gly Arg Arg Ser riis Gin Gin 
15 10 15 

Asn Pro Trp Phe Arg Leu Arg Asp Ser Glu Asp Arg Ser Asp Ser Arg 
20 25 30 

Ala Ala Gin Pro Ala His Asp Ser Gly His Gly Asp Asp Glu Ser Pro 
35 40 45 

Ser Thr Ser Ser Gly Thr Ala Gly Thr Ser Ser Val Pro Glu Leu Pro 
50 55 60 

Gly Phe Tyr Phe Asp Pro Glu Lys Lys Arg Tyr Phe Arg Leu Leu Pro 
65 70 75 80 

Gly His Asn Asn Cys Asn Pro Leu Thr Lys Glu Ser lie Arg Gin Lys 
85 90 95 

Glu Met Glu Ser Lys Arg Leu Arg Leu Leu Gin Glu Glu Asp Arg Arg 
100 105 110 

Lys Lys lie Ala Arg Met Gly Phe Asn Ala Ser Ser Met Leu Arg Lys 
115 120 125 

Ser Gin Leu Gly Phe Leu Asn Val Thr Asn Tyr Cys His Leu Ala His 
130 135 140 

Glu Leu Arg Leu Ser Cys Met Glu Arg Lys Lys Val Gin lie Arg Ser 
145 150 155 160 

Met Asp Pro Ser Ala Leu Ala Ser Asp Arg Phe Asn Leu lie Leu Ala 
165 170 175 

Asp Thr Asn Ser Asp Arg Leu Phe Thr Val Asn Asp Val Thr Val Gly 
180 185 190 

Gly Ser Lys Tyr Gly lie lie Asn Leu Gin Ser Leu Lys Thr Pro Thr 
195 200 205 



Leu Lys Val Phe Met His Glu Asn Leu Tyr Phe Thr Asn Arg Lys Val 

184 



210 



215 



220 



Asn Ser Val Cys Trp Ala Ser Leu Asn His Leu Asp Ser His lie Leu 
225 230 235 240 

Leu Cys Leu Met Gly Leu Ala Glu Thr Pro Gly Cys Ala Thr Leu Leu 
245 250 255 

Pro Ala Ser Leu Phe Val Asn Ser His Pro Gly lie Asp Arg Pro Gly 
260 265 270 

Met Leu Cys Ser Phe Arg lie Pro Gly Ala Trp Ser Cys Ala Trp Ser 
275 280 285 

Leu Asn lie Gin Ala Asn Asn Cys Phe Ser Thr Gly Leu Ser Arg Arg 
290 295 300 

Val Leu Leu Thr Asn Val Val Thr Gly His Arg Gin Ser Phe Gly Thr 
305 310 ^ 315 ^ 320 

Asn Ser Asp Val Leu Ala Gin Gin Phe Ala Phe Met Ala Pro Leu Leu 
325 330 335 

Phe Asn Gly Cys Arg Ser Gly Glu lie Phe Ala lie Asp Leu Arg Cys 
340 345 350 

Gly Asn Gin Gly Lys Gly Trp Lys Ala Thr Arg Leu Phe His Asp Ser 
355 360 365 

Ala Val Thr Ser Val Arg lie Leu Gin Asp Glu Gin Tyr Leu Met Ala 
370 375 380 

Ser Asp Met Ala Gly Lys lie Lys Leu Trp Asp Leu Arg Thr Thr Lys 
385 390 395 400 

Cys Val Arg Gin Tyr Glu Gly His Val Asn Glu Tyr Ala Tyr Leu Pro 
405 410 415 



Leu His Val His Glu Glu Glu Gly lie Leu Val Ala Gly Thr 
420 425 430 



<210> 81 

<211> 519 

<212> PRT 

<213> Mus musculus 

<400> 81 

Met Asp Arg Asn lie Trp Lys Ser Arg Arg Arg Arg Gly Arg Ser Arg 
15 10 15 

His Gin Ser Pro Ala Leu Gly Gin Cys Asp Ser Ser Glu Arg Tyr Ala 
20 25 30 

Thr Gly Ala Ser Gin Ser Ser Gin Asp Ser Gly His His Asp Ala Glu 
35 40 45 



185 



Ser Pro Ser Thr Ser Ser Ser Arg Thr Gly Glu Ser Ser Val Pro Glu 
50 55 60 

Leu Pro Gly Phe Tyr Phe Asp Pro Glu Lys Asn Arg Tyr Phe Arg Leu 
65 70 75 80 

Leu Pro Gly His Asn Asn Cys Asn Pro Leu Thr Lys Glu Gly lie Gin 
85 90 95 

Gin Lys Glu Met Glu Ser Arg Arg Leu Gin Leu Leu Gin Gin Glu Asp 
100 105 110 

Met Gin Lys Lys Lys lie Thr Arg Val Gly Phe Asn Ala Ser Ser lie 
115 120 125 

Leu Arg Lys Asn Gin Leu Gly Phe Leu Asn Phe Ser Ser Tyr Cys Arg 
130 135 140 

Leu Ser His Glu Leu Arg Val Ser Cys Met Glu Arg Lys Lys Val Glu 
145 150 155 160 

lie Gin Ser Ser Asp Pro Ser Ala Leu Ala Ser Asp Arg Phe Asn Phe 
165 170 175 

lie Met Ala Asp Thr Thr Ser Asp Arg Leu Phe Thr Val Asn Asp Val 
180 185 190 

Lys He Gly Gly Ser Lys Tyr Gly He He Asn Leu Gin Gly Leu Lys 
195 200 205 

Ala Pro Thr Phe Glu Val Gin Met His Glu Asn Leu Tyr Phe Thr Asn 
210 215 220 

Arg Lys Val Asn Ser Val Cys Trp Ala Ser Leu Asn His Leu Asp Ser 
225 230 235 240 

His He Leu Leu Cys Leu Met Gly Leu Ala Glu Thr Pro Gly Cys Ala 
245 250 255 

Thr Leu Leu Pro Ala Ser Leu Phe Val Ser Asn His Gin Ala Gly Thr 
260 265 270 

Asp Gin Pro Gly Met Leu Cys Ser Phe Arg He Pro Gly Ala Trp Ser 
275 280 285 

Cys Ala Trp Ser Leu Asn Val Gin Ala Asn Asn Cys Phe Ser Thr Gly 
290 295 300 

Leu Ser Arg Arg Val Leu Leu Thr Asn Val Val Thr Gly His Arg Gin 
305 310 315 320 

Ser Tyr Arg He Asn Ser Asp Val Leu Ala Gin Gin Phe Ala Val Lys 

325 330 335 

Thr Pro Leu Leu Phe Asn Gly Cys Arg Ser Gly Glu He Phe Ala He 
340 345 350 



186 



Asp Leu Arg Ser Pro Ser Gin Ala Lys Gly Trp Lys Ala Thr Gin He 
355 360 365 

Phe His Asp Ser Ala Val Thr Ser Val Gin Val Phe Lys Glu Glu Gin 
370 375 380 

His Leu Met Ala Ser Asp Met Ser Gly Lys He Lys Leu Trp Asp Leu 
385 390 395 400 

Arg Ala Thr Lys Cys Val Arg Gin Tyr Glu Gly His Val Asn Glu Tyr 
405 410 415 

Ala Tyr Leu Pro Leu His Met His Glu Glu Glu Gly He Leu Val Ala 
420 425 430 

Val Gly Gin Asp Cys Tyr Thr Arg He Trp Ser Leu His Asp Ala Arg 
435 440 445 

Leu Leu Arg Thr He Pro Ser Pro Cys Pro Thr Ser Lys Ala Asn He 
450 455 460 

Pro Ser Val Ala Phe Ser Pro Arg Leu Gly Gly Ser Arg Gly Ala Pro 
465 470 475 480 

Gly Leu Leu Met Ala Val Gin Gin Asp Leu Tyr Cys Phe Ala Tyr Ser 
485 490 495 

Ser Ser Cys Pro Asp Ser Gin Glu Glu Gly Arg Trp Glu Leu Pro Ser 
500 505 510 

Val Ser Asn Glu Asp He Leu 
515 



<210> 82 
<211> 333 
<212> PRT 

<213> Homo sapiens 
<400> 82 

Met Glu Ser Lys Arg Leu Arg Leu Leu Gin Glu Glu Asp Arg Arg Lys 
15 10 15 

Lys He Ala Arg Met Gly Phe Asn Ala Ser Ser Met Leu Arg Lys Ser 
20 25 30 

Gin Leu Gly Phe Leu Asn Val Thr Asn Tyr Cys His Leu Ala His Glu 
35 40 45 

Leu Arg Leu Ser Cys Met Glu Arg Lys Lys Val Gin He Arg Ser Met 
50 55 60 

Asp Pro Ser Ala Leu Ala Ser Asp Arg Phe Asn Leu He Leu Ala Asp 
65 70 75 80 

Thr Asn Ser Asp Arg Leu Phe Thr Val Asn Asp Val Lys Val Gly Gly 
85 90 95 
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Ser Lys Tyr Gly lie lie Asn Leu Gin Ser Leu Lys Thr Pro Thr Leu 
100 105 110 

Lys Val Phe Met His Glu Asn Leu Tyr Phe Thr Asn Arg Lys Val Asn 
115 120 125 

Ser Val Cys Trp Ala Ser Leu Asn His Leu Asp Ser His lie Leu Leu 
130 135 140 

Cys Leu Met Gly Leu Ala Glu Thr Pro Gly Cys Ala Thr Leu Leu Pro 
145 150 155 160 

Ala Ser Leu Phe Val Asn Ser His Pro Gly lie Asp Arg Pro Gly Met 
165 170 175 

Leu Cys Ser Phe Arg lie Pro Gly Ala Trp Ser Cys Ala Trp Ser Leu 
180 185 190 

Asn lie Gin Ala Asn Asn Cys Phe Ser Thr Gly Leu Ser Arg Arg Val 
195 200 205 

Leu Leu Thr Asn Val Val Thr Gly His Arg Gin Ser Phe Gly Thr Asn 
210 215 220 

Ser Asp Val Leu Ala Gin Gin Phe Ala Leu Met Ala Pro Leu Leu Phe 
225 230 235 240 

Asn Gly Cys Arg Ser Gly Glu lie Phe Ala lie Asp Leu Arg Cys Gly 
245 250 255 

Asn Gin Gly Lys Gly Trp Lys Ala Thr Arg Leu Phe His Asp Ser Ala 
260 265 270 

Val Thr Ser Val Arg lie Leu Gin Asp Glu Gin Tyr Leu Met Ala Ser 
275 280 285 

Asp Met Ala Gly Lys lie Lys Leu Trp Asp Leu Arg Thr Thr Lys Cys 
290 295 300 

Val Arg Gin Tyr Glu Gly His Val Asn Glu Tyr Ala Tyr Leu Pro Leu 
305 310 315 320 



His Val His Glu Glu Glu Gly He Leu Val Ala Gly Thr 
325 330 



<210> 83 
<211> 345 
<212> PRT 
<213> Bos taurus 

<400> 83 

Met Gly Val Cys Gly Ser Leu Phe Gin Pro Trp Lys Cys Leu Val Val 
15 10 15 

Val Ser Leu Arg Leu Leu Phe Leu Val Pro Thr Gly Val Pro Val Arg 
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20 



25 



30 



Ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr Val Arg 
35 40 45 

Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr lie Asp Asp Arg Val Thr 
50 55 60 

Arg Val Ala Trp Leu Asn Arg Ser Thr lie Leu Tyr Ala Gly Asn Asp 
65 70 75 80 

Lys Trp Ser lie Asp Pro Arg Val lie lie Leu Val Asn Thr Pro Thr 
85 90 95 

Gin Tyr Ser He Met He Gin Asn Val Asp Val Tyr Asp Glu Gly Pro 
100 105 110 

Tyr Thr Cys Ser Val Gin Thr Asp Asn Kis Pro Lys Thr Ser Arg val 
115 120 125 

His Leu He Val Gin Val Pro Pro Gin He Met Asn He Ser Ser Asp 
130 135 140 

Val Thr Val Asn Glu Gly Ser Ser Val Thr Leu Leu Cys Leu Ala He 
145 150 155 160 

Gly Arg Pro Glu Pro Thr Val Thr Trp Arg His Leu Ser Val Lys Glu 
165 170 175 

Gly Gin Gly Phe Val Ser Glu Asp Glu Tyr Leu Glu He Ser Asp He 
180 185 190 

Lys Arg Asp Gin Ser Gly Glu Tyr Glu Cys Ser Ala Leu Asn Asp Val 

195 200 205 

Ala Ala Pro Asp Val Arg Lys Val Lys He Thr Val Asn Tyr Pro Pro 
210 215 220 

Tyr He Ser Lys Ala Lys Asn Thr Gly Val Ser Val Gly Gin Lys Gly 
225 230 235 240 

He Leu Ser Cys Glu Ala Ser Ala Val Pro Met Ala Glu Phe Gin Trp 
245 250 255 

Phe Lys Glu Asp Thr Arg Leu Ala Thr Gly Leu Asp Gly Met Arg He 
260 265 270 

Glu Asn Lys Gly His He Ser Thr Leu Thr Phe Phe Asn Val Ser Glu 
275 280 285 

Lys Asp Tyr Gly Asn Tyr Thr Cys Val Ala Thr Asn Lys Leu Gly He 
290 295 300 

Thr Asn Ala Ser He Thr Leu Tyr Gly Pro Gly Ala Val He Asp Gly 
305 310 315 320 



Val Asn Ser Ala Ser Arg Ala Leu Ala Cys Leu Trp Leu Ser Gly Thr 
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325 



330 



335 



Leu Phe Ala His 
340 



Phe Phe lie 



Lys Phe 
345 



<210> 84 
<211> 345 
<212> PRT 

<213> Homo sapiens 
<400> 84 

Met Gly Val Cys Gly Tyr Leu Phe Leu Pro Trp Lys Cys Leu Val Val 
15 10 15 

Val Ser Leu Arg Leu Leu Phe Leu Val Pro Thr Gly Val Pro Val Arg 
20 25 30 

Ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr Val Arg 
35 40 45 

Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr lie Asp Asp Arg Val Thr 
50 55 60 

Arg Val Ala Trp Leu Asn Arg Ser Thr lie Leu Tyr Ala Gly Asn Asp 
65 70 75 80 

Lys Trp Ser lie Asp Pro Arg Val lie lie Leu Val Asn Thr Pro Thr 
85 90 95 

Gin Tyr Ser lie Met lie Gin Asn Val Asp Val Tyr Asp Glu Gly Pro 
100 105 110 

Tyr Thr Cys Ser Val Gin Thr Asp Asn His Pro Lys Thr Ser Arg Val 
115 120 125 

His Leu lie Val Gin Val Pro Pro Gin lie Met Asn lie Ser Ser Asp 
130 135 140 

lie Thr Val Asn Glu Gly Ser Ser Val Thr Leu Leu Cys Leu Ala lie 
145 150 155 160 

Gly Arg Pro Glu Pro Thr Val Thr Trp Arg His Leu Ser Val Lys Glu 
165 170 175 

Gly Gin Gly Phe Val Ser Glu Asp Glu Tyr Leu Glu lie Ser Asp lie 
180 185 190 

Lys Arg Asp Gin Ser Gly Glu Tyr Glu Cys Ser Ala Leu Asn Asp Val 
195 200 205 

Ala Ala Pro Asp Val Arg Lys Val Lys lie Thr Val Asn Tyr Pro Pro 

210 215 220 

Tyr lie Ser Lys Ala Lys Asn Thr Gly Val Ser Val Gly Gin Lys Gly 
225 230 235 240 



190 



lie Leu Ser Cys Glu Ala Ser Ala Val Pro Met Ala Glu Phe Gin Trp 



245 



Phe Lys 



Glu Glu Thr Arg Leu Ala Thr Gly Leu Asp Gly Met Arg He 



260 



265 



270 



Glu Asn Lys Gly Arg Met Ser Thr Leu Thr Phe Phe Asn Val Ser Glu 

280 285 



275 



Lys 



ASP Tyr Gly Asn Tyr Thr Cys Val Ala Thr Asn Lys Leu Gly Asn 



290 



295 



300 



Thr Asn 
305 



Ala Ser He Thr Leu Tyr Gly Pro Gly Ala Val He Asp Gly 



310 



315 



320 



val Asn ser Ala Ser Arg Ala Leu Ala Cys Leu Trp Leu Ser Gly Thr 



325 



330 



Leu Leu Ala His Phe Phe He Lys Phe 
340 345 



<210> 85 
<211> 345 
<212> PRT 

<213> Rattus norvegicus 

Met°Gly%al Cys Gly Tyr Leu Phe Leu Pro Trp Lys Cys Leu Val Val 
1 5 10 

val ser Leu Arg Leu Leu Phe Leu Val Pro Thr Gly Val Pro Val Arg 
20 25 30 

ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr Val Arg 
3b 40 

Gin Gly Glu Ser Ala Thr Leu Arg Cys Thr He Asp Asp Arg Val Thr 
50 55 60 

Arg val Ala Trp Leu Asn Arg Ser Thr He Leu Tyr Ala Gly Asn Asp 
65 70 75 

Lys Trp Ser He Asp Pro Arg Val He He Leu Val Asn Thr Pro Thr 

Gin lyr ser He Met He Gin Asn Val Asp Val Tyr Asp Glu Gly Pro 
100 105 HO 

Tvr Thr Cys Ser Val Gin Thr Asp Asn His Pro Lys Thr Ser Arg Val 
115 120 125 

His Leu He Val Gin Val Pro Pro Gin He Met Asn He Ser Ser Asp 
130 135 140 



He 



Thr val Asn Glu He Ser Ser Val Thr Leu Leu Cys Leu Ala He 



145 150 

191 



155 



Gly Arg Pro Glu Pro Thr Val Thr Trp Arg 
165 170 



His Leu Ser Val 



Lys Glu 
175 



Gly Gin Gly Phe Val Ser Glu Asp Glu Tyr Leu Glu lie Ser Asp lie 
180 185 190 

Lys Arg Asp Gin Ser Gly Glu Tyr Glu Cys Ser Ala Leu Asn Asp Val 
195 200 205 

Ala Ala Pro Asp Val Arg Lys Val Lys He Thr Val Asn Tyr Pro Pro 
210 215 220 

Tyr He Ser Lys Ala Lys Asn Thr Gly Val Ser Val Gly Gin Lys Gly 
225 230 235 240 

He Leu Ser Cys Glu Ala Ser Ala Val Pro Met Ala Glu Phe Gin Trp 
245 250 2bb 

Phe Lys Glu Asp Thr Arg Leu Ala Thr Gly Leu Asp Gly Val Arg lie 
260 265 270 

Glu Asn Lys Gly Arg He Ser Thr Leu Thr Phe Phe Asn Val Ser Glu 
275 280 285 

Lys Asp Tyr Gly Asn Tyr Thr Cys Val Ala Thr Asn Lys Leu Gly Asn 
290 295 300 

Thr Asn Ala Ser He Thr Leu Tyr Gly Pro Gly Ala Val He Asp Gly 
305 310 315 320 

Val Asn Ser Ala Ser Arg Ala Leu Ala Cys Leu Trp Leu Ser Gly Thr 
325 330 335 



Phe Phe Ala His Phe Phe He Lys Phe 
340 345 



<210> 86 
<211> 338 
<212> PRT 

<213> Rattus norvegicus 
<400> 86 

Met Tyr His Pro Ala Tyr Trp He Val Phe Ser Ala Thr Thr Ala Leu 
15 10 15 

Leu Phe He Pro Gly Val Pro Val Arg Ser Gly Asp Ala Thr Phe Pro 
20 25 30 

Lys Ala Met Asp Asn Val Thr Val Arg Gin Gly Glu Ser Ala Thr Leu 
35 40 45 

Arg Cys Thr He Asp Asp Arg Val Thr Arg Val Ala Trp Leu Asn Arg 
50 55 60 

Ser Thr He Leu Tyr Ala Gly Asn Asp Lys Trp Ser He Asp Pro Arg 

192 



65 70 75 80 

Val lie lie Leu Val Asn Thr Pro Thr Gin Tyr Ser lie Met lie Gin 
85 90 95 

Asn Val Asp Val Tyr Asp Glu Gly Pro Tyr Thr Cys Ser Val Gin Thr 
100 105 110 

Asp Asn His Pro Lys Thr Ser Arg Val His Leu lie Val Gin Val Pro 
115 120 125 

Pro Gin lie Met Asn lie Ser Ser Asp He Thr Val Asn Glu He Ser 
130 135 140 

Ser Val Thr Leu Leu Cys Leu Ala He Gly Arg Pro Glu Pro Thr Val 
145 150 155 160 

Thr Tro Ara His Leu Ser Val Lys Glu Gly Gin Gly Phe Val Ser Glu 
165 170 175 

Asp Glu Tyr Leu Glu He Ser Asp He Lys Arg Asp Gin Ser Gly Glu 
180 185 190 

Tyr Glu Cys Ser Ala Leu Asn Asp Val Ala Ala Pro Asp Val Arg Lys 
195 200 205 

Val Lys He Thr Val Asn Tyr Pro Pro Tyr He Ser Lys Ala Lys Asn 
210 215 220 

Thr Gly Val Ser Val Gly Gin Lys Gly He Leu Ser Cys Glu Ala Ser 
225 230 235 240 

Ala Val Pro Met Ala Glu Phe Gin Trp Phe Lys Glu Asp Thr Arg Leu 
245 250 255 

Ala Thr Gly Leu Asp Gly Val Arg He Glu Asn Lys Gly Arg He Ser 
260 265 270 

Thr Leu Thr Phe Phe Asn Val Ser Glu Lys Asp Tyr Gly Asn Tyr Thr 
275 280 285 

Cys Val Ala Thr Asn Lys Leu Gly Asn Thr Asn Ala Ser He Thr Leu 
290 295 300 

Tyr Gly Pro Gly Ala Val He Asp Gly Val Asn Ser Ala Ser Arg Ala 
305 310 315 320 

Leu Ala Cys Leu Trp Leu Ser Gly Thr Phe Phe Ala His Phe Phe He 
325 330 335 

Lys Phe 



<210> 87 
<211> 344 
<212> PRT 



193 



<213> Gallus gallus 



<400> 87 

Met Gly Val Gly Gly Cys Leu Ala Leu Pro Trp Arg Cys Leu Val Val 
15 10 15 

Leu Cys Leu Arg Leu Leu Phe Leu Val Pro Ala Gly Val Pro Val Arg 
20 25 30 

Ser Gly Asp Ala Thr Phe Pro Lys Ala Met Asp Asn Val Thr Val Arg 
35 40 45 

Gin Gly Glu Ser Ala Thr Leu Arg Cys Ser Val Asp Asn Arg Val Thr 
50 55 60 

Arg Val Ala Trp Leu Asn Arg Ser Ser He Leu Tyr Ala Gly Asn Asp 
65 70 75 80 

Lys Trp Cys Leu Asp Pro Arg Val Val Leu Leu Ala Asn Thr Lys Thr 
85 90 95 

Gin Tyr Ser He Gin He His Asp Val Asp Val Tyr Asp Glu Gly Pro 
100 105 110 

Tyr Thr Cys Ser Val Gin Thr Asp Asn His Pro Lys Thr Ser Arg Val 
115 120 125 

His Leu He Val Gin Val Ser Pro Lys He Thr Glu He Ser Ser Asp 
130 135 140 

He Ser He Asn Glu Gly Gly Asn Val Ser Leu Thr Cys He Ala Thr 
145 150 155 160 

Gly Arg Pro Asp Pro Thr He Thr Trp Arg His He Ser Pro Lys Ala 
165 170 175 

Val Gly Phe He Ser Glu Asp Glu Tyr Leu Glu He Thr Gly He Thr 
180 185 190 

Arg Glu Gin Ser Gly Glu Tyr Glu Cys Ser Ala Ser Asn Asp Val Ala 
195 200 205 

Ala Pro Val Val Gin Arg Val Lys Val Thr Val Asn Tyr Pro Pro Tyr 
210 215 220 

He Ser Asp Ala Lys Ser Thr Gly Val Pro Val Gly Gin Lys Gly He 
225 230 235 240 

Leu Met Cys Glu Ala Ser Ala Val Pro Ser Ala Asp Phe Gin Trp Tyr 
245 250 255 

Lys Asp Asp Lys Arg Leu Ala Glu Gly Gin Lys Gly Leu Lys Val Glu 
260 265 270 

Asn Lys Ala Phe Phe Ser Arg Leu Thr Phe Phe Asn Val Ser Glu Gin 
275 280 285 
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Asp Tyr Gly Asn Tyr Thr Cys Val 
290 295 



Ala Ser Asn Gin Leu Gly Asn Thr 
300 



Asn Ala Ser Met He Leu Tyr Gly Pro Gly Ala Val His Asp Gly Asn 
305 310 315 320 

Ser Gly Ala Trp Arg Arg Gly Ser Cys Ala Trp Leu Leu Ala Leu Pro 
325 330 335 

Leu Ala Gin Leu Ala Arg Gin Phe 
340 



<210> 88 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 88 

Pro Pro Ser Val Thr Val Lys Glu Gly Glu Ser Val Thr Leu Ser Cys 
15 10 15 

Glu Ala Ser Gly Asn Pro Pro Pro Thr Val Thr Trp Tyr Lys Gin Gly 
20 25 30 

Gly Lys Leu Leu Ala Glu Ser Gly Arg Phe Ser Val Ser Arg Ser Gly 
35 40 45 

Gly Asn Ser Thr Leu Thr He Ser Asn Val Thr Pro Glu Asp Ser Gly 
50 55 60 

Thr Tyr Thr Cys Ala Ala Thr Asn Ser Ser Gly Ser Ala Ser Ser Gly 
65 70 75 80 

Thr Thr Leu Thr Val Leu 
85 



<210> 89 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 89 

Pro Pro Ser Val Thr Val Lys Glu Gly Glu Ser Val Thr Leu Ser Cys 
15 10 15 

Glu Ala Ser Gly Asn Pro Pro Pro Thr Val Thr Trp Tyr Lys Gin Gly 
20 25 30 

Gly Lys Leu Leu Ala Glu Ser Gly Arg Phe Ser Val Ser Arg Ser Gly 
35 40 45 

Gly Asn Ser Thr Leu Thr He Ser Asn Val Thr Pro Glu Asp Ser Gly 
50 55 60 

Thr Tyr Thr Cys Ala Ala Thr Asn Ser Ser Gly Ser Ala Ser Ser Gly 

195 



65 



70 



75 



80 



Thr Thr Leu Thr Val Leu 
85 



<210> 90 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 90 

Pro Pro Ser Val Thr Val Lys Glu Gly Glu Ser Val Thr Leu Ser Cys 
15 10 15 

Glu Ala Ser Gly Asn Pro Pro Pro Thr Val Thr Trp Tyr Lys Gin Gly 
20 25 30 

Gly Lys Leu Leu Ala Glu Ser Gly Arg Phe Ser Val Ser Arg Ser Gly 
35 40 45 

Gly Asn Ser Thr Leu Thr lie Ser Asn Val Thr Pro Glu Asp Ser Gly 
50 55 60 

Thr Tyr Thr Cys Ala Ala Thr Asn Ser Ser Gly Ser Ala Ser Ser Gly 
65 70 75 80 

Thr Thr Leu Thr Val Leu 
85 



<210> 91 

<211> 63 

<212> PRT 

<213> Homo sapiens 

<400> 91 

Leu Glu Gly Glu Ser Val Thr Leu Thr Cys Pro Ala Ser Gly Asp Pro 
15 10 15 

Val Pro Asn lie Thr Trp Leu Lys Asp Gly Lys Pro Leu Pro Glu Ser 
20 25 30 

Arg Val Val Ala Ser Gly Ser Thr Leu Thr lie Lys Asn Val Ser Leu 
35 40 45 

Glu Asp Ser Gly Leu Tyr Thr Cys Val Ala Arg Asn Ser Val Gly 
50 55 60 



<210> 92 
<211> 63 
<212> PRT 

<213> Homo sapiens 
<400> 92 

Leu Glu Gly Glu Ser Val Thr Leu Thr Cys Pro Ala Ser Gly Asp Pro 
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1 



5 



10 



15 



Val Pro Asn lie Thr Trp Leu Lys Asp Gly Lys Pro Leu Pro Glu Ser 
20 25 30 

Arg Val Val Ala Ser Gly Ser Thr Leu Thr lie Lys Asn Val Ser Leu 
35 40 45 

Glu Asp Ser Gly Leu Tyr Thr Cys Val Ala Arg Asn Ser Val Gly 
50 55 60 



<210> 93 

<211> 68 

<212> PRT 

<213> Homo sapiens 

<400> 93 

Gly Glu Ser Val Thr Leu Thr Cys Ser Val Ser Gly Tyr Pro Pro Asp 
15 10 15 

Pro Thr Val Thr Trp Leu Arg Asp Gly Lys Glu lie Glu Leu Leu Gly 
20 25 30 

Ser Ser Glu Ser Arg Val Ser Ser Gly Gly Arg Phe Ser lie Ser Ser 
35 40 45 

Leu Ser Leu Thr lie Ser Ser Val Thr Pro Glu Asp Ser Gly Thr Tyr 
50 55 60 

Thr Cys Val Val 
65 



<210> 94 

<211> 398 

<212> PRT 

<213> Homo sapiens 

<400> 94 

Met Trp Leu Leu Leu Thr Met Ala Ser Leu lie Ser Val Leu Gly Thr 
15 10 15 

Thr His Gly Leu Phe Gly Lys Leu His Pro Gly Ser Pro Glu Val Thr 
20 25 30 

Met Asn lie Ser Gin Met lie Thr Tyr Trp Gly Tyr Pro Asn Glu Glu 
35 40 45 

Tyr Glu Val Val Thr Glu Asp Gly Tyr lie Leu Glu Val Asn Arg lie 
50 55 60 

Pro Tyr Gly Lys Lys Asn Ser Gly Asn Thr Gly Gin Arg Pro Val Val 
65 70 75 80 

Phe Leu Gin His Gly Leu Leu Ala Ser Ala Thr Asn Trp lie Ser Asn 
85 90 95 
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Leu Pro Asn Asn Ser Leu Ala Phe He Leu Ala Asp Ala Gly Tyr Asp 
100 105 110 

Val Trp Leu Gly Asn Ser Arg Gly Asn Thr Trp Ala Arg Arg Asn Leu 
115 120 125 

Tyr Tyr Ser Pro Asp Ser Val Glu Phe Trp Ala Phe Ser Phe Asp Glu 
130 135 140 

Met Ala Lys Tyr Asp Leu Pro Ala Thr He Asp Phe He Val Lys Lys 
145 150 155 160 

Thr Gly Gin Lys Gin Leu His Tyr Val Gly His Ser Gin Gly Thr Thr 
165 170 175 

He Gly Phe lie Ala Phe Ser Thr Asn Pro Ser Leu Ala Lys Arg He 

180 1 ae; ion 

-I- _/ 

Lys Thr Phe Tyr Ala Leu Ala Pro Val Ala Thr Val Lys Tyr Thr Lys 
195 <» 200 205 

Ser Leu lie Asn Lys Leu Arg Phe Val Pro Gin Ser Leu Phe Lys Phe 
210 215 220 

He Phe Gly Asp Lys He Phe Tyr Pro His Asn Phe Phe Asp Gin Phe 
225 230 235 240 

Leu Ala Thr Glu Val Cys Ser Arg Glu Met Leu Asn Leu Leu Cys Ser 
245 250 255 

Asn Ala Leu Phe He He Cys Gly Phe Asp Ser Lys Asn Phe Asn Thr 
260 265 270 

Ser Arg Leu Asp Val Tyr Leu Ser His Asn Pro Ala Gly Thr Ser Val 
2V5 280 285 

Gin Asn Met Phe His Trp Thr Gin Ala Val Lys Ser Gly Lys Phe Gin 
290 295 300 

Ala Tyr Asp Trp Gly Ser Pro Val Gin Asn Arg Met His Tyr Asp Gin 
305 310 315 320 

Ser Gin Pro Pro Tyr Tyr Asn Val Thr Ala Met Asn Val Pro He Ala 
325 330 335 

Val Trp Asn Gly Gly Lys Asp Leu Leu Ala Asp Pro Gin Asp Val Gly 
340 345 350 

Leu Leu Leu Pro Lys Leu Pro Asn Leu He Tyr His Lys Glu He Pro 
355 360 365 

Phe Tyr Asn His Leu Asp Phe He Trp Ala Met Asp Ala Pro Gin Glu 
370 375 380 



Val Tyr Asn Asp He Val Ser Met He Ser Glu Asp Lys Lys 
385 390 395 
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<210> 95 
<211> 398 
<212> PRT 

<213> Homo sapiens 
<400> 95 

Met Trp Leu Leu Leu Thr Met Ala Ser Leu He Ser Val Leu Gly Thr 
15 10 15 

Thr His Gly Leu Phe Gly Lys Leu His Pro Gly Ser Pro Glu Val Thr 
20 25 30 

Met Asn He Ser Gin Met He Thr Tyr Trp Gly Tyr Pro Asn Glu Glu 
35 40 45 

Tyr Glu Val Val Thr Glu Asp Gly Tyr He Leu Glu Val Asn Ara He 
50 55 60 

Pro Tyr Gly Lys Lys Asn Ser Gly Asn Thr Gly Gin Arg Pro Val Val 
65 70 75 80 

Phe Leu Gin His Gly Leu Leu Ala Ser Ala Thr Asn Trp He Ser Asn 
85 90 95 

Leu Pro Asn Asn Ser Leu Ala Phe He Leu Ala Asp Ala Gly Tyr Asp 
100 105 110 

Val Trp Leu Gly Asn Ser Arg Gly Asn Thr Trp Ala Arg Arg Asn Leu 
115 120 125 

Tyr Tyr Ser Pro Asp Ser Val Glu Phe Trp Ala Phe Ser Phe Asp Glu 
130 135 140 

Met Ala Lys Tyr Asp Leu Pro Ala Thr He Asp Phe He Val Lys Lys 
145 150 155 160 

Thr Gly Gin Lys Gin Leu His Tyr Val Gly His Ser Gin Gly Thr Thr 
165 170 175 

He Gly Phe He Ala Phe Ser Thr Asn Pro Ser Leu Ala Lys Arg He 
180 185 190 

Lys Thr Phe Tyr Ala Leu Ala Pro Val Ala Thr Val Lys Tyr Thr Lys 
195 200 205 

Ser Leu He Asn Lys Leu Arg Phe Val Pro Gin Ser Leu Phe Lys Phe 
210 215 220 

He Phe Gly Asp Lys He Phe Tyr Pro His Asn Phe Phe Asp Gin Phe 
225 230 235 240 

Leu Ala Thr Glu Val Cys Ser Arg Glu Met Leu Asn Leu Leu Cys Ser 
245 250 255 

Asn Ala Leu Phe He He Cys Gly Phe Asp Ser Lys Asn Phe Asn Thr 
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260 



265 



270 



Ser Arg Leu Asp Val Tyr Leu Ser His Asn Pro Ala Gly Thr Ser Val 
275 280 285 

Gin Asn Met Phe His Trp Thr Gin Ala Val Lys Ser Gly Lys Phe Gin 
290 295 300 

Ala Tyr Asp Trp Gly Ser Pro Val Gin Asn Arg Met His Tyr Asp Gin 
305 310 315 320 

Ser Gin Pro Pro Tyr Tyr Asn Val Thr Ala Met Asn Val Pro lie Ala 
325 330 335 

Val Trp Asn Gly Gly Lys Asp Leu Leu Ala Asp Pro Gin Asp Val Gly 
340 345 350 

r.eii Leu Leu Pro Lys Leu Pro Asn Leu He Tyx- His Lys Glu lie Pro 
355 360 365 

Phe Tyr Asn His Leu Asp Phe He Trp Ala Met Asp Ala Pro Gin Glu 
370 375 380 

Val Tyr Asn Asp He Val Ser Met He Ser Glu Asp Lys Lys 
385 390 395 



<210> 96 
<211> 398 
<212> PRT 

<213> Canis familiaris 
<400> 96 

Met Trp Leu Leu Leu Thr Ala Ala Ser Val He Ser Thr Leu Gly Thr 
15 10 15 

Thr His Gly Leu Phe Gly Lys Leu His Pro Thr Asn Pro Glu Val Thr 
20 25 30 

Met Asn He Ser Gin Met He Thr Tyr Trp Gly Tyr Pro Ala Glu Glu 
35 40 45 

Tyr Glu Val Val Thr Glu Asp Gly Tyr He Leu Gly He Asp Arg He 
50 55 60 

Pro Tyr Gly Arg Lys Asn Ser Glu Asn He Gly Arg Arg Pro Val Ala 
65 70 75 80 

Phe Leu Gin His Gly Leu Leu Ala Ser Ala Thr Asn Trp He Ser Asn 
85 90 95 

Leu Pro Asn Asn Ser Leu Ala Phe He Leu Ala Asp Ala Gly Tyr Asp 
100 105 110 

Val Trp Leu Gly Asn Ser Arg Gly Asn Thr Trp Ala Arg Arg Asn Leu 
115 120 125 



200 



Tyr Tyr Ser Pro Asp Ser Val Glu Phe Trp Ala Phe Ser Phe Asp Glu 
130 135 140 

Met Ala Lys Tyr Asp Leu Pro Ala Thr lie Asp Phe He Leu Lys Lys 
145 150 155 160 

Thr Gly Gin Asp Lys Leu His Tyr Val Gly His Ser Gin Gly Thr Thr 
165 170 175 

He Gly Phe He Ala Phe Ser Thr Asn Pro Lys Leu Ala Lys Arg He 
180 185 190 

Lys Thr Phe Tyr Ala Leu Ala Pro Val Ala Thr Val Lys Tyr Thr Glu 
195 200 205 

Thr Leu Leu Asn Lys Leu Met Leu Val Pro Ser Phe Leu Phe Lys Leu 
210 215 220 

He Phe Gly Asn Lys He Phe Tyr Pro His His Phe Phe Asp Gin Phe 
225 230 235 240 

Leu Ala Thr Glu Val Cys Ser Arg Glu Thr Val Asp Leu Leu Cys Ser 
245 250 255 

Asn Ala Leu Phe He He Cys Gly Phe Asp Thr Met Asn Leu Asn Met 
260 265 270 

Ser Arg Leu Asp Val Tyr Leu Ser His Asn Pro Ala Gly Thr Ser Val 
275 280 285 

Gin Asn Val Leu His Trp Ser Gin Ala Val Lys Ser Gly Lys Phe Gin 
290 295 300 

Ala Phe Asp Trp Gly Ser Pro Val Gin Asn Met Met His Tyr His Gin 
305 310 315 320 

Ser Met Pro Pro Tyr Tyr Asn Leu Thr Asp Met His Val Pro He Ala 
325 330 335 

Val Trp Asn Gly Gly Asn Asp Leu Leu Ala Asp Pro His Asp Val Asp 
340 345 350 

Leu Leu Leu Ser Lys Leu Pro Asn Leu He Tyr His Arg Lys He Pro 
355 360 365 

Pro Tyr Asn His Leu Asp Phe He Trp Ala Met Asp Ala Pro Gin Ala 
370 375 380 

Val Tyr Asn Glu He Val Ser Met Met Gly Thr Asp Asn Lys 
385 390 395 



<210> 97 
<211> 371 
<212> PRT 

<213> Homo sapiens 



201 



<400> 97 

Ser Pro Glu Val Thr Met Asn lie Ser Gin Met lie Thr Tyr Trp Gly 
15 10 15 



Tyr Pro Asn Glu Glu Tyr Glu Val Val Thr Glu Asp Gly Tyr lie Leu 
20 25 30 

Glu Val Asn Arg lie Pro Tyr Gly Lys Lys Asn Ser Gly Asn Thr Gly 
35 40 45 

Gin Arg Pro Val Val Phe Leu Gin His Gly Leu Leu Ala Ser Ala Thr 
50 55 60 

Asn Trp lie Ser Asn Leu Pro Asn Asn Ser Leu Ala Phe lie Leu Ala 
65 70 75 80 

Asp Ala Gly Tyr Asp Val Trp Leu Gly Asn Ser Arg Gly Asn Thr Trp 
85 90 95 

Ala Arg Arg Asn Leu Tyr Tyr Ser Pro Asp Ser Val Glu Phe Trp Ala 
100 105 110 

Phe Ser Phe Asp Glu Met Ala Lys Tyr Asp Leu Pro Ala Thr lie Asp 
115 120 125 

Phe lie Val Lys Lys Thr Gly Gin Lys Gin Leu His Tyr Val Gly His 
130 135 140 

Ser Gin Gly Thr Thr lie Gly Phe lie Ala Phe Ser Thr Asn Pro Ser 
145 150 155 160 

Leu Ala Lys Arg lie Lys Thr Phe Tyr Ala Leu Ala Pro Val Ala Thr 
165 170 175 

Val Lys Tyr Thr Lys Ser Leu lie Asn Lys Leu Arg Phe Val Pro Gin 
180 185 190 

Ser Leu Phe Lys Phe lie Phe Gly Asp Lys lie Phe Tyr Pro His Asn 
195 200 205 

Phe Phe Asp Gin Phe Leu Ala Thr Glu Val Cys Ser Arg Glu Met Leu 
210 215 220 

Asn Leu Leu Cys Ser Asn Ala Leu Phe lie lie Cys Gly Phe Asp Ser 
225 230 235 240 

Lys Asn Phe Asn Thr Ser Arg Leu Asp Val Tyr Leu Ser His Asn Pro 
245 250 255 

Ala Gly Thr Ser Val Gin Asn Met Phe His Trp Thr Gin Ala Val Lys 
260 265 270 

Ser Gly Lys Phe Gin Ala Tyr Asp Trp Gly Ser Pro Val Gin Asn Arg 
275 280 285 

Met His Tyr Asp Gin Ser Gin Pro Pro Tyr Tyr Asn Val Thr Ala Met 
290 295 300 
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Asn Val Pro lie Ala Val Trp Asn Gly Gly Lys Asp Leu Leu Ala Asp 
305 310 315 320 

Pro Gin Asp Val Gly Leu Leu Leu Pro Lys Leu Pro Asn Leu lie Tyr 
325 330 335 

His Lys Glu lie Pro Phe Tyr Asn His Leu Asp Phe lie Trp Ala Met 
340 345 350 

Asp Ala Pro Gin Glu Val Tyr Asn Asp He Val Ser Met He Ser Glu 
355 360 365 

Asp Lys Lys 
370 



<210> 98 
<211> 395 
<212> PRT 

<213> Rattus norvegicus 
<400> 98 

Met Trp Leu Leu Leu He Thr Ser Val He Ser Thr Phe Gly Gly Ala 
15 10 15 

His Gly Leu Phe Gly Lys Leu Gly Pro Gly Asn Pro Glu Ala Asn Met 
20 25 30 

Asn He Ser Gin Met He Thr Tyr Trp Gly Tyr Pro Cys Gin Glu Tyr 
35 40 45 

Glu Val Val Thr Glu Asp Gly Tyr He Leu Gly Val Tyr Arg He Pro 
50 55 60 

His Gly Lys Asn Asn Ser Glu Asn He Gly Lys Arg Pro Val Val Tyr 
65 70 75 80 

Leu Gin His Gly Leu He Ala Ser Ala Thr Asn Trp He Ala Asn Leu 
85 90 95 

Pro Asn Asn Ser Leu Ala Phe Met Leu Ala Asp Ala Gly Tyr Asp Val 
100 105 110 

Trp Leu Gly Asn Ser Arg Gly Asn Thr Trp Ser Arg Lys Asn Val Tyr 
115 120 125 

Tyr Ser Pro Asp Ser Val Glu Phe Trp Ala Phe Ser Phe Asp Glu Met 
130 135 140 

Ala Lys Tyr Asp Leu Pro Ala Thr He Asn Phe He Val Gin Lys Thr 
145 150 155 160 

Gly Gin Glu Lys He His Tyr Val Gly His Ser Gin Gly Thr Thr He 
165 170 175 

Gly Phe He Ala Phe Ser Thr Asn Pro Thr Leu Ala Lys Lys He Lys 

203 



180 



185 



190 



Thr Phe Tyr Ala Leu Ala Pro Val Ala Thr Val Lys Tyr Thr Gin Ser 
195 200 205 

Pro Leu Lys Lys lie Ser Phe lie Pro Thr Phe Leu Phe Lys Leu Met 
210 215 220 

Phe Gly Lys Lys Met Phe Leu Pro His Thr Tyr Phe Asp Asp Phe Leu 
225 230 235 240 

Gly Thr Glu Val Cys Ser Arg Glu Val Leu Asp Leu Leu Cys Ser Asn 
245 250 255 

Thr Leu Phe lie Phe Cys Gly Phe Asp Lys Lys Asn Leu Asn Val Ser 
260 265 270 

Arg Phe Asp Val Tyr Leu Gly His Asn Pro Ala Gly Thr Ser Val Gin 
275 280 285 

Asp Phe Leu His Trp Ala Gin Leu Val Arg Ser Gly Lys Phe Gin Ala 
290 295 300 

Phe Asn Trp Gly Ser Pro Ser Gin Asn Met Leu His Tyr Asn Gin Lys 
305 310 315 320 

Thr Pro Pro Glu Tyr Asp Val Ser Ala Met Thr Val Pro Val Ala Val 
325 330 335 

Trp Asn Gly Gly Asn Asp lie Leu Ala Asp Pro Gin Asp Val Ala Met 
340 345 350 

Leu Leu Pro Lys Leu Ser Asn Leu Leu Phe His Lys Glu lie Leu Ala 
355 360 365 

Tyr Asn His Leu Asp Phe lie Trp Ala Met Asp Ala Pro Gin Glu Val 
370 375 380 

Tyr Asn Glu Met lie Ser Met Met Ala Glu Asp 
385 390 395 



<210> 99 
<211> 200 
<212> PRT 

<213> Homo sapiens 
<400> 99 

Met Asp Ser Ser Thr Ala His Ser Pro Val Phe Leu Val Phe Pro Pro 
15 10 15 

Glu lie Thr Ala Ser Glu Tyr Glu Ser Thr Glu Leu Ser Ala Thr Thr 
20 25 30 

Phe Ser Thr Gin Ser Pro Leu Gin Lys Leu Phe Ala Arg Lys Met Lys 
35 40 45 



204 



He Leu Gly Thr He Gin He Leu Phe Gly He Met Thr Phe Ser Phe 
50 55 60 

Glv Val He Phe Leu Phe Thr Leu Leu Lys Pro Tyr Pro Arg Phe Pro 
65 70 75 80 

Phe He Phe Leu Ser Gly Tyr Pro Phe Trp Gly Ser Val Leu Phe He 
85 90 95 

Asn Ser Gly Ala Phe Leu He Ala Val Lys Arg Lys Thr Thr Glu Thr 
100 105 110 

Leu He He Leu Ser Arg He Met Asn Phe Leu Ser Ala Leu Gly Ala 
115 120 125 

He Ala Gly He He Leu Leu Thr Phe Gly Phe He Leu Asp Gin Asn 
130 135 140 

Tvr He Cys Gly Tyr Ser His Gin Asn Ser Gin Cys Lys Ala Val Thr 
145 150 155 160 

val Leu Phe Leu Gly He Leu He Thr Leu Met Thr Phe Ser He He 
165 170 175 

Glu Leu Phe He Ser Leu Pro Phe Ser He Leu Gly Cys His Ser Glu 
180 185 190 

Asp Cys Asp Cys Glu Gin Cys Cys 
195 200 



<210> 100 
<211> 200 
<212> PRT 
<213> Homo sapiens 

<400> 100 , ^ „ 

Met Asp Ser Ser Thr Ala His Ser Pro Val Phe Leu Val Phe Pro Pro 
15 10 15 

Glu He Thr Ala Ser Glu Tyr Glu Ser Thr Glu Leu Ser Ala Thr Thr 
20 25 30 

Phe Ser Thr Gin Ser Pro Leu Gin Lys Leu Phe Ala Arg Lys Met Lys 
35 40 45 

He Leu Gly Thr He Gin He Leu Phe Gly He Met Thr Phe Ser Phe 
50 55 60 

Glv Val He Phe Leu Phe Thr Leu Leu Lys Pro Tyr Pro Arg Phe Pro 
65 70 75 80 

Phe He Phe Leu Ser Gly Tyr Pro Phe Trp Gly Ser Val Leu Phe He 
85 90 95 

Asn Ser Gly Ala Phe Leu He Ala Val Lys Arg Lys Thr Thr Glu Thr 
100 105 110 
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Leu lie lie Leu Ser Arg lie Met Asn Phe Leu Ser Ala Leu Gly Ala 
115 120 125 



lie Ala Gly lie lie Leu Leu Thr Phe Gly Phe lie Leu Asp Gin Asn 
130 135 140 

Tyr lie Cys Gly Tyr Ser His Gin Asn Ser Gin Cys Lys Ala Val Thr 
145 150 155 160 

Val Leu Leu Leu Gly lie Leu lie Thr Leu Met Thr Phe Ser lie lie 
165 170 175 

Glu Leu Phe lie Ser Leu Pro Phe Ser lie Leu Gly Cys His Ser Glu 
180 185 190 

Asp Cys Asp Cys Glu Gin Cys Cys 
195 200 



<210> 101 
<211> 239 
<212> PRT 
<213> Homo sapiens 

<400> 101 

Met His Gin Thr Tyr Ser Arg His Cys Arg Pro Glu Glu Ser Thr Phe 
15 10 15 

Ser Ala Ala Met Thr Thr Met Gin Gly Met Glu Gin Ala Met Pro Gly 
20 25 30 

Ala Gly Pro Gly Val Pro Gin Leu Gly Asn Met Ala Val lie His Ser 
35 40 45 

His Leu Trp Lys Gly Leu Gin Glu Lys Phe Leu Lys Gly Glu Pro Lys 
50 55 60 

Val Leu Gly Val Val Gin lie Leu Thr Ala Leu Met Ser Leu Ser Met 
65 70 75 80 

Gly lie Thr Met Met Cys Met Ala Ser Asn Thr Tyr Gly Ser Asn Pro 
85 90 95 

lie Ser Val Tyr lie Gly Tyr Thr lie Trp Gly Ser Val Met Phe lie 
100 105 110 

lie Ser Gly Ser Leu Ser lie Ala Ala Gly lie Arg Thr Thr Lys Gly 
115 120 125 

Leu Val Arg Gly Ser Leu Gly Met Asn lie Thr Ser Ser Val Leu Ala 
130 135 140 

Ala Ser Gly lie Leu lie Asn Thr Phe Ser Leu Ala Phe Tyr Ser Phe 
145 150 155 160 

His His Pro Tyr Cys Asn Tyr Tyr Gly Asn Ser Asn Asn Cys His Gly 
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165 



170 



175 



Thr Met Ser lie Leu Met Gly Leu Asp Gly Met Val Leu Leu Leu Ser 
180 185 190 

Val Leu Glu Phe Arg lie Ala Val Ser Leu Ser Ala Phe Gly Cys Lys 
195 200 205 

Val Leu Cys Cys Thr Pro Gly Gly Val Val Leu lie Leu Pro Ser His 
210 215 220 

Ser His Met Ala Glu Thr Ala Ser Pro Thr Pro Leu Asn Glu Val 
225 230 235 



<210> 102 
<211> 239 
<2i2> FKT 
<213> Homo sapiens 

<400> 102 

Met His Gin Thr Tyr Ser Arg His Cys Arg Pro Glu Glu Ser Thr Phe 
15 10 15 

Ser Ala Ala Met Thr Thr Met Gin Gly Met Glu Gin Ala Met Pro Gly 
20 25 30 

Ala Gly Pro Gly Val Pro Gin Leu Gly Asn Met Ala Val lie His Ser 
35 40 45 

His Leu Trp Lys Gly Leu Gin Glu Lys Phe Leu Lys Gly Glu Pro Lys 
50 55 60 

Val Leu Gly Val Val Gin lie Leu Thr Ala Leu Met Ser Leu Ser Met 
65 70 75 80 

Gly lie Thr Met Met Cys Met Ala Ser Asn Thr Tyr Gly Ser Asn Pro 
85 90 95 

lie Ser Val Tyr lie Gly Tyr Thr lie Trp Gly Ser Val Met Phe lie 
100 105 110 

lie Ser Gly Ser Leu Ser lie Ala Ala Gly lie Arg Thr Thr Lys Gly 
115 120 125 

Leu Val Arg Gly Ser Leu Gly Met Asn lie Thr Ser Ser Val Leu Ala 
130 135 140 

Ala Ser Gly lie Leu lie Asn Thr Phe Ser Leu Ala Phe Tyr Ser Phe 
145 150 155 160 

His His Pro Tyr Cys Asn Tyr Tyr Gly Asn Ser Asn Asn Cys His Gly 
165 170 175 

Thr Met Ser lie Leu Met Gly Leu Asp Gly Met Val Leu Leu Leu Ser 
180 185 190 
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Val Leu Glu Phe Cys lie Ala Val Ser Leu Ser Ala Phe Gly Cys Lys 
195 200 205 

Val Leu Cys Cys Thr Pro Gly Gly Val Val Leu lie Leu Pro Ser His 
210 215 220 

Ser His Met Ala Glu Thr Ala Ser Pro Thr Pro Leu Asn Glu Val 
225 230 235 



<210> 103 

<211> 220 
<212> PRT 

<213> Homo sapiens 
<400> 103 

Met Thr Thr Met Gin Gly Met Glu Gin Ala Met Pro Gly Ala Gly Pro 
15 10 15 

Gly Val Pro Gin Leu Gly Asn Met Ala Val lie His Ser His Leu Trp 
20 25 30 

Lys Gly Leu Gin Glu Lys Phe Leu Lys Gly Glu Pro Lys Val Leu Gly 
35 40 45 

Val Val Gin lie Leu Thr Ala Leu Met Ser Leu Ser Met Gly lie Thr 
50 55 60 

Met Met Cys Met Ala Ser Asn Thr Tyr Gly Ser Asn Pro lie Ser Val 
65 70 75 80 

Tyr lie Gly Tyr Thr lie Trp Gly Ser Val Met Phe lie lie Ser Gly 
85 90 95 

Ser Leu Ser lie Ala Ala Gly lie Arg Thr Thr Lys Gly Leu Val Arg 
100 105 llu 

Gly Ser Leu Gly Met Asn He Thr Ser Ser Val Leu Ala Ala Ser Gly 
115 120 125 

He Leu He Asn Thr Phe Ser Leu Ala Phe Tyr Ser Phe His His Pro 
130 135 140 

Tyr Cys Asn Tyr Tyr Gly Asn Ser Asn Asn Cys His Gly Thr Met Ser 

145 150 155 160 

lie Leu Met Gly Leu Asp Gly Met Val Leu Leu Leu Ser Val Leu Glu 
165 170 175 

Phe Arg He Ala Val Ser Leu Ser Ala Phe Gly Cys Lys Val Leu Cys 
180 185 190 

Cys Thr Pro Gly Gly Val Val Leu He Leu Pro Ser His Ser His Met 
195 200 205 

Ala Glu Thr Ala Ser Pro Thr Pro Leu Asn Glu Val 
210 215 220 



208 



<210> 104 
<211> 434 
<212> PRT 
<213> Mus musculus 

<400> 104 

Met Ala Val Phe Pro Trp His Ser Arg Asn Arg Asn Tyr Lys Ala Glu 
15 10 15 

Leu Ala Ser Cys Arg Leu Glu Thr Val Pro Leu Glu Cys Gly Asp Tyr 
20 25 30 

His Pro Leu Lys Pro lie Thr Val Thr Glu Ser Lys Thr Lys Lys Val 
35 40 45 

Ser Arg T.ys Gly Ser Thr Ser Ser Thr Scr Ser Ser Ser Ser Ser Sej. 
50 55 60 

Val lie Asp Pro Leu Ser Ser Val Leu Asp Gly Thr Asp Pro Leu Ser 
65 70 75 80 

Met Phe Ala Ala Thr Ser Asp Pro Ala Ala Thr Gly Thr Val Thr Asp 
85 90 95 

Ser Ser Arg Lys Lys Arg Asp Lys Asp Glu Asn Ser Phe Val Gly Pro 
100 105 110 

Asp Phe Glu Pro Trp Ala Asn Lys Arg Val Glu lie Leu Ala Arg Tyr 
115 120 125 

Thr Thr Thr Glu Lys Leu Ser lie Asn Leu Phe Met Gly Ser Glu Lys 
130 135 140 

Gly Arg Gly Gly Ala Ala Ala Ser Ala Met Ser Glu Lys Val Arg Thr 
145 150 155 160 

Arg Leu Glu Glu Leu Asp Asp Phe Glu Glu Gly Ser Gin Lys Glu Leu 
165 170 175 

Leu Asn Leu Thr Gin Gin Asp Tyr Val Asn Arg lie Glu Glu Leu Asn 
180 185 190 

Gin Ser Leu Lys Asp Ala Trp Ala Ser Asp Gin Lys Val Lys Ala Leu 
195 200 205 

Lys lie Val lie Gin Cys Ser Lys Leu Leu Ser Asp Thr Ser Val lie 
210 215 220 

Gin Phe Tyr Pro Ser Lys Phe Val Leu lie Thr Asp lie Leu Asp Thr 
225 230 235 240 

Phe Gly Lys Leu Val Tyr Glu Arg lie Ser Ser Met Cys Val Asp Ser 
245 250 255 



Arg Ser Ala Leu Pro Asp His Phe Ser Pro Glu Asn Val Asn Asp Thr 

209 



260 



265 



270 



Ala Lys Glu Thr Cys Leu Asn Trp Phe Phe Lys lie Ala Ser lie Arg 
275 280 285 

Glu Leu lie Pro Arg Phe Tyr Val Glu Ala Ser lie Leu Lys Cys Asn 
290 295 300 

Lys Phe Leu Ser Lys Thr Gly lie Ser Glu Cys Leu Pro Arg Leu Thr 
305 310 315 320 

Cys Met lie Arg Gly lie Gly Asp Pro Leu Val Ser Val Tyr Ala Arg 
325 330 335 

Ala Tyr Leu Cys Arg Val Gly lie Glu Val Ala Pro His Leu Lys Glu 
340 345 350 

Ser Leu Asn Lys Asn Phe Phe Asp Phe Leu Leu Thr Phe Lys Gin lie 
355 360 365 

His Gly Asp Thr Val Gin Asn Gin Leu Val Ala Gin Gly Val Glu Leu 
370 375 380 

Leu Ser Tyr Leu Pro Leu Tyr Ser Pro Ala Met Gly Trp lie Phe Gin 
385 390 395 400 

Cys Val Ser Tyr His Ala Pro Glu Cys Ala Leu Ser Ser Leu Pro Ser 
405 410 415 



Leu Leu Ser Glu Leu Arg Gly Leu Ser His Leu Trp Arg Cys Ala Glu 
420 425 430 



Ala Val 



<210> 105 
<211> 824 
<212> PRT 
<213> Homo sapiens 

<400> 105 

Met Gly Ser Glu Lys Gly Lys Ala Gly Thr Ala Thr Leu Ala Met Ser 
15 10 15 

Glu Lys Val Arg Thr Arg Leu Glu Glu Leu Asp Asp Phe Glu Glu Gly 
20 25 30 

Ser Gin Lys Glu Leu Leu Asn Leu Thr Gin Gin Asp Tyr Val Asn Arg 
35 40 45 

lie Glu Glu Leu Asn Gin Ser Leu Lys Asp Ala Trp Ala Ser Asp Gin 
50 55 60 

Lys Val Lys Ala Leu Lys lie Val lie Gin Cys Ser Lys Leu Leu Ser 
65 70 75 80 



210 



Asp Thr Ser Val He Gin Phe Tyr Pro Ser Lys Phe Val Leu He Thr 
85 90 95 

Asp He Leu Asp Thr Phe Gly Lys Leu Val Tyr Glu Arg He Phe Ser 
100 105 110 

Met Cys Val Asp Ser Arg Ser Val Leu Pro Asp His Phe Ser Pro Glu 
115 120 125 

Asn Ala Asn Asp Thr Ala Lys Glu Thr Cys Leu Asn Trp Phe Phe Lys 
130 135 140 

He Ala Ser He Arg Glu Leu He Pro Arg Phe Tyr Val Glu Ala Ser 
145 150 155 160 

He Leu Lys Cys Asn Lys Phe Leu Ser Lys Thr Gly He Ser Glu Cys 
165 170 175 

Leu Pro Arg Leu Thr Cys Met He Arg Gly He Gly Asp Pro Leu Val 
180 185 190 

Ser Val Tyr Ala Arg Ala Tyr Leu Cys Arg Val Gly Met Glu Val Ala 
195 200 205 

Pro His Leu Lys Glu Thr Leu Asn Lys Asn Phe Phe Asp Phe Leu Leu 
210 215 220 

Thr Phe Lys Gin He His Gly Asp Thr Val Gin Asn Gin Leu Val Val 
225 230 235 240 

Gin Gly Val Glu Leu Pro Ser Tyr Leu Pro Leu Tyr Pro Pro Ala Met 
245 250 255 

Asp Trp He Phe Gin Cys He Ser Tyr His Ala Pro Glu Ala Leu Leu 
260 265 270 

Thr Glu Met Met Glu Arg Cys Lys Lys Leu Gly Asn Asn Ala Leu Leu 
275 280 285 

Leu Asn Ser Val Met Ser Ala Phe Arg Ala Glu Phe He Ala Thr Arg 
290 295 300 

Ser Met Asp Phe He Gly Met He Lys Glu Cys Asp Glu Ser Gly Phe 
305 310 315 320 

Pro Lys His Leu Leu Phe Arg Ser Leu Gly Leu Asn Leu Ala Leu Ala 
325 330 335 

Asp Pro Pro Glu Ser Asp Arg Leu Gin He Leu Asn Glu Ala Trp Lys 
340 345 350 

Val He Thr Lys Leu Lys Asn Pro Gin Asp Tyr He Asn Cys Ala Glu 
355 360 365 

Val Trp Val Glu Tyr Thr Cys Lys His Phe Thr Lys Arg Glu Val Asn 
370 375 380 



211 



Thr Val Leu Ala Asp Val lie Lys His Met Thr Pro Asp Arg Ala Phe 
385 390 395 400 



Glu Asp Ser Tyr Pro Gin Leu Gin Leu lie lie Lys Lys Val lie Ala 
405 410 415 

His Phe His Asp Phe Ser Val Leu Phe Ser Val Glu Lys Phe Leu Pro 
420 425 430 

Phe Leu Asp Met Phe Gin Lys Glu Ser Val Arg Val Glu Val Cys Lys 
435 440 445 

Cys He Met Asp Ala Phe He Lys His Gin Gin Glu Pro Thr Lys Asp 
450 455 460 

Pro Val He Leu Asn Ala Leu Leu His Val Cys Lys Thr Met His Asp 
465 470 475 480 

ser Vai Asn Ala Leu Thr Leu Glu Asp Glu Lys Arg Met Leu Ser Tyr 
485 490 495 

Leu He Asn Gly Phe He Lys Met Val Ser Phe Gly Arg Asp Phe Glu 
500 505 510 

Gin Gin Leu Ser Phe Tyr Val Glu Ser Arg Ser Met Phe Cys Asn Leu 
515 520 525 

Glu Pro Val Leu Val Gin Leu He His Ser Val Asn Arg Leu Ala Met 
530 535 540 

Glu Thr Arg Lys Val Met Lys Gly Asn His Ser Arg Lys Thr Ala Ala 
545 550 555 560 

Phe Val Arg Ala Cys Val Ala Tyr Cys Phe He Thr He Pro Ser Leu 
565 570 575 

Ala Gly He Phe Thr Arg Leu Asn Leu Tyr Leu His Ser Gly Gin Val 
580 585 590 

Ala Leu Ala Asn Gin Cys Leu Ser Gin Ala Asp Ala Phe Phe Lys Ala 
595 600 605 

Ala He Ser Leu Val Pro Glu Val Pro Lys Met He Asn He Asp Gly 
610 615 620 

Lys Met Arg Pro Ser Glu Ser Phe Leu Leu Glu Phe Leu Cys Asn Phe 
625 630 635 640 

Phe Ser Thr Leu Leu He Val Pro Asp His Pro Glu His Gly Val Leu 
645 650 655 

Phe Leu Val Arg Glu Leu Leu Asn Val He Gin Asp Tyr Thr Trp Glu 
660 665 670 

Asp Asn Ser Asp Glu Lys He Arg He Tyr Thr Cys Val Leu His Leu 
675 680 685 



212 



Leu Ser Ala Met Ser Gin Glu Thr Tyr Leu Tyr His lie Asp Lys Val 
690 695 700 

Asp Ser Asn Asp Ser Leu Tyr Gly Gly Asp Ser Lys Phe Leu Ala Glu 
705 710 715 720 

Asn Asn Lys Leu Cys Glu Thr Val Met Ala Gin He Leu Glu His Leu 

725 730 735 

Lys Thr Leu Ala Lys Asp Glu Ala Leu Lys Arg Gin Ser Ser Leu Gly 
740 745 750 

Leu Ser Phe Phe Asn Ser He Leu Ala His Gly Asp Leu Arg Asn Asn 
755 760 765 

Lys Leu Asn Gin Leu Ser Val Asn Leu Trp His Leu Ala Gin Arg His 
770 775 780 

Gly Cys Ala Asp Thr Arg Thr Met Val Lys Thr Leu Glu Tyr He Lys 
785 790 795 800 

Lys Gin Ser Lys Gin Pro Asp Met Thr His Leu Thr Glu Leu Ala Leu 
805 810 815 

Arg Leu Pro Leu Gin Thr Arg Thr 
820 



<210> 106 
<211> 241 

<212> PRT 

<213> Mus musculus 
<400> 106 

Met Ala Val Phe Pro Trp Asn Tyr Lys Ala Asp Val Ala Ser Cys Arg 
15 10 15 

Leu Glu Thr Val Pro Leu Glu Cys Gly Asp Tyr His Pro Leu Lys Pro 
20 25 30 

He Thr Val Thr Glu Ser Lys Thr Lys Lys Val Ser Arg Lys Gly Ser 
35 40 45 

Thr Ser Ser Thr Ser Ser Ser Ser Ser Ser Ser Val He Asp Pro Leu 
50 55 60 

Ser Ser Val Leu Asp Gly Thr Asp Pro Leu Ser Met Phe Ala Ala Thr 
65 70 75 80 

Ser Asp Pro Ala Ala Thr Gly Thr Val Thr Asp Ser Ser Arg Lys Lys 
85 90 95 

Arg Asp Lys Asp Glu Asn Ser Phe Val Gly Pro Asp Phe Glu Pro Trp 
100 105 110 

Ala Asn Lys Arg Val Glu He Leu Ala Arg Tyr Thr Thr Thr Glu Lys 
115 120 125 

213 



Leu Ser lie Asn Leu Phe Met Gly Ser Glu Lys Gly Arg Gly Gly Ala 
130 135 140 

Ala Ala Ser Ala Met Ser Glu Lys Val Arg Thr Arg Leu Glu Glu Leu 
145 150 155 160 

Asp Asp Phe Glu Glu Gly Ser Gin Lys Glu Leu Leu Asn Leu Thr Gin 
165 170 175 

Gin Asp Tyr Val Asn Arg lie Glu Glu Leu Asn Gin Ser Leu Lys Asp 
180 185 190 

Ala Trp Ala Ser Asp Gin Lys Val Lys Ala Leu Lys lie Val lie Gin 
195 200 205 

Cys Ser Lys Leu Leu Ser Asp Thr Ser Val lie Gin Phe Tyr Pro Ser 
210 215 220 

Lys Phe Val Leu lie Thr Asp lie Leu Asp Thr Phe Gly Asn Val Pro 
225 230 235 240 

Ser 



<210> 107 
<211> 942 
<212> PRT 

<213> Drosophila melanogaster 
<400> 107 

Met Ala Asn Leu Glu Trp Val Cys Val Pro Arg Cys Tyr Glu Val Arg 
15 10 15 

Lys Asn Cys Leu Thr Gly Gin Ala Thr Leu Glu His Pro Leu Lys Gin 
20 25 30 

Arg Thr Val Thr Val Val Asp Ser Asn Pro Leu Ser Arg Ala Leu Glu 
35 40 45 

Gly Thr Asp Pro Leu Ser Gin Phe Ala Arg Gin Asp Asp Glu Leu Asn 
50 55 60 

Asp Pro Leu Ser Gin Met Val Ser Glu Phe Asp Leu Lys Ser Lys Arg 
65 70 75 80 

Arg Glu Arg Asp Arg Thr Glu Pro Glu Asp Asn Thr Leu Gin Trp Ser 
85 90 95 

Ser Arg Arg Leu Gly lie Leu Asn Arg Phe Thr Thr Asn Glu Lys Leu 
100 105 110 

Ser Leu Ser Thr Ser Phe Leu Val Ser Ser Gly Ser Leu Asp Gly Gly 
115 120 125 



Asn Glu Ser lie Lys Ala Gin Thr Val Val Ala Asp Lys Thr Lys Phe 

214 



130 



135 



140 



Arg Leu Glu Gin Leu Asp His Phe Asp Asp Gly Ser Met Arg His Met 
145 150 155 160 

Met Asp Leu Thr Gin Gin Glu Tyr lie Gin Arg Phe Glu Gin Leu Lys 
165 170 175 



Gin Glu Leu lie Gin Ser Trp His 
180 

Lys lie Ala lie Gin Cys Ala Lys 
195 200 

Gin Phe Tyr Pro Ser Gin Tyr Val 
210 215 

Phe Gly Lys Leu Val Tyr Glu Arg 
225 230 

Pro Ala Ala Ser Ala Ala Thr Leu 
245 

Asp Thr Cys Gin Asn Trp Phe Tyr 
260 



Asn Asp Gin Arg Val Lys Ala Leu 
185 190 

Met Leu Ala Asp Thr Thr Val Leu 
205 

Leu lie Thr Asp lie Leu Asp Val 
220 

Leu Arg Ala Lys Ala Ser Gly Asp 
235 240 

Glu Arg Glu Arg Glu Ala Ala Arg 
250 255 

Lys lie Ala Ser lie Arg Glu Leu 
265 270 



Leu Pro Arg Phe Tyr Leu Glu Leu Ser lie Phe Lys Cys Tyr Glu Phe 
275 280 285 

Leu Ser Ser Ser Arg Glu Glu Tyr Glu Arg lie Leu Gin Arg Leu Thr 
290 295 300 

His Gin Leu Arg Gly lie Ala Asp Pro Leu Val Ser Ser Tyr Ala Arg 
305 310 315 320 



Cys Tyr Leu Val Arg Met Gly Val Thr Leu Thr Ser Ser Lys Thr Tyr 
325 330 335 



lie Arg Glu Asn Phe Ala Asp Leu Phe Leu lie Tyr Pro Gin He Phe 
340 345 350 

Arg Phe Val Ala Arg Phe Asn Leu His Pro Glu He Val Thr Ala Ser 
355 360 365 



Ser Tyr Leu Gin Leu Tyr Ala Pro 
370 375 

Leu Val His Lys Ser Glu Leu His 
385 390 

Lys Gin Leu Lys Asn Asn Gly Ala 
405 

Phe Asn Ser Glu Phe He Ala Thr 
420 



Ala Phe Asp Tyr Met Leu Leu Cys 
380 

Thr Gin Asp He Leu Asn Glu Cys 
395 400 

He Leu Met Ser Val Leu Ser Ser 
410 415 

Asn Ala Leu Glu Phe He Ala Leu 
425 430 



He Asn Ala Ser Glu Thr Pro Gly He Ser Lys Ser Gin Leu Leu Arg 

215 



435 



440 



445 



Ser Leu Gly Ser Cys Val Ser Ser Cys Pro Pro Leu Gin Glu Gin Arg 
450 455 460 

Val Thr Phe Leu Lys Ala Ala Phe Glu Thr lie Asn Lys Leu Thr Asp 
465 470 475 480 

Pro Asn Glu Tyr lie Asn Cys Val Glu Thr Tip Ala Val Phe Val Ser 
485 490 495 

Gin Tyr Phe Thr lie His Glu Val Asn Arg Leu Leu Gly Glu Leu Asn 
500 505 510 

Thr Arg Met Cys Leu Gly Lys Ala Tyr Glu Lys His Tyr Ser Gin Leu 
515 520 525 

Gin Asn lie Leu Thr Arg lie Met Gin Asn Tyr Arg Ser lie Glu Leu 

530 535 540 

Leu Leu lie Gin Pro Asn Phe Leu Pro Tyr Leu Asp Leu Phe Gin Lys 
545 550 555 560 

Glu Ser Val Arg Val Glu Val Cys Lys Asn He Leu Ser Phe Tyr Lys 
565 570 575 

Gin Asn Ser Asp Glu Tyr Thr Cys Asp Ala Val Val Thr Asn Ala Leu 
580 585 590 

Met Tyr Leu Gly Lys He Leu Asn Asp Ser Val Asn Ala Leu Ser Val 
595 600 605 

Asp Asp Glu Arg Arg Gin He Ala Gin Leu He Asn Val Phe He His 
610 615 620 

Lys Val His Phe Gly Asn Asp Leu Glu Gin Gin Leu Ser Phe Tyr Val 
625 630 635 640 

Glu Ala Arg Gly Thr Phe Ser Asn Leu Asp Ala Val Tyr Val Thr Leu 
645 650 655 

Val His Ala Ala Cys Lys Leu Ala Thr Arg Asn Arg Ser Lys Ser Thr 
660 665 670 

Gly Phe Val Lys Ala Cys He Ala Tyr Cys Phe He Thr He Pro Ser 
675 680 685 

He Glu Ala Val Gin Gin Gin Met Asn Leu Tyr Leu Leu Cys Gly Gin 
690 695 700 

Leu Ala Leu Gin His Leu Cys Leu Gly Gin Ala Asp Ala Cys Phe Glu 
705 710 715 720 

Ala Ala Leu Gin Leu Val Asn Glu Leu Pro Ala Ala Thr Val Asp Phe 
725 730 735 

Asp Gly Lys Pro Arg Ser Leu Glu Pro Phe Leu Val. Ser Tyr Met Cys 
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740 745 750 

Asn He Leu Ala Thr Leu He Val Val Pro Asp Ser Pro Glu Gin Gly 
755 760 765 

Val Leu Tyr Phe Leu Arg Leu Leu Leu Glu Val Val Gly Arg His Lys 
770 775 780 

Phe Lys Val Asp Ser Ser Ala Pro Ser He He Tyr Leu His Ser Leu 
785 790 795 800 

Asp Met Leu Tyr Val Gin Ser Leu Glu Arg Phe Pro Tyr His He Lys 
805 810 815 

Gly Val Val Ser Asn Asp Asp Leu Tyr Gly His Asp Pro Lys Phe Leu 
820 825 830 



Gin Glu val Asn Asn Met Cys Ala Glii Val Vctl Asp Ala He Leu Leu 
835 840 845 

Gin Leu Lys Ser Leu Gly Val Ala Gin Gin Gin Arg Ser Gin Ala Glu 
850 855 860 

Leu Ala Leu Glu Leu Phe Leu Arg He Val Lys Tyr Ala Asp Leu Glu 
865 870 875 880 

Arg Glu Thr He Ala Gin Leu Ala Val Asn Leu Trp Leu Leu Ala Asn 
885 890 895 

Lys Ala Gin Ser Gin Leu Asp Val Lys Thr Leu Pro Gin Thr Leu Arg 
900 905 910 

Ser Val Glu He He Tyr Lys Gin He Lys Asp Ala Ser Pro He Arg 
915 920 925 

Ala Gin Thr He Ala Lys Leu Leu Leu Arg Val Arg Ser Ser 
930 935 940 



<210> 108 
<211> 826 
<212> PRT 

<213> Drosophila melanogaster 
<400> 108 

Met Ala Asp Ala Tyr Cys Leu Thr Asn Phe He Asp Phe Ser Leu Ser 
15 10 15 

Leu Ser Leu Pro Leu Lys His His Asn Arg He Lys Tyr Thr Cys Phe 
20 25 30 

Asp He Ser Asp Ser Tyr He He Phe Gly Ala Ser Ser Gly Ser Leu 
35 40 45 

Tyr Leu Phe Asn Arg Asn Gly Lys Phe Leu Leu Leu He Pro Asn Lys 
50 55 60 
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His Gly Ala lie Thr Ser Leu Ser lie Ser Ala Asn Ser Lys Tyr Val 
65 70 75 80 



Ala Phe Ala Thr Gin Arg Ser Leu lie Cys Val Tyr Ala Val Asn Leu 
85 90 95 

Ser Ala Gin Ala Thr Pro Gin Val He Phe Thr His Leu Asp Gin Ser 
100 105 110 

Val Gin Val Thr Cys He His Trp Thr Gin Asp Glu Lys Gin Phe Tyr 
115 120 125 

Tyr Gly Asp Ser Arg Gly Gin Val Ser Leu Val Leu Leu Ser Ser Phe 
130 135 140 

He Gly His Ser Leu Leu Phe Asn Met Thr Val His Pro Leu Leu Tyr 
145 150 155 160 

Leu Asp Ser Pro He Val Gin He Asp Asp Phe Glu Tyr Leu Leu Leu 
165 170 175 

Val Ser Asn Cys Thr Lys Cys He Leu Cys Asn Thr Glu Tyr Glu Asp 
180 185 190 

Tyr Lys Gin He Gly Asn Arg Pro Arg Asp Gly Ala Phe Gly Ala Cys 
195 200 205 

Phe Phe Val Ser Pro Gin Glu Ser Leu Gin Pro Ser Arg He Tyr Cys 
210 215 220 

Ala Arg Pro Gly Ser Arg Val Trp Glu Val Asp Phe Glu Gly Glu Val 
225 230 235 240 

He Gin Thr His Gin Phe Lys Thr Ala Leu Ala Thr Ala Pro Ala Arg 
245 250 255 

He Gin Arg Pro Gly Ser Gly Thr Asp Glu Leu Asp Ala Asn Ala Glu 
260 265 270 

Leu Leu Asp Tyr Gin Pro Gin Asn Leu Gin Phe Ala Lys Val Gin Arg 
275 280 285 

Leu Asn Asp Asp Phe Leu Leu Ala Phe Thr Glu Leu Gly Leu Tyr He 
290 295 300 

Phe Asp He Arg Arg Ser Ala Val Val Leu Trp Ser Asn Gin Phe Glu 
305 310 315 320 

Arg He Ala Asp Cys Arg Ser Ser Gly Ser Glu He Phe Val Phe Thr 
325 330 335 

Gin Ser Gly Ala Leu Tyr Ser Val Gin Leu Gin Thr Leu Gin Ser His 
340 345 350 

Ala Val Ser Leu He Gin Gin Ser Lys Leu Leu Pro Cys Ala Asn Leu 
355 360 365 
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Leu Arg Gin His Val Arg Tyr Phe Ala Asp Lys Ala Arg Glu Asp Tyr 
370 375 380 

Glu Leu Lys Gin Leu Asn Pro Leu Lys Gin Leu Leu lie Glu Arg Gin 
385 390 395 400 

Glu Tyr Glu Leu Leu Asn Asp lie Ser Val He Phe Asp Ala He Thr 
405 410 415 

Gin Cys Thr Gly Ser Ala Leu Asp Thr His Ser Ser Gly Gly Ser Ser 
420 425 430 

Ala Thr Thr Glu Arg Ser Leu Ser Gly Gly Ser Ser Ser Arg Ala Pro 
435 440 445 

Pro Lys Gly Val Tyr Val Leu Glu Asn Ala Phe Cys Asp Asn Leu Lys 
450 455 460 

Gin Pro Leu Lys Thr Gly His Phe Lys Asp Ala Leu Leu Thr Val Thr 
465 470 475 480 

Gly Lys Phe Gly Lys Asn He He Lys Tyr Lys Phe Asn He Phe Ala 
485 490 495 

Glu Glu Gin Gin Gin Leu Val Arg Glu Leu He Pro Ala Ser Glu Arg 
500 505 510 

Ser Leu Pro Phe Lys Asp He Lys Ala Arg Tyr Glu Ser Gly Ser Glu 
515 520 525 

Asp Gin Glu Glu Glu He Val Arg Arg Cys Lys Lys Pro Ala Pro Gin 
530 535 540 

Val Pro His He Ser Pro Glu Glu Lys Thr Leu Tyr Asn Leu Tyr Leu 
545 550 555 560 

He Ala Lys Ser Ala Lys Phe Ser Arg Thr Gin Cys Val Asp Arg Tyr 
565 570 575 

Arg Ala Val Phe Asp Glu Tyr Ala Ala Gly Glu Leu Val Asn Leu Leu 
580 585 590 

Glu Lys Leu Ala Gin Val Met Val Glu His Gly Asp Thr Pro Asp Gin 
595 600 605 

Ala Gin Arg Asn Cys Tyr Glu Met Tyr Phe Asp Tyr Leu Asp Pro Glu 
610 615 620 

Met He Trp Glu Val Asp Asp Ala Thr Arg Asp His He Ala Ala Gly 
625 630 635 640 

Phe Val Leu Leu Asn Thr Ser Gin Asn Ala Glu He Val Lys Cys Glu 
645 650 655 



His Cys Ser Phe Pro Leu Arg Phe Asp Thr Ser Cys Gin Tyr His Glu 
660 665 670 
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Leu Gly Ala Val Leu Leu Arg Tyr Phe Trp Ser Arg Gly Glu Gin Leu 
675 680 685 



Lys Cys Phe Asp Val Val Gin Ser Val Pro Ala Leu Leu Asp Val Leu 
690 695 700 

Ala Lys Phe Tyr Leu Ala Glu Gin Asn Leu Thr Lys Val Val Ala He 
705 710 715 720 

Val Leu Asn Tyr Gly Leu Pro Glu Leu Leu Ala Asp Val Gly Lys Gin 
725 730 735 

Leu Ser Val Ser Ala Trp Gly Arg Cys Phe Glu Gin Phe Val Glu Leu 
740 745 750 

Gin Arg Gly Gly Arg Leu Val Cys Ala Asn Cys Glu Cys He Ser Gly 
755 760 765 

Val Glu Gin Glu Gin Leu Gly Arg His Phe Phe Tyr Asn Trp Asn Cys 
770 775 780 

Phe Leu Asn He Ala Leu Asp His Met Ser Ala Gly Asp Thr Leu Ala 
785 790 795 800 

Leu He Phe Lys Trp Ser Ser Tyr He Pro Asn Asp Ala He Asp Arg 
805 810 815 



Glu Phe Tyr Ser Arg Cys Leu Leu Lys Gly 
820 825 



<210> 109 

<211> 30 

<212> PRT 

<213> Homo sapiens 

<400> 109 

Glu Arg Ser Leu Trp Gly Ser Trp Leu Pro Cys Lys Ser Thr Thr Ala 
15 10 15 

Leu Arg Pro Pro Cys Cys Glu Glu Ala Gin Ala Thr His Val 
20 25 30 



<210> 110 
<211> 442 
<212> PRT 

<213> Homo sapiens 
<400> 110 

Met Ala Ser Val Val Leu Pro Ser Gly Ser Gin Cys Ala Ala Ala Ala 
15 10 15 

Ala Ala Ala Ala Pro Pro Gly Leu Arg Leu Arg Leu Leu Leu Leu Leu 
20 25 30 

Phe Ser Ala Ala Ala Leu He Pro Thr Gly Asp Gly Gin Asn Leu Phe 
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35 



40 



45 



Thr Lys Asp Val Thr Val lie Glu Gly Glu Val Ala Thr lie Ser Cys 
50 55 60 

Gin Val Asn Lys Ser Asp Asp Ser Val lie Gin Leu Leu Asn Pro Asn 
65 70 75 80 

Arg Gin Thr lie Tyr Phe Arg Asp Phe Arg Pro Leu Lys Asp Ser Arg 
85 90 95 

Phe Gin Leu Leu Asn Phe Ser Ser Ser Glu Leu Lys Val Ser Leu Thr 
100 105 110 

Asn Val Ser lie Ser Asp Glu Gly Arg Tyr Phe Cys Gin Leu Tyr Thr 

115 120 125 

Asp Pro Pro Gin Glu Ser Tyr Thr Thr lie Thr Val Leu Val Pro Pro 
130 135 140 

Arg Asn Leu Met lie Asp lie Gin Arg Asp Thr Ala Val Glu Gly Glu 
145 150 155 160 

Glu lie Glu Val Asn Cys Thr Ala Met Ala Ser Lys Pro Ala Thr Thr 
165 170 175 

He Arg Trp Phe Lys Gly Asn Thr Glu Leu Lys Gly Lys Ser Glu Val 
180 185 190 

Glu Glu Trp Ser Asp Met Tyr Thr Val Thr Ser Gin Leu Met Leu Lys 
195 200 205 

Val His Lys Glu Asp Asp Gly Val Pro Val He Cys Gin Val Glu His 
210 215 220 

Pro Ala Val Thr Gly Asn Leu Gin Thr Gin Arg Tyr Leu Glu Val Gin 
225 230 235 240 

Tyr Lys Pro Gin Val His He Gin Met Thr Tyr Pro Leu Gin Gly Leu 
245 250 255 

Thr Arg Glu Gly Asp Ala Leu Glu Leu Thr Cys Glu Ala He Gly Lys 
260 265 270 

Pro Gin Pro Val Met Val Thr Trp Val Arg Val Asp Asp Glu Met Pro 
275 280 285 

Gin His Ala Val Leu Ser Gly Pro Asn Leu Phe He Asn Asn Leu Asn 
290 295 300 

Lys Thr Asp Asn Gly Thr Tyr Arg Cys Glu Ala Ser Asn He Val Gly 
305 310 315 320 

Lys Ala His Ser Asp Tyr Met Leu Tyr Val Tyr Asp Pro Pro Thr Thr 
325 330 335 

He Pro Pro Pro Thr Thr Thr Thr Thr Thr Thr Thr Thr Thr Thr Thr 
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340 



345 



350 



Thr He Leu Thr He He Thr Asp Ser Arg Ala Gly Glu Glu Gly Ser 
355 360 365 

He Arg Ala Val Asp His Ala Val He Gly Gly Val Val Ala Val Val 
370 375 380 

Val Phe Ala Met Leu Cys Leu Leu He He Leu Gly Arg Tyr Phe Ala 
385 390 395 400 

Arg His Lys Gly Thr Tyr Phe Thr His Glu Ala Lys Gly Ala Asp Asp 
405 410 415 

Ala Ala Asp Ala Asp Thr Ala He He Asn Ala Glu Gly Gly Gin Asn 



<210> 111 
<211> 442 
<212> PRT 

<213> Homo sapiens 
<400> 111 

Met Ala Ser Val Val Leu Pro Ser Gly Ser Gin Cys Ala Ala Ala Ala 
15 10 15 

Ala Ala Ala Ala Pro Pro Gly Leu Arg Leu Arg Leu Leu Leu Leu Leu 
20 25 30 

Phe Ser Ala Ala Ala Leu He Pro Thr Gly Asp Gly Gin Asn Leu Phe 
35 40 45 

Thr Lys Asp Val Thr Val He Glu Gly Glu Val Ala Thr He Ser Cys 
50 55 60 

Gin Val Asn Lys Ser Asp Asp Ser Val He Gin Leu Leu Asn Pro Asn 
65 70 75 80 

Arg Gin Thr He Tyr Phe Arg Asp Phe Arg Pro Leu Lys Asp Ser Arg 
85 90 95 

Phe Gin Leu Leu Asn Phe Ser Ser Ser Glu Leu Lys Val Ser Leu Thr 
100 105 110 

Asn Val Ser He Ser Asp Glu Gly Arg Tyr Phe Cys Gin Leu Tyr Thr 
115 120 125 

Asp Pro Pro Gin Glu Ser Tyr Thr Thr He Thr Val Leu Val Pro Pro 
130 135 140 

Arg Asn Leu Met He Asp He Gin Lys Asp Thr Ala Val Glu Gly Glu 



420 



425 



430 




145 



150 



155 



160 
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Glu He Glu Val Asn Cys Thr Ala Met Ala Ser Lys Pro Ala Thr Thr 
165 170 175 

He Arg Trp Phe Lys Gly Asn Thr Glu Leu Lys Gly Lys Ser Glu Val 
180 185 190 

Glu Glu Trp Ser Asp Met Tyr Thr Val Thr Ser Gin Leu Met Leu Lys 
195 200 205 

Val His Lys Glu Asp Asp Gly Val Pro Val He Cys Gin Val Glu His 
210 215 220 

Pro Ala Val Thr Gly Asn Leu Gin Thr Gin Arg Tyr Leu Glu Val Gin 
225 230 235 240 

Tyr Lys Pro Gin Val His He Gin Met Thr Tyr Pro Leu Gin Gly Leu 
245 250 255 

Thr Arg Glu Gly Asp Ala Leu Glu Leu Thr Cys Glu Ala He Gly Lys 
260 265 270 

Pro Gin Pro Val Met Val Thr Trp Val Arg Val Asp Asp Glu Met Pro 
275 280 285 

Gin His Ala Val Leu Ser Gly Pro Asn Leu Phe He Asn Asn Leu Asn 
290 295 300 

Lys Thr Asp Asn Gly Thr Tyr Arg Cys Glu Ala Ser Asn He Val Gly 
305 310 315 320 

Lys Ala His Ser Asp Tyr Met Leu Tyr Val Tyr Asp Pro Pro Thr Thr 
325 330 335 

He Pro Pro Pro Thr Thr Thr Thr Thr Thr Thr Thr Thr Thr Thr Thr 
340 345 350 

Thr He Leu Thr He He Thr Asp Ser Arg Ala Gly Glu Glu Gly Ser 
355 360 365 

He Arg Ala Val Asp His Ala Val He Gly Gly Val Val Ala Val Val 
370 375 380 

Val Phe Ala Met Leu Cys Leu Leu He He Leu Gly Arg Tyr Phe Ala 
385 390 395 400 

Arg His Lys Gly Thr Tyr Phe Thr His Glu Ala Lys Gly Ala Asp Asp 
405 410 415 

Ala Ala Asp Ala Asp Thr Ala He He Asn Ala Glu Gly Gly Gin Asn 
420 '425 430 



Asn Ser Glu Glu Lys Lys Glu Tyr Phe He 
435 440 



<210> 112 
<211> 445 
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<212> PRT 

<213> Mus musculus 



<400> 112 

Met Ala Ser Ala Val Leu Pro Ser Gly Ser Gin Cys Ala Ala Ala Ala 
15 10 15 

Ala Val Ala Ala Ala Ala Ala Pro Pro Gly Leu Arg Leu Arg Leu Leu 
20 25 30 

Leu Leu Leu Leu Ser Ala Ala Ala Leu lie Pro Thr Gly Asp Gly Gin 
35 40 45 

Asn Leu Phe Thr Lys Asp Val Thr Val lie Glu Gly Glu Val Ala Thr 
50 55 60 

lie Ser Cys Gin Val Asn Lys Ser Asp Asp Ser Val lie Gin Leu Leu 
65 70 75 80 

Asn Pro Asn Arg Gin Thr lie Tyr Phe Arg Asp Phe Arg Pro Leu Lys 
85 90 95 

Asp Ser Arg Phe Gin Leu Leu Asn Phe Ser Ser Ser Glu Leu Lys Val 
100 105 110 

Ser Leu Thr Asn Val Ser lie Ser Asp Glu Gly Arg Tyr Phe Cys Gin 
115 120 125 

Leu Tyr Thr Asp Pro Pro Gin Glu Ser Tyr Thr Thr lie Thr Val Leu 
130 135 140 

Val Pro Pro Arg Asn Leu Met lie Asp lie Gin Lys Asp Thr Ala Val 
145 150 155 160 

Glu Gly Glu Glu lie Glu Val Asn Cys Thr Ala Met Ala Ser Lys Pro 
165 170 175 

Ala Thr Thr lie Arg Trp Phe Lys Gly Asn Lys Glu Leu Lys Gly Lys 
180 185 190 

Ser Glu Val Glu Glu Trp Ser Asp Met Tyr Thr Val Thr Ser Gin Leu 
195 200 205 

Met Leu Lys Val His Lys Glu Asp Asp Gly Val Pro Val lie Cys Gin 
210 215 220 

Val Glu His Pro Ala Val Thr Gly Asn Leu Gin Thr Gin Arg Tyr Leu 
225 230 235 240 

Glu Val Gin Tyr Lys Pro Gin Val His lie Gin Met Thr Tyr Pro Leu 
245 250 255 

Gin Gly Leu Thr Arg Glu Gly Asp Ala Phe Glu Leu Thr Cys Glu Ala 
260 265 270 



lie Gly Lys Pro Gin Pro Val Met Val Thr Trp Val Arg Val Asp Asp 
275 280 285 
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Glu Met Pro Gin His Ala Val Leu Ser Gly Pro Asn Leu Phe lie Asn 
290 295 300 



Asn Leu Asn Lys Thr Asp Asn Gly Thr Tyr Arg Cys Glu Ala Ser Asn 
305 310 315 320 

lie Val Gly Lys Ala His Ser Asp Tyr Met Leu Tyr Val Tyr Asp Pro 
325 330 335 

Pro Thr Thr He Pro Pro Pro Thr Thr Thr Thr Thr Thr Thr Thr Thr 
340 345 350 

Thr Thr Thr Thr He Leu Thr He He Thr Asp Ser Arg Ala Gly Glu 
355 360 365 

Glu Gly Thr He Gly Ala Val Asp His Ala Val He Gly Gly Val Val 
370 375 380 

Ala Val Val Val Phe Ala Met Leu Cys Leu Leu He He Leu Gly Arg 
385 390 395 400 

Tyr Phe Ala Arg His Lys Gly Thr Tyr Phe Thr His Glu Ala Lys Gly 
405 410 415 

Ala Asp Asp Ala Ala Asp Ala Asp Thr Ala He He Asn Ala Glu Gly 
420 425 430 

Gly Gin Asn Asn Ser Glu Glu Lys Lys Glu Tyr Phe He 
435 440 445 



<210> 113 
<211> 494 
<212> PRT 

<213> Mus musculus 
<400> 113 

Cys His Asp Trp Ser Leu Leu Thr Pro Pro Pro Ala His Leu He Ser 
15 10 15 

He Ser Leu Ala Val Arg Ser Gly Ser Gly Gly Ser His Arg Arg Gin 
20 25 30 

Ser Glu Ala Gly Ala Arg His Gly Glu Cys Cys Ala Ala Glu Arg He 
35 40 45 

Pro Val Cys Gly Gly Thr Ala Val Ala Ala Ala Ala Ala Pro Pro Gly 
50 55 60 

Leu Arg Leu Arg Leu Leu Leu Leu Leu Leu Ser Ala Ala Ala Leu He 
65 70 75 80 

Pro Thr Gly Asp Gly Gin Asn Leu Phe Thr Lys Asp Val Thr Val He 
85 90 95 

Glu Gly Glu Val Ala Thr He Ser Cys Gin Val Asn Lys Ser Asp Asp 

225 



100 



105 



110 



Ser Val lie Gin Leu Leu Asn Pro Asn Arg Gin Thr lie Tyr Phe Arg 
115 120 125 

Asp Phe Arg Pro Leu Lys Asp Ser Arg Phe Gin Leu Leu Asn Phe Ser 
130 135 140 

Ser Ser Glu Leu Lys Val Ser Leu Thr Asn Val Ser lie Ser Asp Glu 
145 150 155 160 

Gly Arg Tyr Phe Cys Gin Leu Tyr Thr Asp Pro Pro Gin Glu Ser Tyr 
165 170 175 

Thr Thr lie Thr Val Leu Val Pro Pro Arg Asn Leu Met lie Asp lie 
180 185 190 

Gin Lys Asp Thr Ala Val Glu Gly Glu Glu lie Glu Val Asn Cys Thr 
195 200 205 

Ala Met Ala Ser Lys Pro Ala Thr Thr lie Arg Trp Phe Lys Gly Asn 
210 215 220 

Lys Glu Leu Lys Gly Lys Ser Glu Val Glu Glu Trp Ser Asp Met Tyr 
225 230 235 240 

Thr Val Thr Ser Gin Leu Met Leu Lys Val His Lys Glu Asp Asp Gly 
245 250 255 

Val Pro Val He Cys Gin Val Glu His Pro Ala Val Thr Gly Asn Leu 
260 265 270 

Gin Thr Gin Arg Tyr Leu Glu Val Gin Tyr Lys Pro Gin Val His He 
275 280 285 

Gin Met Thr Tyr Pro Leu Gin Gly Leu Thr Arg Glu Gly Asp Ala Phe 
290 295 300 

Glu Leu Thr Cys Glu Ala He Gly Lys Pro Gin Pro Val Met Val Thr 
305 310 315 320 

Trp Val Arg Val Asp Asp Glu Met Pro Gin His Ala Val Leu Ser Gly 
325 330 335 

Pro Asn Leu Phe He Asn Asn Leu Asn Lys Thr Asp Asn Gly Thr Tyr 
340 345 350 

Arg Cys Glu Ala Ser Asn He Val Gly Lys Ala His Ser Asp Tyr Met 
355 360 365 

Leu Tyr Val Tyr Asp Pro Pro Thr Thr He Pro Pro Pro Thr Thr Thr 
370 375 380 

Thr Thr Thr Thr Thr Thr Thr Thr Thr Thr He Leu Thr He He Thr 
385 390 395 400 



Asp Thr Thr Ala Thr Thr Glu Pro Ala Val His Asp Ser Arg Ala Gly 
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405 410 415 

Glu Glu Gly Thr He Gly Ala Val Asp His Ala Val He Gly Gly Val 
420 425 430 

Val Ala Val Val Val Phe Ala Met Leu Cys Leu Leu He He Leu Gly 
435 440 445 

Arg Tyr Phe Ala Arg His Lys Gly Thr Tyr Phe Thr His Glu Ala Lys 
450 455 460 

Gly Ala Asn Asp Ala Ala Asp Ala Asp Thr Ala He He Asn Ala Glu 
465 470 475 480 

Gly Gly Gin Asn Asn Ser Glu Glu Lys Lys Glu Tyr Phe He 
485 490 



<210> 114 

<211> 63 

<212> PRT 

<213> Homo sapiens 

<400> 114 

Leu Glu Gly Glu Ser Val Thr Leu Thr Cys Pro Ala Ser Gly Asp Pro 
15 10 15 

Val Pro Asn He Thr Trp Leu Lys Asp Gly Lys Pro Leu Pro Glu Ser 
20 25 30 

Arg Val Val Ala Ser Gly Ser Thr Leu Thr He Lys Asn Val Ser Leu 
35 40 45 

Glu Asp Ser Gly Leu Tyr Thr Cys Val Ala Arg Asn Ser Val Gly 
50 55 60 



<210> 115 

<211> 63 

<212> PRT 

<213> Homo sapiens 

<400> 115 

Leu Glu Gly Glu Ser Val Thr Leu Thr Cys Pro Ala Ser Gly Asp Pro 
15 10 15 

Val Pro Asn He Thr Trp Leu Lys Asp Gly Lys Pro Leu Pro Glu Ser 
20 25 30 

Arg Val Val Ala Ser Gly Ser Thr Leu Thr He Lys Asn Val Ser Leu 
35 40 45 

Glu Asp Ser Gly Leu Tyr Thr Cys Val Ala Arg Asn Ser Val Gly 
50 55 60 



<210> 116 
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<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 116 

Pro Pro Ser Val Thr Val Lys Glu Gly Glu Ser Val Thr Leu Ser Cys 
15 10 15 

Glu Ala Ser Gly Asn Pro Pro Pro Thr Val Thr Trp Tyr Lys Gin Gly 
20 25 30 

Gly Lys Leu Leu Ala Glu Ser Gly Arg Phe Ser Val Ser Arg Ser Gly 
35 40 45 

Gly Asn Ser Thr Leu Thr lie Ser Asn Val Thr Pro Glu Asp Ser Gly 
50 55 60 

Thr Tyr Thr Cys Ala Ala Thr Asn Ser Ser Gly Ser Ala Ser Ser Gly 
65 70 75 80 

Thr Thr Leu Thr Val Leu 
85 



<210> 117 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 117 

Pro Pro Ser Val Thr Val Lys Glu Gly Glu Ser Val Thr Leu Ser Cys 
15 10 15 

Glu Ala Ser Gly Asn Pro Pro Pro Thr Val Thr Trp Tyr Lys Gin Gly 
20 25 30 

Gly Lys Leu Leu Ala Glu Ser Gly Arg Phe Ser Val Ser Arg Ser Gly 
35 40 45 

Gly Asn Ser Thr Leu Thr lie Ser Asn Val Thr Pro Glu Asp Ser Gly 
50 55 60 

Thr Tyr Thr Cys Ala Ala Thr Asn Ser Ser Gly Ser Ala Ser Ser Gly 
65 70 75 80 

Thr Thr Leu Thr Val Leu 
85 



<210> 118 
<211> 86 

<212> PRT 

<213> Homo sapiens 
<400> 118 

Pro Pro Ser Val Thr Val Lys Glu Gly Glu Ser Val Thr Leu Ser Cys 
15 10 15 
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Glu Ala Ser Gly Asn Pro Pro Pro Thr Val Thr Trp Tyr Lys Gin Gly 
20 25 30 

Gly Lys Leu Leu Ala Glu Ser Gly Arg Phe Ser Val Ser Arg Ser Gly 
35 40 45 

Gly Asn Ser Thr Leu Thr He Ser Asn Val Thr Pro Glu Asp Ser Gly 
50 55 60 

Thr Tyr Thr Cys Ala Ala Thr Asn Ser Ser Gly Ser Ala Ser Ser Gly 
65 70 75 80 

Thr Thr Leu Thr Val Leu 
85 



<210> .119 

<211> 68 

<212> PRT 

<213> Homo sapiens 

<400> 119 

Gly Glu Ser Val Thr Leu Thr Cys Ser Val Ser Gly Tyr Pro Pro Asp 
^5 10 15 

Pro Thr Val Thr Trp Leu Arg Asp Gly Lys Glu He Glu Leu Leu Gly 
20 25 30 

Ser Ser Glu Ser Arg Val Ser Ser Gly Gly Arg Phe Ser He Ser Ser 
35 40 45 

Leu Ser Leu Thr He Ser Ser Val Thr Pro Glu Asp Ser Gly Thr Tyr 
50 55 60 

Thr Cys Val Val 
65 



<210> 120 

<211> 68 

<212> PRT 

<213> Homo sapiens 

<400> 120 

Gly Glu Ser Val Thr Leu Thr Cys Ser Val Ser Gly Tyr Pro Pro Asp 
15 10 15 

Pro Thr Val Thr Trp Leu Arg Asp Gly Lys Glu He Glu Leu Leu Gly 
20 25 30 

Ser Ser Glu Ser Arg Val Ser Ser Gly Gly Arg Phe Ser He Ser Ser 
35 40 45 

Leu Ser Leu Thr He Ser Ser Val Thr Pro Glu Asp Ser Gly Thr Tyr 
50 55 60 
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Thr Cys Val Val 
65 



<210> 121 
<211> 19 
<212> PRT 

<213> Homo sapiens 
<400> 121 

Met Tyr Arg Tyr Lys His Arg Asp Glu Gly Ser Tyr His Thr His Glu 
15 10 15 

Pro Lys Gly 



<211> 80 

<212> PRT 

<213> Homo sapiens 

<400> 122 

Ser Val Thr Leu Ser Cys Lys Ala Ser Gly Phe Thr Phe Ser Ser Tyr 
15 10 15 

Tyr Val Ser Trp Val Arg Gin Pro Pro Gly Lys Gly Leu Glu Trp Leu 
20 25 30 

Gly Tyr He Gly Ser Asp Val Ser Tyr Ser Glu Ala Ser Tyr Lys Gly 
35 40 45 

Arg Val Thr He Ser Lys Asp Asn Ser Lys Asn Asp Val Ser Leu Thr 
50 55 60 

He Ser Asn Leu Arg Val Glu Asp Thr Gly Thr 'lyr Tyr Cys Ala Val 
^5 70 75 80 



<210> 123 

<211> 523 

<212> PRT 

<213> Homo sapiens 

<400> 123 

Met Ser Arg Gin Phe Thr Cys Lys 
1 5 

Phe Ser Gly Cys Ser Ala Val Leu 
20 

Arg Ala Gly Ser Lys Gly Leu Ser 
35 40 



Ser Gly Ala Ala Ala Lys Gly Gly 
10 15 

Ser Gly Gly Ser Ser Ser Ser Phe 
25 30 

Gly Gly Phe Gly Ser Arg Ser Leu 
45 
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Tyr Ser Leu Gly Gly Val Arg Ser Leu Asn Val Ala Ser Gly Ser Gly 
50 55 60 



Lys Ser Gly Gly Tyr Gly Phe Gly Arg Gly Arg Ala Ser Gly Phe Ala 
65 70 75 80 

Gly Ser Met Phe Gly Ser Val Ala Leu Gly Pro Val Cys Pro Thr Val 
85 90 95 

Cys Pro Pro Gly Gly lie His Gin Val Thr Val Asn Glu Ser Leu Leu 
100 105 110 

Ala Pro Leu Asn Val Glu Leu Asp Pro Glu lie Gin Lys Val Arg Ala 
115 120 125 

Gin Glu Arg Glu Gin lie Lys Ala Leu Asn Asn Lys Phe Ala Ser Phe 
130 135 140 

ile Asp Lys Val Arg Phe Leu Glu Gin Gin Asn Gin Val Leu Glu Thr 
145 150 155 160 

Lys Trp Glu Leu Leu Gin Gin Leu Asp Leu Asn Asn Cys Lys Asn Asn 
165 170 175 

Leu Glu Pro Ile Leu Glu Gly Tyr Ile Ser Asn Leu Arg Lys Gin Leu 
180 185 190 

Glu Thr Leu Ser Gly Asp Arg Val Arg Leu Asp Ser Glu Leu Arg Asn 
195 200 205 

Val Arg Asp Val Val Glu Asp Tyr Lys Lys Arg Tyr Glu Glu Glu Ile 
210 215 220 

Asn Lys Arg Thr Ala Ala Glu Asn Glu Phe Val Leu Leu Lys Lys Asp 
225 230 235 240 

Val Asp Ala Ala Tyr Ala Asn Lys Val Glu Leu Gin Ala Lys Val Glu 
245 250 255 

Ser Met Asp Gin Glu Ile Lys Phe Phe Arg Cys Leu Phe Glu Ala Glu 
260 265 270 

Ile Thr Gin Ile Gin Ser His lie Ser Asp Met Ser Val lie Leu Ser 
275 280 285 

Met Asp Asn Asn Arg Asn Leu Asp Leu Asp Ser lie lie Asp Glu Val 
290 295 300 

Arg Thr Gin Tyr Glu Glu lie Ala Leu Lys Ser Lys Ala Glu Ala Glu 
305 310 315 320 

Ala Leu Tyr Gin Thr Lys Phe Gin Glu Leu Gin Leu Ala Ala Gly Arg 

325 330 335 



His Gly Asp Asp Leu Lys Asn Thr Lys Asn Glu lie Ser Glu Leu Thr 
340 345 350 
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Arg Leu lie Gin Arg lie Arg Ser Glu He Glu Asn Val Lys Lys Gin 
355 360 365 



Ala Ser Asn Leu Glu Thr Ala He Ala Asp Ala Glu Gin Arg Gly Asp 
370 375 380 

Asn Ala Leu Lys Asp Ala Arg Ala Lys Leu Asp Glu Leu Glu Gly Ala 
385 390 395 400 

Leu His Gin Ala Lys Glu Glu Leu Ala Arg Met Leu Arg Glu Tyr Gin 
405 410 415 

Glu Leu Met Ser Leu Lys Leu Ala Leu Asp Met Glu He Ala Thr Tyr 
420 425 430 

Arg Lys Leu Leu Glu Ser Glu Glu Cys Arg Met Ser Gly Glu Phe Pro 
435 440 445 

Ser Pro Val Ser He Ser He He Ser Ser Thr Ser Gly Gly Ser Val 
450 455 460 

Tyr Gly Phe Arg Pro Ser Met Val Ser Gly Gly Tyr Val Ala Asn Ser 
465 470 475 480 

Ser Asn Cys He Ser Gly Val Cys Ser Val Arg Gly Gly Glu Gly Arg 
485 490 495 

Ser Arg Gly Ser Ala Asn Asp Tyr Lys Asp Thr Leu Gly Lys Gly Ser 
500 505 510 



Ser Leu Ser Ala Pro Ser Lys Lys Thr Ser Arg 
515 520 



<210> 124 
<211> 441 
<212> PRT 
<213> Homo sapiens 

<400> 124 

Met Phe Gly Ser Val Ala Leu Gly Pro Val Cys Pro Thr Val Cys Pro 
15 10 15 

Pro Gly Gly He His Gin Val Thr Val Asn Glu Ser Leu Leu Ala Pro 
20 25 30 

Leu Asn Val Glu Leu Asp Pro Glu He Gin Lys Val Arg Ala Gin Glu 
35 40 45 

Arg Glu Gin He Lys Ala Leu Asn Asn Lys Phe Ala Ser Phe He Asp 
50 55 60 

Lys Val Arg Phe Leu Glu Gin Gin Asn Gin Val Leu Glu Thr Lys Trp 
65 70 75 80 

Glu Leu Leu Gin Gin Leu Asp Leu Asn Asn Cys Lys Asn Asn Leu Glu 
85 90 95 
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Pro He Leu Glu Gly Tyr He Ser Asn Leu Arg Lys Gin Leu Glu Thr 
100 105 

Leu Ser Gly Asp Arg Val Arg Leu Asp Ser Glu Leu Arg Asn Val Arg 
115 120 125 

Asp Val Val Glu Asp Tyr Lys Lys Arg Tyr Glu Glu Glu He Asn Lvs 
"0 135 140 

Arg Thr Ala Ala Glu Asn Glu Phe Val Leu Leu Lys Lys Asp Val Asp 

150 155 

Ala Ala Tyr Ala Asn Lys Val Glu Leu Gin Ala Lys Val Glu Ser Met 
165 170 175 

Asp Gin Glu He Lys Phe Phe Arg Cys Leu Phe Glu Ala Glu He Thr 
180 185 190 

Gin He Gin Ser His He Ser Asp Met Ser Val He Leu Ser Met Asp 
195 200 205 

Asn Asn Arg Asn Leu Asp Leu Asp Ser He He Asp Glu Val Arg Thr 
210 215 220 

Gin Tyr Glu Glu He Ala Leu Lys Ser Lys Ala Glu Ala Glu Ala Leu 
225 230 235 240 

Tyr Gin Thr Lys Phe Gin Glu Leu Gin Leu Ala Ala Gly Arg His Gly 
245 250 255 

Asp Asp Leu Lys Asn Thr Lys Asn Glu He Ser Glu Leu Thr Arg Leu 
260 265 270 

He Gin Arg He Arg Ser Glu He Glu Asn Val Lys Lys Gin Ala Ser 
275 280 285 

Asn Leu Glu Thr Ala He Ala Asp Ala Glu Gin Arg Gly Asp Asn Ala 
290 295 300 



Leu Lys Asp Ala Arg Ala Lys Leu Asp Glu Leu Glu Gly Ala Leu His 

310 315 320 

Gin Ala Lys Glu Glu Leu Ala Arg Met Leu Arg Glu Tyr Gin Glu Leu 
325 330 335 

Met Ser Leu Lys Leu Ala Leu Asp Met Glu He Ala Thr Tyr Arg Lvs 
340 345 350 

Leu Leu Glu Ser Glu Glu Cys Arg Met Ser Gly Glu Phe Pro Ser Pro 
355 360 365 

Val Ser He Ser He He Ser Ser Thr Ser Gly Gly Ser Val Tyr Glv 
370 375 380 

Phe Arg Pro Ser Met Val Ser Gly Gly Tyr Val Ala Asn Ser Ser Asn 

390 395 400 
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Cys He Ser Gly Val Cys Ser Val Arg Gly Gly Glu Gly Arg Ser Arg 
405 410 415 



Gly Ser Ala Asn Asp Tyr Lys Asp Thr Leu Gly Lys Gly Ser Ser Leu 
420 425 430 

Ser Ala Pro Ser Lys Lys Thr Ser Arg 
435 440 



<210> 125 
<211> 524 
<212> PRT 
<213> Mus musculus 



<400> 125 

Met Ser Arg Gin Phe Thr Cys Lys Ser Gly Ala Ser Asn Arg Gly Phe 
1 5 ^ ^ lb 15 

Ser Gly Cys Ser Ala Val Leu Ser Gly Gly Ser Ser Ser Ser Tyr Arg 
20 25 30 



Ala Gly Gly Lys Gly Leu Ser Gly 
35 40 

Ser Leu Gly Gly Gly Arg Ser He 
50 55 

Gly Lys Asn Gly Gly Phe Gly Phe 
65 70 

Ala Gly Ser He Phe Gly Ser Val 
85 



Gly Phe Gly Ser Arg Ser Leu Tyr 
45 

Thr Leu Asn Met Ala Ser Gly Ser 
60 

Gly Arg Asn Arg Ala Ser Gly Phe 
75 80 

Ala Leu Gly Pro Val Cys Pro Ala 
90 95 



Val Cys Pro Pro Gly Gly He His Gin Val Thr Val Asn Glu Ser Leu 
100 105 110 

Leu Ala Pro Leu Asn Val Glu Leu Asp Pro Glu He Gin Lys Val Arg 
115 120 125 

Ala Gin Glu Arg Glu Gin He Lys Ala Leu Asn Asn Lys Phe Ala Ser 
130 135 140 

Phe He Asp Lys Val Arg Phe Leu Glu Gin Gin Asn Gin Val Leu Gin 
145 150 155 160 



Thr Lys Trp Glu Leu Leu Gin Gin Leu Asp Leu Asn Asn Cys Lys Asn 
165 170 175 

Asn Leu Glu Pro He Leu Glu Gly His He Ser Asn Met Arg Lys Gin 
180 185 190 

Leu Glu Thr Leu Ser Gly Asp Arg Val Arg Leu Asp Ser Glu Leu Arg 
195 200 205 

Asn Val Arg Asp Val Val Glu Asp Tyr Lys Lys Lys Tyr Glu Glu Glu 

234 



210 



215 



220 



lie Asn Arg Arg Thr Ala Ala Glu Asn Glu Phe Val Leu Leu Lys Lys 
225 230 235 240 

Asp Val Asp Ala Ala Tyr Ala Asn Lys Val Glu Leu Gin Ala Lys Val 
245 250 255 

Asp Thr Met Asp Gin Asp lie Lys Phe Phe Lys Cys Leu Phe Glu Ala 
260 265 270 

Glu Met Ala Gin lie Gin Ser His lie Ser Asp Met Ser Val lie Leu 
275 280 285 

Ser Met Asp Asn Asn Arg Asn Leu Asp Leu Asp Ser lie lie Asp Glu 
290 295 300 

Val Arg Ala Gin Tyr Glu Glu He Ala Leu Lys Ser Lys Ala Glu Ala 
305 310 315 320 

Glu Ala Leu Tyr Gin Thr Lys Phe Gin Glu Leu Gin Leu Ala Ala Gly 
325 330 335 

Arg His Gly Asp Asp Leu Lys Asn Thr Lys Asn Glu He Thr Glu Leu 
340 345 350 

Thr Arg Phe lie Gin Arg Leu Arg Ser Glu He Glu Asn Ala Lys Lys 
355 360 365 

Gin Ala Ser Asn Leu Glu Thr Ala He Ala Asp Ala Glu Gin Arg Gly 
370 375 380 

Asp Ser Ala Leu Lys Asp Ala Arg Ala Lys Leu Asp Glu Leu Glu Gly 
385 390 395 400 

Ala Leu His Gin Ala Lys Glu Glu Leu Ala Arg Met Leu Arg Glu Tyr 
405 410 415 

Gin Glu Leu Met Ser Leu Lys Leu Ala Leu Asp Met Glu He Ala Thr 
420 425 430 

Tyr Arg Lys Leu Leu Glu Ser Glu Glu Cys Arg Met Ser Gly Glu Tyr 
435 440 445 

Ser Ser Pro Val Ser He Ser He He Ser Ser Thr Ser Gly Ser Gly 
450 455 460 

Gly Tyr Gly Phe Arg Pro Ser Thr Val Ser Gly Gly Tyr Val Ala Asn 
465 470 475 480 

Ser Thr Ser Cys He Ser Gly Val Cys Ser Val Arg Gly Gly Glu Asn 
485 490 495 

Arg Ser Arg Gly Ser Ala Ser Asp Tyr Lys Asp Thr Leu Thr Lys Gly 
500 505 510 



Ser Ser Leu Ser Thr Pro Ser Lys Lys Gly Gly Arg 

235 



515 



520 



<210> 126 
<211> 336 
<212> PRT 
<213> Homo sapiens 

<400> 126 

Met Phe Gly Ser Val Ala Leu Gly Pro Val Cys Pro Thr Val Cys Pro 
15 10 15 

Pro Gly Gly lie His Gin Val Thr Val Asn Glu Ser Leu Leu Ala Pro 
20 25 30 

Leu Asn Val Glu Leu Asp Pro Glu lie Gin Lys Val Arg Ala Gin Glu 
35 40 45 

Arg Glu Gin lie Lys Ala Leu Asn Asn Lys Phe Ala Ser Phe He Asp 
50 55 60 

Lys Val Arg Phe Leu Glu Gin Gin Asn Gin Val Leu Glu Thr Lys Trp 
65 70 75 80 

Glu Leu Leu Gin Gin Leu Asp Leu Asn Asn Cys Lys Asn Asn Leu Glu 
85 90 95 

Pro He Leu Glu Gly Tyr He Ser Asn Leu Arg Lys Gin Leu Glu Thr 

100 105 110 

Leu Ser Gly Asp Arg Val Arg Leu Asp Ser Glu Leu Arg Asn Val Arg 
115 120 125 

Asp Val Val Glu Asp Tyr Lys Lys Arg Tyr Glu Glu Glu He Asn Lys 
130 135 140 

Arg Thr Ala Ala Glu Asn Glu Phe Val Leu Leu Lys Lys Asp Val Asp 
145 150 155 160 

Ala Ala Tyr Ala Asn Lys Val Glu Leu Gin Ala Lys Val Glu Ser Met 
165 170 175 

Asp Gin Glu He Lys Phe Phe Arg Cys Leu Phe Glu Ala Glu He Thr 
180 185 190 

Gin He Gin Ser His He Ser Asp Met Ser Val He Leu Ser Met Asp 
195 200 205 

Asn Asn Arg Asn Leu Asp Leu Asp Ser He He Asp Glu Val Arg Thr 
210 215 220 

Gin Tyr Glu Glu He Ala Leu Lys Ser Lys Ala Glu Ala Glu Ala Leu 
225 230 235 240 

Tyr Gin Thr Lys Phe Gin Glu Leu Gin Leu Ala Ala Gly Arg His Gly 
245 250 255 



236 



Asp Asp Leu Lys Asn Thr Lys Leu Gly Glu He Pro Pro Cys Thr His 
260 265 270 

Pro He Asn Ser Leu Ala Val Val Pro Gin Leu His His Gin Pro Arg 
275 280 285 

Ser Trp Leu Pro Ala Phe Leu Leu Cys Pro Ala Ser Ser Ala Val Ala 
290 295 300 

Asn Tyr Ser Ala Gly Leu Pro Gly Ser Leu Pro Lys Ala Pro His Thr 

310 315 320 

Leu Gly Pro Ser He Val Pro Ala Tyr Ala Arg Ser Trp Leu Cys Val 
325 330 335 



<210> 127 

<211> 551 

<212> PRT 

<213> Homo sapiens 

<400> 127 

Met Ser Arg Gin Ser Ser He Thr Phe Gin Ser Gly Ser Arg Arg Gly 
15 10 15 

Phe Ser Thr Thr Ser Ala He Thr Pro Ala Ala Gly Arg Ser Arg Phe 
20 25 30 

Ser Ser Val Ser Val Ala Arg Ser Ala Ala Gly Ser Gly Gly Leu Gly 
35 40 45 

Arg He Ser Ser Ala Gly Ala Ser Phe Gly Ser Arg Ser Leu Tyr Asn 
50 55 60 

Leu Gly Gly Ala Lys Arg Val Ser He Asn Gly Cys Gly Ser Ser Cvs 
^5 70 75 80 

Arg Ser Gly Phe Gly Gly Arg Ala Ser Asn Gly Phe Gly Val Asn Ser 
85 90 95 

Gly Phe Gly Tyr Gly Gly Gly Val Gly Gly Gly Phe Ser Gly Pro Ser 
100 105 110 

Phe Pro Val Cys Pro Pro Gly Gly He Gin Glu Val Thr Val Asn Gin 
115 120 125 

Ser Leu Leu Thr Pro Leu His Leu Gin He Asp Pro Thr He Gin Arg 
"0 135 140 

Val Arg Ala Glu Glu Arg Glu Gin He Lys Thr Leu Asn Asn Lys Phe 

150 155 160 

Ala Ser Phe He Asp Lys Val Arg Phe Leu Glu Gin Gin Asn Lys Val 
165 170 175 
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Leu Glu Thr Lys Trp Ala Leu Leu Gin Glu Gin Gly Ser Arg Thr Val 
180 185 190 

Arg Gin Asn Leu Glu Pro Leu Phe Asp Ser Tyr Thr Ser Glu Leu Arg 
195 200 205 

Arg Gin Leu Glu Ser He Thr Thr Glu Arg Gly Arg Leu Glu Ala Glu 
210 215 220 

Leu Arg Asn Met Gin Asp Val Val Glu Asp Phe Lys Val Arg Tyr Glu 
225 230 235 240 

Asp Glu He Asn Lys Arg Thr Ala Ala Glu Asn Glu Phe Val Ala Leu 
245 250 255 

Lys Lys Asp Val Asp Ala Ala Tyr Met Asn Lys Val Glu Leu Glu Ala 
260 265 270 

Lys Val Lys Ser Leu Pro Glu Glu He Asn Phe He His Ser Val Phe 
275 280 285 

Asp Ala Glu Leu Ser Gin Leu Gin Thr Gin Val Gly Asp Thr Ser Val 
290 295 300 

Val Leu Ser Met Asp Asn Asn Arg Asn Leu Asp Leu Asp Ser He He 
305 310 315 320 

Ala Glu Val Lys Ala Gin Tyr Glu Asp He Ala Asn Arg Ser Arg Ala 
325 330 335 

Glu Ala Glu Ser Trp Tyr Gin Thr Lys Tyr Glu Glu Leu Gin Val Thr 
340 345 350 

Ala Gly Arg His Gly Asp Asp Leu Arg Asn Thr Lys Gin Glu He Ser 
355 360 365 

Glu Met Asn Arg Met He Gin Arg Leu Arg Ala Glu He Asp Ser Val 
370 375 380 

Lys Lys Gin Cys Ser Ser Leu Gin Thr Ala He Ala Asp Ala Glu Gin 
385 390 395 400 

Arg Gly Glu Leu Ala Leu Lys Asp Ala Arg Ala Lys Leu Val Asp Leu 
405 410 415 

Glu Glu Ala Leu Gin Lys Ala Lys Gin Asp Met Ala Arg Leu Leu Arg 
420 425 430 

Glu Tyr Gin Glu Leu Met Asn He Lys Leu Ala Leu Asp Val Glu He 
435 440 445 

Ala Thr Tyr Arg Lys Leu Leu Glu Gly Glu Glu Cys Arg Leu Ser Gly 
450 455 460 



Glu Gly Val Ser Pro Val Asn He Ser Val Val Thr Ser Thr Leu Ser 
465 470 475 480 
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Ser Gly Tyr Gly Arg Gly Ser Ser He Gly Gly Gly Asn Leu Gly Leu 

485 490 495 



Gly Gly Gly Ser Gly Tyr Ser Phe Thr Thr Ser Gly Gly His Ser Leu 
500 505 510 

Gly Ala Gly Leu Gly Gly Ser Gly Phe Ser Ala Thr Ser Asn Arg Gly 
515 520 525 

Leu Gly Gly Ser Gly Ser Ser Val Lys Phe Val Ser Thr Thr Ser Ser 
530 535 540 

Ser Gin Lys Ser Tyr Thr His 
545 550 

<210> 128 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Seqaence: PGR Primer 
Sequence 

<400> 128 

accaaatttg gtgaaggaga tt 

<210> 129 
<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 129 

caacaattcg tgtgatcaaa tatagtcctg 



<210> 130 
<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 130 

ccatcttcaa atccacaatg aa 



<210> 131 
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<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 131 

cagcggaaag acccagca 

<210> 132 
<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 132 

cgcccgttgg gacagactcc c 



<210> 133 
<211> 24 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 133 

gatgtgaacg agtgtgagtc cttc 

<210> 134 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 134 

accaatgtca tcggaggctt 



<210> 135 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 135 

tcaaagccgt cagcacaggc aca 

<210> 136 
<211> 21 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 136 



<210> 137 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 137 

actaacggcg tctgtgtcaa 



<210> 138 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 138 

cctttggcta cagcctggac ttcact . 



<210> 139 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 139 

gtctgtgtcc acacagttga tg 
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<210> 140 
<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 140 

tgctactacc tgcctggata tg 



<210> 141 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 141 

caagccatgt accttcctct gcaaaa 



<210> 142 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Descrintion of Artificial Sequence: PGR Primer 
Sequence 

<400> 142 

gacagctgca caggaaactg 

<210> 143 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 143 

ccccttgaca ttgatgagtg t 

<210> 144 
<211> 23 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 144 

agatccccgc catctgtgcc aat 



<210> 145 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 145 

actcccgatc tggtttatgc 



<210> 146 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 146 

aataccgagg gctcctacct 



<210> 147 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 147 

acctgtccag ccggctacac cct 



<210> 148 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 
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<400> 148 

cattcattgt catctcgaca ca 



22 



<210> 149 
<211> 21 
<212> DNA 
<213> Artificial 



Seciuence 



<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 149 

gccctggcaa ctctaatatt g 21 



<210> 150 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 150 

cactgctacc ctgaaccaga ccattg 26 



<210> 151 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 151 

attcagacac aggttggtga ag 22 



<210> 152 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 152 

catgcatttc tgaccttgct 20 
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<210> 153 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 153 

cccactcaaa gcttttcaag ggctct 

<210> 154 

<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 154 

gtcatgcagc ttttgctcat 



<210> 155 

<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 155 

ccacagtgac ttgccacatt 



<210> 156 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<40Q> 156 

ccccatttgg agaatgcttt tatatca 



<210> 157 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 157 

agggcaggca gacttaacc 

<210> 158 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 158 

ctgtgaggat attgacgaat gc 

<210> 159 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 159 

tccacacact ccggcatctg tgg 



<210> 160 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 160 

agttccccag ggtgttgtag 



<210> 161 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 

Sequence 

<400> 161 
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ctgtgaggat attgacgaat gc 



<210> 162 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 162 

tccacacact ccggcatctg tgg 



<210> 163 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 163 

tagttcccca gggtgttgta g 



<210> 164 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 164 

tggaaatact ggtgatggaa ag 



<210> 165 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 165 

tcaaccacac tttcttttat ggtcgtg 



<210> 166 
<211> 21 



247 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial 
Sequence 

<400> 166 

tcggggaggt tttaaagact t 



<210> 167 

<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 167 

ggctccaagt atggtatcat ca 



<210> 168 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 168 

tctgaagacc cctacgctca aggtgt 



<210> 169 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 169 

tgaagtagag gttttcgtgc at 



<210> 170 
<211> 19 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial 



Sequence: PGR Primer 

21 



Sequence: PGR Primer 

22 



Sequence: PGR Primer 

26 



Sequence: PGR Primer 

22 



Sequence: PGR Primer 
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Sequence 
<400> 170 

gtcgggcagg acctttact 



<210> 171 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 171 

tcctacagct aattctgcag ggcaca 



<210> 172 
<211> 22 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 172 

tacgctttac tcccgtaagt ca 



<210> 173 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 173 

atgacagact gctgagcagc 



<210> 174 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 174 

aaggcctgaa ggtgcagacg gag 
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<210> 175 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 175 

cgttggcaaa gagaagcat 

<210> 176 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 176 

atgacagact gctgagcagc 



<210> 177 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 177 

aaggcctgaa ggtgcagacg gag 



<210> 178 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 178 

cgttggcaaa gagaagcat 



<210> 179 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 179 

caccagccgt acaccactca 

<210> 180 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 180 

ccacgtccct gcccgcgtt 



<210> 181 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 181 

tcacaggcga cgagatgttc 



<210> 182 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 182 

aaatggaagt caataggcaa ca 

<210> 183 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 
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<400> 183 

aagacttctt gcctaaaacc tcatttaaaa 



<210> 184 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 184 

acacagcttt gaaccaatga at 



<210> 185 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 185 

gtcctgatct gaacttggtt ca 



<210> 186 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 186 

cagacaacgt ctccattata caacatgaca 



<210> 187 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 187 

ttaccattcc aaattgcagt tg 



<210> 188 
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<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 188 

ttgagaaagg cagagaaatg aa 

<210> 189 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 189 

caataatgct gaaagtcatc aatgtaatca 



<210> 190 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 190 

actgtcctgt tcttgggaat tt 



<210> 191 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 191 

tccagtgttc aaagcttctt tc 



<210> 192 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 192 

cccaagcaaa tttgtcctta tcaccg 

<210> 193 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 193 

cgagctttcc aaatgtatca ag 



<210> 194 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 194 

ggataacggc acctacactt g 



<210> 195 
<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 195 

aggcgtccaa taagcacggc cat 



<210> 196 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 196 

cagggtcgta gaccacaagt ac 
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<210> 197 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 197 

acatgtctgt catcctgtcc at 



<210> 198 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 198 

cctagacctg gacagcatca ttgacg 

<210> 199 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 199 

tcttcaaggc aatctcctca ta 



<210> 200 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial 
Sequence 

<400> 200 

atcaggtgct agagaccaag tg 

<210> 201 
<211> 26 
<212> DNA 



Sequence: PGR Primer 



22 



Sequence: PGR Primer 



26 



Sequence: PGR Primer 



22 



Sequence: PGR Primer 



22 
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<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 201 

cctcctacag cagctggact tgaaca 

<210> 202 

<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 202 

ataaatgggc tccaggttct t 

<210> 203 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Secjuence 

<400> 203 

agctgtccct ggatattgag at 

<210> 204 
<211> 23 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 

<400> 204 

cacctaccgc aagctgctgg agg 

<210> 205 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: PGR Primer 
Sequence 
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<400> 205 

tggtatattc tccggacatc 



